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m Paper IF Citations

99 wNhighbresolutionNrootNspatiotemporalNmapNrevealsNdominantNexpressionNpatternscNScienceaN2007aN
hfnaNnefbl 33.3 876

98 TheNxotanyNwrrayNResourcepNebNorthernsaNExpressionNwnglingaNandNpromoterNanalysescNPlantgJournalaN
2005aNihaNfkhblh 6.9 587

97 yellNidentityNmediatesNtheNresponseNofNwrabidopsisNrootsNtoNabioticNstresscNScienceaN2008aNhgeaNoigbk 33.3 572

96 wnNwrabidopsisNgeneNregulatoryNnetworkNforNsecondaryNcellNwallNsynthesiscNNatureaN2015aNkfmaNkmfbk 50.4 399

95 TheNplantNvascularNsystempNevolutionaNdevelopmentNandNfunctionscNJournalgofgIntegrativegPlantg
BiologyaN2013aNkkaNgoibhnn 8.3 388

94 SpatiotemporalNregulationNofNcellbcycleNgenesNbyNSHORTROOTNlinksNpatterningNandNgrowthcNNatureaN
2010aNillaNfgnbhg 50.4 287

93
yomprehensiveNdevelopmentalNprofilesNofNgeneNactivityNinNregionsNandNsubregionsNofNtheN
wrabidopsisNseedcNProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaaN
2013aNffeaNEihkbii

11.5 282

92 yomparativeNtranscriptomicsNrevealsNpatternsNofNselectionNinNdomesticatedNandNwildNtomatocN
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaaN2013aNffeaNEglkkblg 11.5 260

91 TheNwxSyISIyNwyIzNINSENSITIVENhNVwxIhWNgeneNisNmodulatedNbyNfarnesylationNandNisNinvolvedNinN
auxinNsignalingNandNlateralNrootNdevelopmentNinNwrabidopsiscNPlantgJournalaN2003aNhiaNlmbmk 6.9 255

90 PlantNdevelopmentalNresponsesNtoNclimateNchangecNDevelopmentalgBiologyaN2016aNifoaNlibmm 3.1 224

89 HairyNrootNtransformationNusingNwgrobacteriumNrhizogenesNasNaNtoolNforNexploringNcellNtypebspecificN
geneNexpressionNandNfunctionNusingNtomatoNasNaNmodelcNPlantgPhysiologyaN2014aNfllaNikkblo 6.6 219

88 HighbThroughputNSinglebyellNTranscriptomeNProfilingNofNPlantNyellNTypescNCellgReportsaN2019aNgmaNggifbggimcei10.6 141

87 keNyearsNofNwrabidopsisNresearchpNhighlightsNandNfutureNdirectionscNNewgPhytologistaN2016aNgeoaNogfbii 9.8 128

86 wNstelebenrichedNgeneNregulatoryNnetworkNinNtheNwrabidopsisNrootcNMoleculargSystemsgBiologyaN2011aN
maNiko 12.2 127

85 ProfilingNofNwccessibleNyhromatinNRegionsNacrossNMultipleNPlantNSpeciesNandNyellNTypesNRevealsN
yommonNGeneNRegulatoryNPrinciplesNandNNewNyontrolNModulescNPlantgCellaN2018aNheaNfkbhl 11.6 116

84 HighbresolutionNmetabolicNmappingNofNcellNtypesNinNplantNrootscNProceedingsgofgthegNationalgAcademyg
ofgSciencesgofgthegUnitedgStatesgofgAmericaaN2013aNffeaNEfghgbif 11.5 102

83 PRygNrepressesNdedifferentiationNofNmatureNsomaticNcellsNinNwrabidopsiscNNaturegPlantsaN2015aNfaNfkeno 11.5 101
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82 yombiningNexpressionNandNcomparativeNevolutionaryNanalysiscNTheNyOxRwNgeneNfamilycNPlantg
PhysiologyaN2007aNfihaNfmgbnm 6.6 101

