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k Paper IF Citations

387 ”areHgermlineHcopyHnumberHvariantsHPozVsQHandHbreastHcancerHriskVVHCommunicationsjBiologyTH2022TH
aTHba 6.7 0

386 oommonHvariantsHinHbreastHcancerHriskHlociHpredisposeHtoHdistinctHtumorHsubtypesVVHBreastjCancerj
ResearchTH2022THZ]THZ 8.3 3

385 yappingHmolecularHsubtypeHspecificHalterationsHinHbreastHcancerHbrainHmetastasesHidentifiesH
clinicallyHrelevantHvulnerabilitiesVVHNaturejCommunicationsTH2022THY[THaY] 17.4 2

384 nreastHoancerH creeningH trategiesHforHWomenHWithHmTyTHotqwZTHandH’mxnZH’athogenicHVariantsfH
mHoomparativeHyodelingHmnalysisVVHJAMAjOncologyTH2022TH 13.4 5

383 mHclinicallyHcompatibleHdrugUscreeningHplatformHbasedHonHorganotypicHculturesHidentifiesH
vulnerabilitiesHtoHpreventHandHtreatHbrainHmetastasisVVHEMBOjMolecularjMedicineTH2022THeY]aaZ 12 2

382 qstrogenHreceptorHbetaHrepurposesHqZtZHtoHsuppressHoncogenicHzr˛”nWpbaHsignalingHinHtripleH
negativeHbreastHcancerVVHNpjjBreastjCancerTH2022THdTHZX 7.8 0

381 senomeUwideHandHtranscriptomeUwideHassociationHstudiesHofHmammographicHdensityHphenotypesH
revealHnovelHlociVVHBreastjCancerjResearchTH2022THZ]THZc 8.3 1

380 senomeUwideHinteractionHanalysisHofHmenopausalHhormoneHtherapyHuseHandHbreastHcancerHriskH
amongHbZT[cXHwomenVVHScientificjReportsTH2022THYZTHbYee 4.9

379 mntimullerianHtormoneHasHaH erumHniomarkerHforH”iskHofHohemotherapyUunducedHmmenorrheaVH
JournaljofjthejNationaljCancerjInstituteTH2021THYY[THYYXaUYYXd 9.7 3

378 ”isksHofHbreastHandHovarianHcancerHforHwomenHharboringHpathogenicHmissenseHvariantsHinHn”omYH
andHn”omZHcomparedHwithHthoseHharboringHproteinHtruncatingHvariantsVVHGeneticsjinjMedicineTH2021TH 8.1 2

377 sermlineHvariantsHandHbreastHcancerHsurvivalHinHpatientsHwithHdistantHmetastasesHatHprimaryHbreastH
cancerHdiagnosisVHScientificjReportsTH2021THYYTHYecdc 4.9 0

376 sermlineH’athogenicHVariantsHinHoancerH’redispositionHsenesHmmongHWomenHWithHunvasiveHxobularH
oarcinomaHofHtheHnreastVHJournaljofjClinicaljOncologyTH2021TH[eTH[eYdU[eZb 2.2 6

375 yolecularHmarkersHofHriskHofHsubsequentHinvasiveHbreastHcancerHinHwomenHwithHductalHcarcinomaHinH
situfHprotocolHforHaHpopulationUbasedHcohortHstudyVHBMJjOpenTH2021THYYTHeXa[[ec 3 1

374 ”acialHandHqthnicHpifferencesHinHyultigeneHtereditaryHoancerH’anelHTestH”esultsHforHWomenHWithH
nreastHoancerVHJournaljofjthejNationaljCancerjInstituteTH2021THYY[THY]ZeUY][[ 9.7 5

373 seneticH’redictorsHofHohemotherapyUunducedH’eripheralHzeuropathyHfromH’aclitaxelTHoarboplatinH
andHOxaliplatinfHzooTsWmllianceHzXdoYTHzXdomHandHzXdonH tudyVHCancersTH2021THY[TH 6.6 6

372  trongHfunctionalHdataHforHpathogenicityHorHneutralityHclassifyHn”omZHpzmUbindingUdomainHvariantsH
ofHuncertainHsignificanceVHAmericanjJournaljofjHumanjGeneticsTH2021THYXdTH]adU]bd 11 12

371 sermlineHn”omYWZHmutationsHandHsevereHhaematologicalHtoxicitiesHinHpatientsHwithHbreastHcancerH
treatedHwithHneoadjuvantHchemotherapyVHEuropeanjJournaljofjCancerTH2021THY]aTH]]UaZ 7.5 2
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370 sermlineHpathogenicHvariantsHinHcancerHpredispositionHgenesHamongHwomenHwithHinvasiveHlobularH
cancerHofHbreastVVHJournaljofjClinicaljOncologyTH2021TH[eTHYXadYUYXadY 2.2

369 olosingHtheHgapfHTrendsHinHinconclusiveHratesHonHhereditaryHcancerHtestingHacrossHracialWethnicH
groupsVVHJournaljofjClinicaljOncologyTH2021TH[eTHYXaZaUYXaZa 2.2 1

368
xongUtermHoutcomesHofHpatientsHwithHnodeUnegativeHPzXQTHtripleUnegativeHbreastHcancerHPTznoQHwhoH
didHnotHreceiveHadjuvantHchemotherapyHaccordingHtoHstromalHTuxsHPsTuxsQVVHJournaljofjClinicalj
OncologyTH2021TH[eTHa]dUa]d

2.2

367 yutationsHinHandHOtherH’anelHsenesHinH’atientsHWithHyetastaticHnreastHoancerHUmssociationHWithH
’atientHandHpiseaseHoharacteristicsHandHqffectHonH’rognosisVHJournaljofjClinicaljOncologyTH2021TH[eTHYbYeUYb[X2.2 11

366 nreastHcancerHscreeningHforHcarriersHofHmTyTHotqwZTHandH’mxnZHpathogenicHvariantsfHmHcomparativeH
modelingHanalysisVVHJournaljofjClinicaljOncologyTH2021TH[eTHYXaXXUYXaXX 2.2

365 rirstHinternationalHworkshopHofHtheHmTyHandHcancerHriskHgroupHP]UaHpecemberHZXYeQVHFamilialjCancer
TH2021THY 3 5

364
TheHpredictiveHabilityHofHtheH[Y[HvariantUbasedHpolygenicHriskHscoreHforHcontralateralHbreastHcancerH
riskHpredictionHinHwomenHofHquropeanHancestryHwithHaHheterozygousHn”omYHorHn”omZHpathogenicH
variantVHGeneticsjinjMedicineTH2021THZ[THYcZbUYc[c

8.1 2

363 oharacteristicsHandH patiallyHpefinedHummuneHPmicroQlandscapesHofHqarlyUstageH’pUxYUpositiveH
TripleUnegativeHnreastHoancerVHClinicaljCancerjResearchTH2021THZcTHabZdUab[c 12.9 8

362 ’’ZmHandHq[HubiquitinHligaseHdeficienciesfH eminalHbiologicalHdriversHinHendometrialHcancerVH
GynecologicjOncologyTH2021THYbZTHYdZUYde 4.9 2

361
runctionalHannotationHofHtheHZq[aHbreastHcancerHriskHlocusHimplicatesHaHstructuralHvariantHinH
influencingHactivityHofHaHlongUrangeHenhancerHelementVHAmericanjJournaljofjHumanjGeneticsTH2021TH
YXdTHYYeXUYZX[

11 1

360 ”iskHofHxateUOnsetHnreastHoancerHinHseneticallyH’redisposedHWomenVHJournaljofjClinicaljOncologyTH
2021TH[eTH[][XU[]]X 2.2 3

