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Two ZnF-UBP Domains in Isopeptidase T (USP5). Biochemistry, 2012, 51, 1188-1198.
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Long non&€eoding subgenomic flavivirus RNAs have extended 3D structures and are flexible in solution.
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Characterization of the FMN-Dependent Cysteine Decarboxylase from Thioviridamide Biosynthesis. a6 25
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Staphylococcus epidermidis small basic protein (Sbp) forms amyloid fibrils, consistent with its
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Structural mechanism for modulation of functional amyloid and biofilm formation by 78 29
Staphylococcal Bap protein switch. EMBO Journal, 2021, 40, e107500. :
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Polymerase. Journal of Biological Chemistry, 2015, 290, 23656-23669.
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