81 WebbqueryableNlargebscaleNdataNsetsNforNhypothesisNgenerationNinNplantNbiologycNPlantgCellaN2009aNgfaNfehibkf11.6 98

80 TranscriptionalNregulationNofNnitrogenbassociatedNmetabolismNandNgrowthcNNatureaN2018aNklhaNgkobgli 50.4 98

79 ProtonophorebNandNpHbinsensitiveNglucoseNandNsucroseNaccumulationNdetectedNbyNFRETN
nanosensorsNinNwrabidopsisNrootNtipscNPlantgJournalaN2008aNklaNoinblg 6.9 97

78 EnhancedNYfHNassaysNforNwrabidopsiscNNaturegMethodsaN2011aNnaNfekhbk 21.6 92

77 SystemsNapproachesNtoNidentifyingNgeneNregulatoryNnetworksNinNplantscNAnnualgReviewgofgCellgandg
DevelopmentalgBiologyaN2008aNgiaNnfbfeh 12.6 85

76 LateralNrootNemergenceNinNwrabidopsisNisNdependentNonNtranscriptionNfactorNLxzgoNregulationNofN
auxinNinfluxNcarrierNLwXhcNDevelopmentgrCambridgesaN2016aNfihaNhhiebo 6.6 78

75 SystemsNanalysisNofNplantNfunctionalaNtranscriptionalaNphysicalNinteractionaNandNmetabolicNnetworkscN
PlantgCellaN2012aNgiaNhnkobmk 11.6 76

74 xELfbLIKENHOMEOzOMwINlNandNKNOTTEzNwRwxIzOPSISNTHwLIwNwmNinteractNandNregulateN
secondaryNcellNwallNformationNviaNrepressionNofNREVOLUTwcNPlantgCellaN2014aNglaNinihblf 11.6 75

73 PromoterbbasedNintegrationNinNplantNdefenseNregulationcNPlantgPhysiologyaN2014aNfllaNfnehbge 6.6 60

72 MolecularNcontrolNofNcropNshadeNavoidancecNCurrentgOpiniongingPlantgBiologyaN2016aNheaNfkfbn 9.9 55

71 IdentificationNofNnovelNlociNregulatingNinterspecificNvariationNinNrootNmorphologyNandNcellularN
developmentNinNtomatocNPlantgPhysiologyaN2013aNflgaNmkkbln 6.6 50

70 wNGeneNRegulatoryNNetworkNforNyellularNReprogrammingNinNPlantNRegenerationcNPlantgandgCellg
PhysiologyaN2018aNkoaNmlkbmmm 4.9 49

69 wNbriefNhistoryNofNtheNTzIFbPXYNsignallingNmodulepNbalancingNmeristemNidentityNandNdifferentiationN
duringNvascularNdevelopmentcNNewgPhytologistaN2016aNgeoaNimibni 9.8 47

68 wNtomatoNphloembmobileNproteinNregulatesNtheNshootbtobrootNratioNbyNmediatingNtheNauxinNresponseN
inNdistantNorganscNPlantgJournalaN2015aNnhaNnkhblh 6.9 44

67 HormoneNyrossbTalkNinNSeedNzormancycNJournalgofgPlantgGrowthgRegulationaN2003aNggaNgkbhf 4.7 44

66 wNPXYbMediatedNTranscriptionalNNetworkNIntegratesNSignalingNMechanismsNtoNyontrolNVascularN
zevelopmentNinNwrabidopsiscNPlantgCellaN2020aNhgaNhfobhhk 11.6 44

65 TranscriptionalNRegulationNofNwrabidopsisNPolycombNRepressiveNyomplexNgNyoordinatesNyellbTypeN
ProliferationNandNzifferentiationcNPlantgCellaN2016aNgnaNglflbglhf 11.6 42
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64 EstablishmentNofNExpressionNinNtheNSHORTROOTbSywREyROWNTranscriptionalNyascadeNthroughN
OpposingNwctivitiesNofNxothNwctivatorsNandNRepressorscNDevelopmentalgCellaN2016aNhoaNknkbkol 10.2 42

63 RwLFLhiNregulatesNformativeNcellNdivisionsNinNwrabidopsisNpericycleNduringNlateralNrootNinitiationcN
JournalgofgExperimentalgBotanyaN2016aNlmaNinlhbmk 7 42