359
mHclinicalHcalculatorHtoHpredictHdiseaseHoutcomesHinHwomenHwithHhormoneHreceptorUpositiveH
advancedHbreastHcancerHtreatedHwithHfirstUlineHendocrineHtherapyVHBreastjCancerjResearchjandj
TreatmentTH2021THYdeTHYaUZ[

4.4 2

358 oombinedHmssociationsHofHaH’olygenicH”iskH coreHandHolassicalH”iskHractorsHWithHnreastHoancerH”iskVH
JournaljofjthejNationaljCancerjInstituteTH2021THYY[TH[ZeU[[c 9.7 14

357 sermlineHgeneticHtestingHinHbreastHcancerfH”ationaleHforHtheHtestingHofHallHwomenHdiagnosedHbyHtheH
ageHofHbXHyearsHandHforHriskUbasedHtestingHofHthoseHolderHthanHbXHyearsVHCancerTH2021THYZcTHdZdUd[[ 6.4 6

356 umpactHofH’ersonalizedHseneticHnreastHoancerH”iskHqstimationHWithH’olygenicH”iskH coresHonH
’reventiveHqndocrineHTherapyHuntentionHandHκptakeVHCancerjPreventionjResearchTH2021THY]THYcaUYd] 3.2 3

355 WholeUexomeHsequencingHofHnonUn”omYWn”omZHmutationHcarrierHcasesHatHhighUriskHforHhereditaryH
breastWovarianHcancerVHHumanjMutationTH2021TH]ZTHZeXUZee 4.7 9

354 untegrationHofHfunctionalHassayHdataHresultsHprovidesHstrongHevidenceHforHclassificationHofHhundredsH
ofHn”omYHvariantsHofHuncertainHsignificanceVHGeneticsjinjMedicineTH2021THZ[TH[XbU[Ya 8.1 5

353 mHclinicalHcalculatorHtoHpredictHdiseaseHoutcomesHinHwomenHwithHtripleUnegativeHbreastHcancerVH
BreastjCancerjResearchjandjTreatmentTH2021THYdaTHaacUabb 4.4 5

(2021-2021)
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352 oY’[mcRYoHallelefHlinkingHpremenopausalHoestroneHandHprogesteroneHlevelsHwithHriskHofHhormoneH
receptorUpositiveHbreastHcancersVHBritishjJournaljofjCancerTH2021THYZ]THd]ZUda] 8.7 2

351 ”ealUWorldHqxperiencesHWithHYogaHonHoancerU”elatedH ymptomsHinHWomenHWithHnreastHoancerVH
GlobaljAdvancesjinjHealthjandjMedicineTH2021THYXTHZYb]eabYZXed]Y]X 1.9 4

350 mssociationHofHmammographicHdensityHmeasuresHandHbreastHcancerHJintrinsicJHmolecularHsubtypesVH
BreastjCancerjResearchjandjTreatmentTH2021THYdcTHZYaUZZ] 4.4 3

349 mH’opulationUnasedH tudyHofHsenesH’reviouslyHumplicatedHinHnreastHoancerVHNewjEnglandjJournaljofj
MedicineTH2021TH[d]TH]]XU]aY 59.2 115

348
olinicalHeffectivenessHofHolaparibHmonotherapyHinHgermlineHn”omUmutatedTHtq”ZUnegativeH
metastaticHbreastHcancerHinHaHrealUworldHsettingfHphaseHuuubHxκoYHinterimHanalysisVHEuropeanjJournalj
ofjCancerTH2021THYaZTHbdUcc

7.5 5

347 nreastHandH’rostateHoancerH”isksHforHyaleHn”omYHandHn”omZH’athogenicHVariantHoarriersHκsingH
’olygenicH”iskH coresVHJournaljofjthejNationaljCancerjInstituteTH2021TH 9.7 3

346
oomparisonHofHtheH’revalenceHofH’athogenicHVariantsHinHoancerH usceptibilityHsenesHinHnlackH
WomenHandHzonUtispanicHWhiteHWomenHWithHnreastHoancerHinHtheHκnitedH tatesVHJAMAjOncologyTH
2021THcTHYX]aUYXaX

13.4 7

345
mssociationHofHgermlineHgeneticHvariantsHwithHbreastHcancerUspecificHsurvivalHinHpatientHsubgroupsH
definedHbyHclinicUpathologicalHvariablesHrelatedHtoHtumorHbiologyHandHtypeHofHsystemicHtreatmentVH
BreastjCancerjResearchTH2021THZ[THdb

8.3 1

344 ”iskHofHnreastHoancerHmmongHoarriersHofH’athogenicHVariantsHinHnreastHoancerH’redispositionHsenesH
VariesHbyH’olygenicH”iskH coreVHJournaljofjClinicaljOncologyTH2021TH[eTHZab]UZac[ 2.2 12

343 yendelianHrandomisationHstudyHofHsmokingHexposureHinHrelationHtoHbreastHcancerHriskVHBritishj
JournaljofjCancerTH2021THYZaTHYY[aUYY]a 8.7 0

342 seneticHinsightsHintoHbiologicalHmechanismsHgoverningHhumanHovarianHageingVHNatureTH2021THaebTH[e[U[ec50.4 28

341 ’roteinHtruncatingHvariantsHinHrmzoyHandHriskHforHq”UnegativeWtripleHnegativeHbreastHcancerVHNpjj
BreastjCancerTH2021THcTHY[X 7.8 0

340 nreastHoancerH”iskHractorsHandH urvivalHbyHTumorH ubtypefH’ooledHmnalysesHfromHtheHnreastHoancerH
mssociationHoonsortiumVHCancerjEpidemiologyjBiomarkersjandjPreventionTH2021TH[XTHbZ[Ub]Z 4 4

339 mssociationHofHaHnovelHendometrialHcancerHbiomarkerHpanelHwithHprognosticHriskTHplatinumH
insensitivityTHandHtargetableHtherapeuticHoptionsVHPLoSjONETH2021THYbTHeXZ]abb] 3.7 1

338 senomeUwideHassociationHstudyHidentifiesH[ZHnovelHbreastHcancerHsusceptibilityHlociHfromHoverallH
andHsubtypeUspecificHanalysesVHNaturejGeneticsTH2020THaZTHacZUadY 36.3 76

337 oontributionHofHsermlineH’redispositionHseneHyutationsHtoHnreastHoancerH”iskHinHmfricanHmmericanH
WomenVHJournaljofjthejNationaljCancerjInstituteTH2020THYYZTHYZY[UYZZY 9.7 25

336 ’redictionHofHtheHfunctionalHimpactHofHmissenseHvariantsHinHn”omYHandHn”omZHwithHn”omUyxVHNpjj
BreastjCancerTH2020THbTHY[ 7.8 5

335 sermlineHtOXnY[HmutationsHpVsd]qHandHpV”ZYcoHdoHnotHconferHanHincreasedHbreastHcancerHriskVH
ScientificjReportsTH2020THYXTHebdd 4.9 2
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334 VariantsHofHuncertainHclinicalHsignificanceHinHhereditaryHbreastHandHovarianHcancerHgenesfHbestH
practicesHinHfunctionalHanalysisHforHclinicalHannotationVHJournaljofjMedicaljGeneticsTH2020THacTHaXeUaYd 5.8 14

333 qvaluationHofHsermlineHseneticHTestingHoriteriaHinHaHtospitalUnasedH eriesHofHWomenHWithHnreastH
oancerVHJournaljofjClinicaljOncologyTH2020TH[dTHY]XeUY]Yd 2.2 28

332
oharacterizationHofHtheHoancerH pectrumHinHyenHWithHsermlineHn”omYHandHn”omZH’athogenicH
VariantsfH”esultsHrromHtheHoonsortiumHofHunvestigatorsHofHyodifiersHofHn”omYWZHPouynmQVHJAMAj
OncologyTH2020THbTHYZYdUYZ[X

13.4 25

331 rolateHreceptorHalphaHexpressionHassociatesHwithHimprovedHdiseaseUfreeHsurvivalHinHtripleHnegativeH
breastHcancerHpatientsVHNpjjBreastjCancerTH2020THbTH] 7.8 19

330 TheHoontributionHofHsermlineH’redispositionHseneHyutationsHtoHolinicalH ubtypesHofHunvasiveHnreastH
oancerHrromHaHolinicalHseneticHTestingHoohortVHJournaljofjthejNationaljCancerjInstituteTH2020THYYZTHYZ[YUYZ]Y9.7 25

329 OvarianHandHnreastHoancerH”isksHmssociatedHWithH’athogenicHVariantsHinH”mpaYoHandH”mpaYpVH
JournaljofjthejNationaljCancerjInstituteTH2020THYYZTHYZ]ZUYZaX 9.7 51

328 TranscriptomeUwideHassociationHstudyHofHbreastHcancerHriskHbyHestrogenUreceptorHstatusVHGeneticj
EpidemiologyTH2020TH]]TH]]ZU]bd 2.6 9

327
TheHmssociationHofHyodifiableHnreastHoancerH”iskHractorsHandH omaticHsenomicHmlterationsHinH
nreastHTumorsfHTheHoancerHsenomeHmtlasHzetworkVHCancerjEpidemiologyjBiomarkersjandjPreventionTH
2020THZeTHaeeUbXa

4 4

326 mHnetworkHanalysisHtoHidentifyHmediatorsHofHgermlineUdrivenHdifferencesHinHbreastHcancerHprognosisVH
NaturejCommunicationsTH2020THYYTH[YZ 17.4 20

325 ”eplyHtoHOnHtheHproportionHofHmaleHbreastHcancerHamongHallHbreastHcancersVHCancerTH2020THYZbTHZX[]UZX[a6.4 1

324 ’athogenicHVariantsHinHoancerH’redispositionHsenesHandH’rostateHoancerH”iskHinHyenHofHmfricanH
mncestryVHJCOjPrecisionjOncologyTH2020TH]TH[ZU][ 3.6 13

323 ”ealUworldHexperiencesHwithHacupunctureHamongHbreastHcancerHsurvivorsfHaHcrossUsectionalHsurveyH
studyVHSupportivejCarejinjCancerTH2020THZdTHad[[Uad[d 3.9 3

322 mssociationHofHsenomicHpomainsHinHandHwithH’rostateHoancerH”iskHandHmggressivenessVHCancerj
ResearchTH2020THdXTHbZ]Ub[d 10.1 22

321
”ealUworldHclinicalHeffectivenessHandHsafetyHofHolaparibHmonotherapyHinHtq”ZUnegativeH
gn”omUmutatedHmetastaticHbreastHcancerfH’haseHuuubHxκoYHinterimHanalysisVVHJournaljofjClinicalj
OncologyTH2020TH[dTHYXdcUYXdc

2.2 2

320 κptakeHofHoophorectomyHinHwomenHwithHfindingsHonHmultigeneHpanelHtestingfH”esultsHfromHtheH
’rospectiveH”egistryHofHyultiplexHTestingHP’”Oy’TQVVHJournaljofjClinicaljOncologyTH2020TH[dTHYaXdUYaXd 2.2 3

319 zUterminalHproUbrainHnatriureticHpeptideHlevelsHafterHreceiptHofHanthracyclineHforHbreastHcancerVVH
JournaljofjClinicaljOncologyTH2020TH[dTHeZ]YX[UeZ]YX[ 2.2

318 ”oleHofHintratumoralHzwHcellsHinHtripleUnegativeHbreastHcancerHinHtheHrinXXHtrialHandHyayoHolinicH
cohortVVHJournaljofjClinicaljOncologyTH2020TH[dTHaYXUaYX 2.2 0

317 seneticHtestingHexperiencesHandHemotionalHreactionsHamongHindividualsHwithHvariantHofHuncertainH
significanceHresultsHfromHcancerHmultiplexHgeneticHtestingVVHJournaljofjClinicaljOncologyTH2020TH[dTHeY[bdXUeY[bdX2.2

(2020-2020)
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316 runctionalHcharacterizationHofHd]H’mxnZHvariantsHofHuncertainHsignificanceVHGeneticsjinjMedicineTH
2020THZZTHbZZUb[Z 8.1 20

315 rineUmappingHofHYaXHbreastHcancerHriskHregionsHidentifiesHYeYHlikelyHtargetHgenesVHNaturejGeneticsTH
2020THaZTHabUc[ 36.3 56

314 oancerH”isksHmssociatedHWithHsermlineH’athogenicHVariantsfHmnHunternationalH tudyHofHaZ]HramiliesVH
JournaljofjClinicaljOncologyTH2020TH[dTHbc]Ubda 2.2 133

313
olassificationHofHvariantsHofHuncertainHsignificanceHinHn”omYHandHn”omZHusingHpersonalHandHfamilyH
historyHofHcancerHfromHindividualsHinHaHlargeHhereditaryHcancerHmultigeneHpanelHtestingHcohortVH
GeneticsjinjMedicineTH2020THZZTHcXYUcXd

8.1 18

312 qffectHofHsermlineHyutationsHinHtomologousH”ecombinationH”epairHsenesHonHOverallH urvivalHofH
’atientsHwithH’ancreaticHmdenocarcinomaVHClinicaljCancerjResearchTH2020THZbTHbaXaUbaYZ 12.9 15

311 nreastfeedingHandHtheHriskHofHepithelialHovarianHcancerHamongHwomenHwithHaHn”omYHorHn”omZH
mutationVHGynecologicjOncologyTH2020THYaeTHdZXUdZb 4.9 3

310 ’olygenicHriskHscoresHandHbreastHandHepithelialHovarianHcancerHrisksHforHcarriersHofHn”omYHandHn”omZH
pathogenicHvariantsVHGeneticsjinjMedicineTH2020THZZTHYba[UYbbb 8.1 34

309 mH”areHyutationH’redominantHinHmshkenaziHvewsHoonfersH”iskHofHyultipleHoancersVHCancerjResearchTH
2020THdXTH[c[ZU[c]] 10.1 7

308 nreastHoancerH’olygenicH”iskH coreHandHoontralateralHnreastHoancerH”iskVHAmericanjJournaljofj
HumanjGeneticsTH2020THYXcTHd[cUd]d 11 12

307 yutationH”atesHinHoancerH usceptibilityHsenesHinH’atientsHWithHnreastHoancerHWithHyultipleH’rimaryH
oancersVHJCOjPrecisionjOncologyTH2020TH]TH 3.6 2

306 yaleHbreastHcancerHinHtheHκnitedH tatesfHTreatmentHpatternsHandHprognosticHfactorsHinHtheHZYstH
centuryVHCancerTH2020THYZbTHZbU[b 6.4 33

305
mHclinicalHguideHtoHhereditaryHcancerHpanelHtestingfHevaluationHofHgeneUspecificHcancerHassociationsH
andHsensitivityHofHgeneticHtestingHcriteriaHinHaHcohortHofHYbaTXXXHhighUriskHpatientsVHGeneticsjinj
MedicineTH2020THZZTH]XcU]Ya

8.1 68

304 yutationHprevalenceHtablesHforHhereditaryHcancerHderivedHfromHmultigeneHpanelHtestingVHHumanj
MutationTH2020TH]YTHeYUeb 4.7 10

303 tiU’lexZfHaHsimpleHandHrobustHapproachHtoHtargetedHsequencingUbasedHgeneticHscreeningVH
BioTechniquesTH2019THbcTHYYdUYZZ 2.5 6

302 mccuracyHofHselfUreportedHcancerHtreatmentHdataHinHyoungHbreastHcancerHsurvivorsVHJournaljofj
PatientwReportedjOutcomesTH2019TH[THZ] 2.6 3