62 EvolutionaryNflexibilityNinNfloodingNresponseNcircuitryNinNangiospermscNScienceaN2019aNhlkaNfgofbfgok 33.3 40

61 ReassessNtheNtNTestpNInteractNwithNwllNYourNzataNviaNwNOVwcNPlantgCellaN2015aNgmaNgennboi 11.6 40

60 ReconstructingNspatiotemporalNgeneNexpressionNdataNfromNpartialNobservationscNBioinformaticsaN
2009aNgkaNgknfbm 7.2 40

59 ManipulatingNlargebscaleNwrabidopsisNmicroarrayNexpressionNdatapNidentifyingNdominantNexpressionN
patternsNandNbiologicalNprocessNenrichmentcNMethodsgingMoleculargBiologyaN2009aNkkhaNkmbmm 1.4 39

58 MappingNTranscriptionalNNetworksNinNPlantspNzatabzrivenNziscoveryNofNNovelNxiologicalN
MechanismscNAnnualgReviewgofgPlantgBiologyaN2016aNlmaNkmkboi 30.7 33

57 MolecularNMechanismsNzrivingNSwitchNxehaviorNinNXylemNyellNzifferentiationcNCellgReportsaN2019aNgnaNhigbhkfcei10.6 31

56 yompleteNsubstitutionNofNaNsecondaryNcellNwallNwithNaNprimaryNcellNwallNinNwrabidopsiscNNaturegPlantsaN
2018aNiaNmmmbmnh 11.5 30

55 NuclearNTranscriptomesNatNHighNResolutionNUsingNRetooledNINTwyTcNPlantgPhysiologyaN2018aNfmlaNgmebgnf6.6 29

54 UnravelingNtheNdynamicNtranscriptomecNPlantgCellaN2006aNfnaNgfefbff 11.6 29

53 SystemsNbiologyNupdatepNcellNtypebspecificNtranscriptionalNregulatoryNnetworkscNPlantgPhysiologyaN
2010aNfkgaNiffbo 6.6 27

52 SUPPRESSORNOFNGwMMwNRESPONSEfNLinksNzNwNzamageNResponseNtoNOrganNRegenerationcNPlantg
PhysiologyaN2018aNfmlaNfllkbflmk 6.6 26

51 NetworkbGuidedNziscoveryNofNExtensiveNEpistasisNbetweenNTranscriptionNFactorsNInvolvedNinN
wliphaticNGlucosinolateNxiosynthesiscNPlantgCellaN2018aNheaNfmnbfok 11.6 25

50 OmicsNandNmodellingNapproachesNforNunderstandingNregulationNofNasymmetricNcellNdivisionsNinN
arabidopsisNandNotherNangiospermNplantscNAnnalsgofgBotanyaN2014aNffhaNfenhbffek 4.1 25

49 ProteomebwideaNStructurebxasedNPredictionNofNProteinbProteinNInteractionsdNewNMolecularN
InteractionsNViewercNPlantgPhysiologyaN2019aNfmoaNfnohbfoem 6.6 21

48 zNwNmethylationNandNgeneNexpressionNregulationNassociatedNwithNvascularizationNinNSorghumN
bicolorcNNewgPhytologistaN2017aNgfiaNfgfhbfggo 9.8 20

47 NovelNbiologicalNinsightsNrevealedNfromNcellNtypebspecificNexpressionNprofilingcNCurrentgOpinionging
PlantgBiologyaN2011aNfiaNlefbm 9.9 17
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46 SpecificationNandNregulationNofNvascularNtissueNidentityNinNtheNembryocNDevelopmentgrCambridgesaN
2020aNfimaN 6.6 16

45 wNnetworkNofNtranscriptionalNrepressorsNmodulatesNauxinNresponsescNNatureaN2021aNknoaNfflbffo 50.4 15

44 IntegrationNofNlargebscaleNdataNforNextractionNofNintegratedNwrabidopsisNrootNcellbtypeNspecificN
modelscNScientificgReportsaN2018aNnaNmofo 4.9 15

43 GeneNregulatoryNnetworksNinNtheNwrabidopsisNrootcNCurrentgOpiniongingPlantgBiologyaN2013aNflaNkebk 9.9 14

42 ExtremeNbreedingpNLeveragingNgenomicsNforNcropNimprovementcNJournalgofgthegSciencegofgFoodgandg
AgricultureaN2007aNnmaNogkbogo 4.3 14