301 TwoHtruncatingHvariantsHinHrmzooHandHbreastHcancerHriskVHScientificjReportsTH2019THeTHYZaZ] 4.9 2

300  haredHheritabilityHandHfunctionalHenrichmentHacrossHsixHsolidHcancersVHNaturejCommunicationsTH2019
THYXTH][Y 17.4 45

299 vointHassociationHofHmammographicHdensityHadjustedHforHageHandHbodyHmassHindexHandHpolygenicH
riskHscoreHwithHbreastHcancerHriskVHBreastjCancerjResearchTH2019THZYTHbd 8.3 18
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298 xargeHscaleHmultifactorialHlikelihoodHquantitativeHanalysisHofHn”omYHandHn”omZHvariantsfHmnH
qzusymHresourceHtoHsupportHclinicalHvariantHclassificationVHHumanjMutationTH2019TH]XTHYaacUYacd 4.7 52

297 yendelianHrandomisationHstudyHofHheightHandHbodyHmassHindexHasHmodifiersHofHovarianHcancerHriskHinH
ZZTaddHn”omYHandHn”omZHmutationHcarriersVHBritishjJournaljofjCancerTH2019THYZYTHYdXUYeZ 8.7 13

296 tereditaryHoancerH yndromesUmH’rimerHonHpiagnosisHandHyanagementTH’artHZfHsastrointestinalH
oancerH yndromesVHMayojClinicjProceedingsTH2019THe]THYXeeUYYYb 6.4 18

295 tereditaryHoancerH yndromesUmH’rimerHonHpiagnosisHandHyanagementfH’artHYfHnreastUOvarianH
oancerH yndromesVHMayojClinicjProceedingsTH2019THe]THYXd]UYXed 6.4 22

294 n”omYHandHn”omZHpathogenicHsequenceHvariantsHinHwomenHofHmfricanHoriginHorHancestryVHHumanj
MutationTH2019TH]XTHYcdYUYceb 4.7 16

293 sermlineHseneticHTestingHforHnreastHoancerH”iskfHTheH’astTH’resentTHandHrutureVHAmericanjSocietyjofj
ClinicaljOncologyjEducationaljBookjyjASCOjAmericanjSocietyjofjClinicaljOncologyjMeetingTH2019TH[eTHbYUc]7.1 26

292 senomeUwideHassociationHandHtranscriptomeHstudiesHidentifyHtargetHgenesHandHriskHlociHforHbreastH
cancerVHNaturejCommunicationsTH2019THYXTHYc]Y 17.4 47

291 senomeUwideHassociationHstudyHofHgermlineHvariantsHandHbreastHcancerUspecificHmortalityVHBritishj
JournaljofjCancerTH2019THYZXTHb]cUbac 8.7 28

290 umpactHofHaminoHacidHsubstitutionsHatHsecondaryHstructuresHinHtheHn”oTHdomainsHofHtheHtumorH
suppressorHn”omYfHumplicationsHforHclinicalHannotationVHJournaljofjBiologicaljChemistryTH2019THZe]THaedXUaeeZ5.4 19

289 oomprehensiveHannotationHofHn”omYHandHn”omZHmissenseHvariantsHbyHfunctionallyHvalidatedH
sequenceUbasedHcomputationalHpredictionHmodelsVHGeneticsjinjMedicineTH2019THZYTHcYUdX 8.1 36

288 ourrentHmpproachesHtoHoancerHseneticHoounselingH ervicesHforH panishU peakingH’atientsVHJournalj
ofjImmigrantjandjMinorityjHealthTH2019THZYTH][]U][c 2.2 8

287 ”iskHofHpifferentHoancersHmmongHrirstUdegreeH”elativesHofH’ancreaticHoancerH’atientsfHunfluenceHofH
’robandsOH usceptibilityHseneHyutationH tatusVHJournaljofjthejNationaljCancerjInstituteTH2019THYYYTHZb]UZcY9.7 5

286 seneticHpredictorsHofHchemotherapyUrelatedHamenorrheaHin´ womenHwithHbreastHcancerVHFertilityjandj
SterilityTH2019THYYZTHc[YUc[eVeY 4.8 5

285 TheHfpVmrgbadRHtruncatingHvariantHisHassociatedHwithHriskHofHtripleUnegativeHbreastHcancerVHNpjjBreastj
CancerTH2019THaTH[d 7.8 12

284 xeptomeningealHcarcinomatosisHinHn”omUmutatedHpancreaticHcancerVVHJournaljofjClinicaljOncologyTH
2019TH[cTHZ[eUZ[e 2.2 1

283
oontributionHofHunheritedHpzmU”epairHseneHyutationsHtoHtormoneU ensitiveHandH
oastrateU”esistantHyetastaticH’rostateHoancerHandHumplicationsHforHolinicalHOutcomeVHJCOjPrecisionj
OncologyTH2019TH[TH

3.6 5

282 ”ecommendationsHforHapplicationHofHtheHfunctionalHevidenceH’ [Wn [HcriterionHusingHtheH
moysWmy’HsequenceHvariantHinterpretationHframeworkVHGenomejMedicineTH2019THYZTH[ 14.4 106

281 OophorectomyHandHriskHofHcontralateralHbreastHcancerHamongHn”omYHandHn”omZHmutationHcarriersVH
BreastjCancerjResearchjandjTreatmentTH2019THYcaTH]][U]]e 4.4 7

(2019-2019)
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280 runctionalHanalysisHofHgeneticHvariantsHinHtheHhighUriskHbreastHcancerHsusceptibilityHgeneH’mxnZVH
NaturejCommunicationsTH2019THYXTHaZeb 17.4 21

279 ’olygenicH”iskH coresHforH’redictionHofHnreastHoancerHandHnreastHoancerH ubtypesVHAmericanj
JournaljofjHumanjGeneticsTH2019THYX]THZYU[] 11 363

278 seneticHsusceptibilityHtoHradiationUinducedHbreastHcancerHafterHtodgkinHlymphomaVHBloodTH2019TH
Y[[THYY[XUYY[e 2.2 17

277 oancerHsusceptibilityHgeneHmutationsHinHtypeHuHandHuuHendometrialHcancerVHGynecologicjOncologyTH
2019THYaZTHZXUZa 4.9 19

276 yolecularHmechanismsHlinkingHhighHbodyHmassHindexHtoHbreastHcancerHetiologyHinHpostUmenopausalH
breastHtumorHandHtumorUadjacentHtissuesVHBreastjCancerjResearchjandjTreatmentTH2019THYc[THbbcUbcc 4.4 16

275 teightHandHnodyHyassHundexHasHyodifiersHofHnreastHoancerH”iskHinHn”omYWZHyutationHoarriersfHmH
yendelianH”andomizationH tudyVHJournaljofjthejNationaljCancerjInstituteTH2019THYYYTH[aXU[b] 9.7 22

274 olinicalHvalidityHassessmentHofHgenesHfrequentlyHtestedHonHhereditaryHbreastHandHovarianHcancerH
susceptibilityHsequencingHpanelsVHGeneticsjinjMedicineTH2019THZYTHY]ecUYaXb 8.1 32

273 TheHn”omZHcVbdUcT´ j´ mHvariantHisHnotHpathogenicfHmHmodelHforHclinicalHcalibrationHofHspliceogenicityVH
HumanjMutationTH2018TH[eTHcZeUc]Y 4.7 16

272 olinicalHtestingHofHandHfHaHworldwideHsnapshotHofHtechnologicalHpracticesVHNpjjGenomicjMedicineTH
2018TH[THc 6.2 29

271 TheHxandscapeHofH omaticHseneticHmlterationsHinHnreastHoancersHrromHmTyHsermlineHyutationH
oarriersVHJournaljofjthejNationaljCancerjInstituteTH2018THYYXTHYX[XUYX[] 9.7 65

270 qtiologyHofHhormoneHreceptorHpositiveHbreastHcancerHdiffersHbyHlevelsHofHhistologicHgradeHandH
proliferationVHInternationaljJournaljofjCancerTH2018THY][THc]bUcac 7.5 9

269 poesHmammographicHdensityHmediateHriskHfactorHassociationsHwithHbreastHcancerkHmnHanalysisHbyH
tumorHcharacteristicsVHBreastjCancerjResearchjandjTreatmentTH2018THYcXTHYZeUY]Y 4.4 7

268 oardiovascularHooncernsHinHn”omYHandHn”omZHyutationHoarriersVHCurrentjTreatmentjOptionsjinj
CardiovascularjMedicineTH2018THZXTHYd 2.1 4

267 seneticHoverlapHbetweenHendometriosisHandHendometrialHcancerfHevidenceHfromHcrossUdiseaseH
geneticHcorrelationHandHsWm HmetaUanalysesVHCancerjMedicineTH2018THcTHYecdUYedc 4.8 40

266 mssessmentHofHtheHolinicalH”elevanceHofHn”omZHyissenseHVariantsHbyHrunctionalHandHoomputationalH
mpproachesVHAmericanjJournaljofjHumanjGeneticsTH2018THYXZTHZ[[UZ]d 11 38

265 oommonHseneticHVariationHandHnreastHoancerH”iskU’astTH’resentTHandHrutureVHCancerjEpidemiologyj
BiomarkersjandjPreventionTH2018THZcTH[dXU[e] 4 65

264 vointHassociationsHofHaHpolygenicHriskHscoreHandHenvironmentalHriskHfactorsHforHbreastHcancerHinHtheH
nreastHoancerHmssociationHoonsortiumVHInternationaljJournaljofjEpidemiologyTH2018TH]cTHaZbUa[b 7.8 53

263 qUcadherinHbreastHtumorHexpressionTHriskHfactorsHandHsurvivalfH’ooledHanalysisHofHaTe[[HcasesHfromH
YZHstudiesHinHtheHnreastHoancerHmssociationHoonsortiumVHScientificjReportsTH2018THdTHbac] 4.9 19

FergustJtCouch
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262
TheHcVHaXebsjmHpVmrgYbeeslnHP”Ybee“QHintermediateHriskHvariantfHbreastHandHovarianHcancerHriskH
estimationHandHrecommendationsHforHclinicalHmanagementHfromHtheHqzusymHconsortiumVHJournaljofj
MedicaljGeneticsTH2018THaaTHYaUZX

5.8 36

261 umpactHofHhistopathologyTHtumorUinfiltratingHlymphocytesTHandHadjuvantHchemotherapyHonH
prognosisHofHtripleUnegativeHbreastHcancerVHBreastjCancerjResearchjandjTreatmentTH2018THYbcTHdeUee 4.4 48

260 TripleUzegativeHnreastHoancerH”iskHsenesHudentifiedHbyHyultigeneHtereditaryHoancerH’anelHTestingVH
JournaljofjthejNationaljCancerjInstituteTH2018THYYXTHdaaUdbZ 9.7 145

259 mHTranscriptomeUWideHmssociationH tudyHmmongHecTdedHWomenHtoHudentifyHoandidateH
 usceptibilityHsenesHforHqpithelialHOvarianHoancerH”iskVHCancerjResearchTH2018THcdTHa]YeUa][X 10.1 32

258 udentificationHofHnineHnewHsusceptibilityHlociHforHendometrialHcancerVHNaturejCommunicationsTH2018TH
eTH[Ybb 17.4 70

257 mHtranscriptomeUwideHassociationHstudyHofHZZeTXXXHwomenHidentifiesHnewHcandidateHsusceptibilityH
genesHforHbreastHcancerVHNaturejGeneticsTH2018THaXTHebdUecd 36.3 101

256 mssociationHnetweenHunheritedHsermlineHyutationsHinHoancerH’redispositionHsenesHandH”iskHofH
’ancreaticHoancerVHJAMAjwjJournaljofjthejAmericanjMedicaljAssociationTH2018TH[YeTHZ]XYUZ]Xe 27.4 222

255 ’olygenicHriskHscoreHforHbreastHcancerHinHhighUriskHwomenVVHJournaljofjClinicaljOncologyTH2018TH[bTHYaXdUYaXd2.2 8

254 ’rospectiveH”egistryHofHyultiplexHTestingHP’”Oy’TQfHreasibleHandHsustainableVVHJournaljofjClinicalj
OncologyTH2018TH[bTHYa][UYa][ 2.2 2

253 nreastHcancerHcellUfreeHpzmHPcfpzmQHprofilesHreflectHunderlyingHtumorHbiologyfHTheHoirculatingH
oellUrreeHsenomeHmtlasHPoosmQHstudyVVHJournaljofjClinicaljOncologyTH2018TH[bTHa[bUa[b 2.2 19

252 unheritedHmutationsHinHbreastHcancerHpatientsHwithHandHwithoutHmultipleHprimaryHcancersVVHJournaljofj
ClinicaljOncologyTH2018TH[bTHYaX[UYaX[ 2.2

251 qxpandingHn”omYWZHtestingHcriteriaHtoHincludeHotherHconfirmedHbreastHandHovarianHcancerH
susceptibilityHgenesVVHJournaljofjClinicaljOncologyTH2018TH[bTHYaZ]UYaZ] 2.2

250 qxaminingHpatientsâ��HmedicalHandHpsychosocialHexperiencesHfollowingHdetectionHofHaHoptYHvariantH
withHmultiplexHgeneticHtestingVVHJournaljofjClinicaljOncologyTH2018TH[bTHYad[UYad[ 2.2

249 mccuracyHofHselfUreportedHchemotherapyHregimensHinHyoungHbreastHcancerHsurvivorsVVHJournaljofj
ClinicaljOncologyTH2018TH[bTHeZZY][UeZZY][ 2.2

248 udentificationHofHaHpyruvateUtoUlactateHsignatureHinHpancreaticHintraductalHpapillaryHmucinousH
neoplasmsVHPancreatologyTH2018THYdTH]bUa[ 3.8 6

247 rromHtheHlaboratoryHtoHtheHclinicfHsharingHn”omHVκ HreclassificationHtoolsHwithHpracticingHgeneticsH
professionalsVHJournaljofjCommunityjGeneticsTH2018THeTHZXeUZYa 2.5 5

246
n”omYWZHyutationsHandHnevacizumabHinHtheHzeoadjuvantHTreatmentHofHnreastHoancerfH”esponseH
andH’rognosisH”esultsHinH’atientsHWithHTripleUzegativeHnreastHoancerHrromHtheHsepar“uintoH tudyVH
JournaljofjClinicaljOncologyTH2018TH[bTHZZdYUZZdc

2.2 56

245 yultigeneHtereditaryHoancerH’anelsH”evealHtighU”iskH’ancreaticHoancerH usceptibilityHsenesVHJCOj
PrecisionjOncologyTH2018THZTH 3.6 16

(2018-2018)
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244 n”omHohallengefHn”omHqxchangeHasHaHglobalHresourceHforHvariantsHinHn”omYHandHn”omZVHPLoSj
GeneticsTH2018THY]THeYXXccaZ 6 90

243 mHcontemporaryHreviewHofHmaleHbreastHcancerfHcurrentHevidenceHandHunansweredHquestionsVHCancerj
andjMetastasisjReviewsTH2018TH[cTHaeeUbY] 9.6 32

242 yaleHbreastHcancerHinHaHmultiUgeneHpanelHtestingHcohortfHinsightsHandHunexpectedHresultsVHBreastj
CancerjResearchjandjTreatmentTH2017THYbYTHacaUadb 4.4 81