41 TheNpolyadenylationNfactorNFIPfNisNimportantNforNplantNdevelopmentNandNrootNresponsesNtoNabioticN
stressescNPlantgJournalaN2019aNooaNfgehbfgfo 6.9 13

40 SingleNcellNRNwNsequencingNandNitsNpromiseNinNreconstructingNplantNvascularNcellNlineagescNCurrentg
OpiniongingPlantgBiologyaN2019aNinaNimbkl 9.9 11

39 ylusteringNandNzifferentialNwlignmentNwlgorithmpNIdentificationNofNEarlyNStageNRegulatorsNinNtheN
wrabidopsisNthalianaNIronNzeficiencyNResponsecNPLoSgONEaN2015aNfeaNeefhlkof 3.7 11

38 RegulationNofNRootNwngleNandNGravitropismcNG3:gGenesvgGenomesvgGeneticsaN2018aNnaNhnifbhnkk 3.2 11

37 TheNNextNGenerationNofNTrainingNforNwrabidopsisNResearcherspNxioinformaticsNandNQuantitativeN
xiologycNPlantgPhysiologyaN2017aNfmkaNfioobfkeo 6.6 10

36 zraftNGenomeNSequenceNofNRhizobiumNrhizogenesNStrainNwTyyNfknhicNGenomegAnnouncementsaN
2014aNgaN 10

35 wNStandardizedNSyntheticNEucalyptusNTranscriptionNFactorNandNPromoterNPanelNforNRebengineeringN
SecondaryNyellNWallNRegulationNinNxiomassNandNxioenergyNyropscNACSgSyntheticgBiologyaN2019aNnaNilhbilk5.7 10

34 InnovationaNconservationaNandNrepurposingNofNgeneNfunctionNinNrootNcellNtypeNdevelopmentcNCellaN
2021aNfniaNhhhhbhhincefo 56.2 9

33 IdentificationNofNProteinbzNwNInteractionsNUsingNEnhancedNYeastNOnebHybridNwssaysNandNaN
SemiautomatedNwpproachcNMethodsgingMoleculargBiologyaN2017aNflfeaNfnmbgfk 1.4 8

32 RealbtimeNwholebplantNdynamicsNofNheavyNmetalNtransportNinNandNbyNgammabrayNimagingcNPlantg
DirectaN2019aNhaNeeefhf 3.3 8

31 EpistaticNTranscriptionNFactorNNetworksNzifferentiallyNModulateNGrowthNandNzefensecNGeneticsaN
2020aNgfiaNkgobkif 4 7

30 FRSmNandNFRSfgNrecruitNNINJwNtoNregulateNexpressionNofNglucosinolateNbiosynthesisNgenescNNewg
PhytologistaN2020aNggmaNffgibffhm 9.8 7

29 TranslationalNregulationNcontributesNtoNtheNelevatedNyONresponseNinNtwoNSolanumNspeciescNPlantg
JournalaN2020aNfegaNhnhbhom 6.9 7

(2020-2020)

5



28 wnnoNgenominisNXXpNgeNyearsNofNwrabidopsisNgenomicscNPlantgCellaN2021aNhhaNnhgbnik 11.6 5

27 PlantNsinglebcellNsolutionsNforNenergyNandNtheNenvironmentcNCommunicationsgBiologyaN2021aNiaNolg 6.7 5

26 xioinformaticNtoolsNinNwrabidopsisNresearchcNMethodsgingMoleculargBiologyaN2014aNfelgaNombfhl 1.4 4

25 GeneNRegulatoryNNetworksNduringNwrabidopsisNRootNVascularNzevelopmentcNInternationalgJournalgofg
PlantgSciencesaN2013aNfmiaNfeoebfeom 2.6 4

24 zetectingNseparateNtimeNscalesNinNgeneticNexpressionNdatacNBMCgGenomicsaN2010aNffaNhnf 4.5 4