241 qvaluationHofHcopyUnumberHvariantsHasHmodifiersHofHbreastHandHovarianHcancerHriskHforHn”omYH
pathogenicHvariantHcarriersVHEuropeanjJournaljofjHumanjGeneticsTH2017THZaTH][ZU][d 5.3 15

240 typomorphicHyissenseHVariantsHoonferHyoderateH”isksHofHnreastHoancerVHCancerjResearchTH2017TH
ccTHZcdeUZcee 10.1 49

239 senomicHanalysesHidentifyHhundredsHofHvariantsHassociatedHwithHageHatHmenarcheHandHsupportHaHroleH
forHpubertyHtimingHinHcancerHriskVHNaturejGeneticsTH2017TH]eTHd[]Ud]Y 36.3 257

238 mssociationsHnetweenHoancerH’redispositionHTestingH’anelHsenesHandHnreastHoancerVHJAMAj
OncologyTH2017TH[THYYeXUYYeb 13.4 349

237 zonUn”omHfamilialHbreastHcancerfHreviewHofHreportedHpathologyHandHmolecularHfindingsVHPathologyTH
2017TH]eTH[b[U[cX 1.6 17

236
unteractionHofHmammographicHbreastHdensityHwithHmenopausalHstatusHandHpostmenopausalH
hormoneHuseHinHrelationHtoHtheHriskHofHaggressiveHbreastHcancerHsubtypesVHBreastjCancerjResearchj
andjTreatmentTH2017THYbaTH]ZYU][Y

4.4 9

235 TheHcontributionHofHpathogenicHvariantsHinHbreastHcancerHsusceptibilityHgenesHtoHfamilialHbreastH
cancerHriskVHNpjjBreastjCancerTH2017TH[THZZ 7.8 78

234 udentificationHofHYZHnewHsusceptibilityHlociHforHdifferentHhistotypesHofHepithelialHovarianHcancerVH
NaturejGeneticsTH2017TH]eTHbdXUbeY 36.3 190

233 mssociationHanalysisHidentifiesHbaHnewHbreastHcancerHriskHlociVHNatureTH2017THaaYTHeZUe] 50.4 643

232 udentificationHofHtenHvariantsHassociatedHwithHriskHofHestrogenUreceptorUnegativeHbreastHcancerVH
NaturejGeneticsTH2017TH]eTHYcbcUYccd 36.3 186

231 mlcoholHconsumptionHandHbreastHtumorHgeneHexpressionVHBreastjCancerjResearchTH2017THYeTHYXd 8.3 18

230 ”eproductiveHprofilesHandHriskHofHbreastHcancerHsubtypesfHaHmultiUcenterHcaseUonlyHstudyVHBreastj
CancerjResearchTH2017THYeTHYYe 8.3 26

229 ’redictionHofHnreastHandH’rostateHoancerH”isksHinHyaleHn”omYHandHn”omZHyutationHoarriersHκsingH
’olygenicH”iskH coresVHJournaljofjClinicaljOncologyTH2017TH[aTHZZ]XUZZaX 2.2 101

228 rrequencyHofHmutationsHinHaHlargeHseriesHofHclinicallyHascertainedHovarianHcancerHcasesHtestedHonH
multiUgeneHpanelsHcomparedHtoHreferenceHcontrolsVHGynecologicjOncologyTH2017THY]cTH[caU[dX 4.9 70

227 seneUenvironmentHinteractionsHinvolvingHfunctionalHvariantsfH”esultsHfromHtheHnreastHoancerH
mssociationHoonsortiumVHInternationaljJournaljofjCancerTH2017THY]YTHYd[XUYd]X 7.5 13

FergustJtCouch
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226 olinicalHpecisionUyakingHinH’atientsHwithHVariantHofHκncertainH ignificanceHinHn”omYHorHn”omZH
senesVHAnnalsjofjSurgicaljOncologyTH2017THZ]TH[XbcU[XcZ 3.1 40

225 sermlineHvariationHinHmpmyT xYHisHassociatedHwithHprognosisHfollowingHbreastHcancerHtreatmentHinH
youngHwomenVHNaturejCommunicationsTH2017THdTHYb[Z 17.4 13

224
mssociationHofHbreastHcancerHriskHinHn”omYHandHn”omZHmutationHcarriersHwithHgeneticHvariantsH
showingHdifferentialHallelicHexpressionfHidentificationHofHaHmodifierHofHbreastHcancerHriskHatHlocusH
YYqZZV[VHBreastjCancerjResearchjandjTreatmentTH2017THYbYTHYYcUY[]

4.4 15

223 seneticHmodifiersHofHotqwZRYYXXdeloUassociatedHbreastHcancerHriskVHGeneticsjinjMedicineTH2017THYeTHaeeUbX[8.1 51

222 qvaluationHofH’olygenicH”iskH coresHforHnreastHandHOvarianHoancerH”iskH’redictionHinHn”omYHandH
n”omZHyutationHoarriersVHJournaljofjthejNationaljCancerjInstituteTH2017THYXeTH 9.7 153

221 nodyHmassHindexHandHbreastHcancerHsurvivalfHaHyendelianHrandomizationHanalysisVHInternationalj
JournaljofjEpidemiologyTH2017TH]bTHYdY]UYdZZ 7.8 27

220
qvaluationHandHmdaptationHofHaHxaboratoryUnasedHcpzmHxibraryH’reparationH’rotocolHforH
”etrospectiveH equencingHofHmrchivedHyicro”zmsHfromHupHtoH[aUYearUOldHolinicalHrr’qH pecimensVH
InternationaljJournaljofjMolecularjSciencesTH2017THYdTH

6.3 10

219 T’a[UbasedHinteractionHanalysisHidentifiesHcisUe“TxHvariantsHforHT’a[n’ZTHrnXOZdTHandHrmya[mH
thatHassociateHwithHsurvivalHandHtreatmentHoutcomeHinHbreastHcancerVHOncotargetTH2017THdTHYd[dYUYd[ed 3.3 7

218 UHaHnovelHcandidateHbreastHcancerHsusceptibilityHlocusHonHbqY]VYVHOncotargetTH2017THdTHYXZcbeUYXZcdZ 3.3 3

217 zoHclinicalHutilityHofHw”m HvariantHrsbYcb][cXHforHovarianHorHbreastHcancerVHGynecologicjOncologyTH
2016THY]YTH[dbU]XY 4.9 15

216 mnHintergenicHriskHlocusHcontainingHanHenhancerHdeletionHinHZq[aHmodulatesHbreastHcancerHriskHbyH
deregulatingHusrn’aHexpressionVHHumanjMolecularjGeneticsTH2016THZaTH[db[U[dcb 5.6 24

215
seneticH”iskH coreHyendelianH”andomizationH howsHthatHObesityHyeasuredHasHnodyHyassHundexTH
butHnotHWaistftipH”atioTHusHoausalHforHqndometrialHoancerVHCancerjEpidemiologyjBiomarkersjandj
PreventionTH2016THZaTHYaX[UYaYX

4 42

214 rsZc[a[d[THlocatedHatHaHmicro”zmHbindingHsiteHinHtheH[OκT”HofHzn YTHisHnotHassociatedHwithHbreastH
cancerHriskVHScientificjReportsTH2016THbTH[bdc] 4.9 2

213 senomeUWideHyetaUmnalysesHofHnreastTHOvarianTHandH’rostateHoancerHmssociationH tudiesHudentifyH
yultipleHzewH usceptibilityHxociH haredHbyHatHxeastHTwoHoancerHTypesVHCancerjDiscoveryTH2016THbTHYXaZUbc24.4 104

212 unheritanceHofHdeleteriousHmutationsHatHbothHn”omYHandHn”omZHinHanHinternationalHsampleHofH
[ZTZeaHwomenVHBreastjCancerjResearchTH2016THYdTHYYZ 8.3 25

211 udentificationHofHfourHnovelHsusceptibilityHlociHforHoestrogenHreceptorHnegativeHbreastHcancerVHNaturej
CommunicationsTH2016THcTHYY[ca 17.4 64

210 runctionalHmechanismsHunderlyingHpleiotropicHriskHallelesHatHtheHYepY[VYHbreastUovarianHcancerH
susceptibilityHlocusVHNaturejCommunicationsTH2016THcTHYZbca 17.4 53

209 rineHscaleHmappingHofHtheHYcqZZHbreastHcancerHlocusHusingHdenseH z’sTHgenotypedHwithinHtheH
oollaborativeHOncologicalHseneUqnvironmentH tudyHPoOssQVHScientificjReportsTH2016THbTH[ZaYZ 4.9 16

(2016-2017)
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208 ’rognosticHvalueHofHautomatedHwubcHscoringHinHbreastHcancerfHaHcentralisedHevaluationHofHdXddH
patientsHfromHYXHstudyHgroupsVHBreastjCancerjResearchTH2016THYdTHYX] 8.3 44

207 TheH’mxnZHpVxeue[eTrpHmutationHisHnotHassociatedHwithHbreastHcancerHriskVHBreastjCancerjResearchTH
2016THYdTHYYY 8.3 9

206 mgeUHandHTumorH ubtypeU pecificHnreastHoancerH”iskHqstimatesHforHotqwZRYYXXdeloHoarriersVH
JournaljofjClinicaljOncologyTH2016TH[]THZcaXUbX 2.2 107

205 oounsellingHframeworkHforHmoderateUpenetranceHcancerUsusceptibilityHmutationsVHNaturejReviewsj
ClinicaljOncologyTH2016THY[THadYUd 19.4 200

204 umpactHthatHTimingHofHseneticHyutationHpiagnosisHhasHonH urgicalHpecisionHyakingHandHOutcomeH
forHn”omYWn”omZHyutationHoarriersHwithHnreastHoancerVHAnnalsjofjSurgicaljOncologyTH2016THZ[TH[Z[ZUd 3.1 34

203 oY’YemYHfineUmappingHandHyendelianHrandomizationfHestradiolHisHcausalHforHendometrialHcancerVH
EndocrinewRelatedjCancerTH2016THZ[THccUeY 5.7 41

202 senomicHniomarkersHforHnreastHoancerH”iskVHAdvancesjinjExperimentaljMedicinejandjBiologyTH2016TH
ddZTHYU[Z 3.6 26

201
oombinedHgeneticHandHsplicingHanalysisHofHn”omYHcV[ae]UZmjogHb]Ymjs]HhighlightsHtheHrelevanceHofH
naturallyHoccurringHinUframeHtranscriptsHforHdevelopingHdiseaseHgeneHvariantHclassificationH
algorithmsVHHumanjMolecularjGeneticsTH2016THZaTHZZabUZZbd

5.6 55

200 zoHevidenceHthatHproteinHtruncatingHvariantsHinHn”u’YHareHassociatedHwithHbreastHcancerHriskfH
implicationsHforHgeneHpanelHtestingVHJournaljofjMedicaljGeneticsTH2016THa[THZedU[Xe 5.8 83

199 nreastHcancerHriskHvariantsHatHbqZaHdisplayHdifferentHphenotypeHassociationsHandHregulateHq ”YTH
”yzpYHandHoopoYcXVHNaturejGeneticsTH2016TH]dTH[c]Udb 36.3 93

198 untegratedHsenomicHmnalysisHofH’ancreaticHpuctalHmdenocarcinomasH”evealsHsenomicH
”earrangementHqventsHasH ignificantHpriversHofHpiseaseVHCancerjResearchTH2016THcbTHc]eUbY 10.1 23

197 teterogeneityHofHluminalHbreastHcancerHcharacterisedHbyHimmunohistochemicalHexpressionHofHbasalH
markersVHBritishjJournaljofjCancerTH2016THYY]THZedU[X] 8.7 5

196
seneticHvariationHinHtheHimmunosuppressionHpathwayHgenesHandHbreastHcancerHsusceptibilityfHaH
pooledHanalysisHofH]ZTaYXHcasesHandH]XTaccHcontrolsHfromHtheHnreastHoancerHmssociationH
oonsortiumVHHumanjGeneticsTH2016THY[aTHY[cUa]

6.3 6

195 n”omZH’olymorphicH topHoodonHw[[ZbXHandHtheH”iskHofHnreastTH’rostateTHandHOvarianHoancersVH
JournaljofjthejNationaljCancerjInstituteTH2016THYXdTH 9.7 65

194 ’revalenceHofH’athogenicHyutationsHinHoancerH’redispositionHsenesHamongH’ancreaticHoancerH
’atientsVHCancerjEpidemiologyjBiomarkersjandjPreventionTH2016THZaTHZXcUYY 4 88

193 ”mpaYnHinHramilialHnreastHoancerVHPLoSjONETH2016THYYTHeXYa[cdd 3.7 18

192 mssociationHofHbreastHcancerHriskHwithHgeneticHvariantsHshowingHdifferentialHallelicHexpressionfH
udentificationHofHaHnovelHbreastHcancerHsusceptibilityHlocusHatH]qZYVHOncotargetTH2016THcTHdXY]XUdXYb[ 3.3 21

191 seneticallyH’redictedHnodyHyassHundexHandHnreastHoancerH”iskfHyendelianH”andomizationHmnalysesH
ofHpataHfromHY]aTXXXHWomenHofHquropeanHpescentVHPLoSjMedicineTH2016THY[THeYXXZYXa 11.6 80

FergustJtCouch
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190 rineU caleHyappingHatHepZZVZHudentifiesHoandidateHoausalHVariantsHThatHyodifyHOvarianHoancerH”iskH
inHn”omYHandHn”omZHyutationHoarriersVHPLoSjONETH2016THYYTHeXYaddXY 3.7 7

189 rineUyappingHofHtheHYpYYVZHnreastHoancerH usceptibilityHxocusVHPLoSjONETH2016THYYTHeXYbX[Yb 3.7 11

188 rineUscaleHmappingHofHdqZ]HlocusHidentifiesHmultipleHindependentHriskHvariantsHforHbreastHcancerVH
InternationaljJournaljofjCancerTH2016THY[eTHY[X[UY[Yc 7.5 26

187 ’mxnZTHotqwZHandHmTyHrareHvariantsHandHcancerHriskfHdataHfromHoOs VHJournaljofjMedicaljGeneticsTH
2016THa[THdXXUdYY 5.8 121

186 runctionalHassaysHprovideHaHrobustHtoolHforHtheHclinicalHannotationHofHgeneticHvariantsHofHuncertainH
significanceVHNpjjGenomicjMedicineTH2016THYTH 6.2 55

185 ’atientHsurvivalHandHtumorHcharacteristicsHassociatedHwithHotqwZfpVuYacTHUHfindingsHfromHtheHnreastH
oancerHmssociationHoonsortiumVHBreastjCancerjResearchTH2016THYdTHed 8.3 26

184 udentificationHofHindependentHassociationHsignalsHandHputativeHfunctionalHvariantsHforHbreastHcancerH
riskHthroughHfineUscaleHmappingHofHtheHYZpYYHlocusVHBreastjCancerjResearchTH2016THYdTHb] 8.3 25

183 senesHassociatedHwithHhistopathologicHfeaturesHofHtripleHnegativeHbreastHtumorsHpredictHmolecularH
subtypesVHBreastjCancerjResearchjandjTreatmentTH2016THYacTHYYcU[Y 4.4 17

182 seneticHpredispositionHtoHductalHcarcinomaHinHsituHofHtheHbreastVHBreastjCancerjResearchTH2016THYdTHZZ 8.3 31