23 HighbthroughputNsinglebcellNtranscriptomeNprofilingNofNplantNcellNtypes 4

22 wNbipartiteNtranscriptionNfactorNmoduleNcontrollingNexpressionNinNtheNbundleNsheathNofNwrabidopsisN
thalianacNNaturegPlantsaN2020aNlaNfilnbfimo 11.5 4

21 yurrentNstatusNofNtheNmultinationalNwrabidopsisNcommunitycNPlantgDirectaN2020aNiaNeeegin 3.3 4

20 xroadeningNtheNimpactNofNplantNscienceNthroughNinnovativeaNintegrativeaNandNinclusiveNoutreachcN
PlantgDirectaN2021aNkaNeeehfl 3.3 4

19 wNsystemsNapproachNtoNunderstandingNrootNdevelopmentcNCanadiangJournalgofgBotanyaN2006aNniaNlokbmef 3

18 IsolationNofNNucleiNinNTaggedNyellNTypesNVINTwyTWaNRNwNExtractionNandNRibosomalNRNwNzegradationN
toNPrepareNMaterialNforNRNwbSeqcNBiowprotocolaN2018aNnaNegikn 0.9 3

17 yrowdsourcingNbiocurationpNTheNyommunityNwssessmentNofNyommunityNwnnotationNwithN
OntologiesNVywywOWcNPLoSgComputationalgBiologyaN2021aNfmaNefeeoilh 5 3

16 IndelNGroupNinNGenomesNVIGGWNMolecularNGeneticNMarkerscNPlantgPhysiologyaN2016aNfmgaNhnblf 6.6 2

15 TowardNzevelopmentNofNFluorescencebQuenchingbxasedNxiosensorsNforNzroughtNStressNinNPlantscN
AnalyticalgChemistryaN2019aNofaNfkliibfklkf 7.8 2

14 InnovationaNconservationNandNrepurposingNofNgeneNfunctionNinNplantNrootNcellNtypeNdevelopment 2

13 xioinformaticNToolsNinNwrabidopsisNResearchcNMethodsgingMoleculargBiologyaN2021aNggeeaNgkbno 1.4 2

12 ProfilingNofNaccessibleNchromatinNregionsNacrossNmultipleNplantNspeciesNandNcellNtypesNrevealsN
commonNgeneNregulatoryNprinciplesNandNnewNcontrolNmodules 2

11 wNRatiometricNzualNyolorNLuciferaseNReporterNforNFastNyharacterizationNofNTranscriptionalN
RegulatoryNElementsNinNPlantscNACSgSyntheticgBiologyaN2021aNfeaNgmlhbgmll 5.7 2
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10 zeNnovoNstemNcellNestablishmentNinNmeristemsNrequiresNrepressionNofNorganNboundaryNcellNfate 1

9 wNgenomebscaleNTFbzNwNinteractionNnetworkNofNtranscriptionalNregulationNofNwrabidopsisNprimaryN
andNspecializedNmetabolismcNMoleculargSystemsgBiologyaN2021aNfmaNefelgk 12.2 1

8 WhenNtheNtimeNisNripecNELifeaN2013aNgaNeeeokn 8.9 1

7 wrabidopsisNbioinformaticspNtoolsNandNstrategiescNPlantgJournalaN2021aN 6.9 1

6 NuclearNtranscriptomesNatNhighNresolutionNusingNretooledNINTwyT 1

5 yharacterizationNofNgrowthNandNdevelopmentNofNsorghumNgenotypesNwithNdifferentialNsusceptibilityN
toNStrigaNhermonthicacNJournalgofgExperimentalgBotanyaN2021aNmgaNmomebmonh 7 1

4 GLRspNMediatingNaNdefensebregenerationNtradeoffNinNplantsccNDevelopmentalgCellaN2022aNkmaNifmbifn 10.2 0

3 FormingNrootsNfromNshootccNScienceaN2022aNhmkaNomibomk 33.3 0

2 zevelopmentNandNSystemsNxiologypNRidingNtheNGenomicsNWaveNtowardsNaNSystemsNUnderstandingN
ofNRootNzevelopmentN2018aNheibhhe

1 zevelopmentNandNSystemsNxiologypNRidingNtheNGenomicsNWaveNtowardsNaNSystemsNUnderstandingN
ofNRootNzevelopmentheibhhe
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