181 mssociationHofHgeneticHsusceptibilityHvariantsHforHtypeHZHdiabetesHwithHbreastHcancerHriskHinHwomenH
ofHquropeanHancestryVHCancerjCausesjandjControlTH2016THZcTHbceUe[ 2.8 15

180 riveHendometrialHcancerHriskHlociHidentifiedHthroughHgenomeUwideHassociationHanalysisVHNaturej
GeneticsTH2016TH]dTHbbcUbc] 36.3 56

179
qvaluationHofHmoysUsuidelineUnasedHVariantHolassificationHofHoancerH usceptibilityHandH
zonUoancerUmssociatedHsenesHinHramiliesHmffectedHbyHnreastHoancerVHAmericanjJournaljofjHumanj
GeneticsTH2016THedTHdXYUdYc

11 86

178 yaleHbreastHcancerHinHn”omYHandHn”omZHmutationHcarriersfHpathologyHdataHfromHtheHoonsortiumHofH
unvestigatorsHofHyodifiersHofHn”omYWZVHBreastjCancerjResearchTH2016THYdTHYa 8.3 58

177 oonflictingHunterpretationHofHseneticHVariantsHandHoancerH”iskHbyHoommercialHxaboratoriesHasH
mssessedHbyHtheH’rospectiveH”egistryHofHyultiplexHTestingVHJournaljofjClinicaljOncologyTH2016TH[]TH]XcYU]Xcd2.2 110

176 mH”ecurrentHq”oo[HTruncatingHyutationHoonfersHyoderateH”iskHforHnreastHoancerVHCancerjDiscovery
TH2016THbTHYZbcUYZca 24.4 30

175
qvidenceHthatHtheHapYZHVariantHrsYXe]YbceHoonfersH usceptibilityHtoHqstrogenU”eceptorU’ositiveH
nreastHoancerHthroughHrsrYXHandHy”’ [XH”egulationVHAmericanjJournaljofjHumanjGeneticsTH2016TH
eeTHeX[UeYY

11 43

174 udentificationHofHsixHnewHsusceptibilityHlociHforHinvasiveHepithelialHovarianHcancerVHNaturejGeneticsTH
2015TH]cTHYb]UcY 36.3 177

173 senomeUwideHassociationHanalysisHofHmoreHthanHYZXTXXXHindividualsHidentifiesHYaHnewHsusceptibilityH
lociHforHbreastHcancerVHNaturejGeneticsTH2015TH]cTH[c[UdX 36.3 406

(2015-2016)
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172 TheHcontributionsHofHbreastHdensityHandHcommonHgeneticHvariationHtoHbreastHcancerHriskVHJournaljofj
thejNationaljCancerjInstituteTH2015THYXcTH 9.7 128

171 rmzoyHcVaceYojTHnonsenseHmutationHPrsY]]abcbaZQHinducesHexonHskippingTHaffectsHpzmHrepairH
activityHandHisHaHfamilialHbreastHcancerHriskHfactorVHHumanjMolecularjGeneticsTH2015THZ]THa[]aUaa 5.6 68

170 ’olymorphismsHinHaH’utativeHqnhancerHatHtheHYXqZYVZHnreastHoancerH”iskHxocusH”egulateHz”nrZH
qxpressionVHAmericanjJournaljofjHumanjGeneticsTH2015THecTHZZU[] 11 26

169 udentificationHofHnovelHgeneticHmarkersHofHbreastHcancerHsurvivalVHJournaljofjthejNationaljCancerj
InstituteTH2015THYXcTH 9.7 38

168 mssociationHofHtypeHandHlocationHofHn”omYHandHn”omZHmutationsHwithHriskHofHbreastHandHovarianH
cancerVHJAMAjwjJournaljofjthejAmericanjMedicaljAssociationTH2015TH[Y[THY[]cUbY 27.4 286

167 penseHandHnondenseHmammographicHareaHandHriskHofHbreastHcancerHbyHageHandHtumorH
characteristicsVHCancerjEpidemiologyjBiomarkersjandjPreventionTH2015THZ]THcedUdXe 4 38

166 zovelHmssociationsHbetweenHoommonHnreastHoancerH usceptibilityHVariantsHandH”iskU’redictingH
yammographicHpensityHyeasuresVHCancerjResearchTH2015THcaTHZ]acUbc 10.1 45

165 xargeUscaleHgenomicHanalysesHlinkHreproductiveHagingHtoHhypothalamicHsignalingTHbreastHcancerH
susceptibilityHandHn”omYUmediatedHpzmHrepairVHNaturejGeneticsTH2015TH]cTHYZe]UY[X[ 36.3 226

164 mnnexinHmYHexpressionHinHaHpooledHbreastHcancerHseriesfHassociationHwithHtumorHsubtypesHandH
prognosisVHBMCjMedicineTH2015THY[THYab 11.4 37

163 TheHassociationHofHcopyHnumberHvariationHandHpercentHmammographicHdensityVHBMCjResearchjNotesTH
2015THdTHZec 2.3 1

162 teightHandHnreastHoancerH”iskfHqvidenceHrromH’rospectiveH tudiesHandHyendelianH”andomizationVH
JournaljofjthejNationaljCancerjInstituteTH2015THYXcTH 9.7 74

161 oomprehensiveHgeneticHassessmentHofHtheHq ”YHlocusHidentifiesHaHriskHregionHforHendometrialH
cancerVHEndocrinewRelatedjCancerTH2015THZZTHdaYUbY 5.7 19

160 rineUscaleHmappingHofHtheH]qZ]HlocusHidentifiesHtwoHindependentHlociHassociatedHwithHbreastHcancerH
riskVHCancerjEpidemiologyjBiomarkersjandjPreventionTH2015THZ]THYbdXUeY 4 17

159 udentificationHandHcharacterizationHofHnovelHassociationsHinHtheHom ’dWmx Zo”YZHregionHonH
chromosomeHZHwithHbreastHcancerHriskVHHumanjMolecularjGeneticsTH2015THZ]THZdaUed 5.6 35

158 rineUmappingHofHtheHtzrYnHmulticancerHlocusHidentifiesHcandidateHvariantsHthatHmediateH
endometrialHcancerHriskVHHumanjMolecularjGeneticsTH2015THZ]THY]cdUeZ 5.6 46

157 oandidateHgeneticHmodifiersHforHbreastHandHovarianHcancerHriskHinHn”omYHandHn”omZHmutationH
carriersVHCancerjEpidemiologyjBiomarkersjandjPreventionTH2015THZ]TH[XdUYb 4 20

156 yetaUanalysisHofHgenomeUwideHassociationHstudiesHidentifiesHcommonHsusceptibilityHpolymorphismsH
forHcolorectalHandHendometrialHcancerHnearH tZn[HandHT tZYVHScientificjReportsTH2015THaTHYc[be 4.9 27

155 mHpolymorphismHinHtheHbaseHexcisionHrepairHgeneH’m”’ZHisHassociatedHwithHdifferentialHprognosisHbyH
chemotherapyHamongHpostmenopausalHbreastHcancerHpatientsVHBMCjCancerTH2015THYaTHecd 4.8 6

FergustJtCouch
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154 mnHoriginalHphylogeneticHapproachHidentifiedHmitochondrialHhaplogroupHTYaYHasHinverselyH
associatedHwithHbreastHcancerHriskHinHn”omZHmutationHcarriersVHBreastjCancerjResearchTH2015THYcTHbY 8.3 16

153 oommonHgermlineHpolymorphismsHassociatedHwithHbreastHcancerUspecificHsurvivalVHBreastjCancerj
ResearchTH2015THYcTHad 8.3 24

152 mHcomprehensiveHevaluationHofHinteractionHbetweenHgeneticHvariantsHandHuseHofHmenopausalH
hormoneHtherapyHonHmammographicHdensityVHBreastjCancerjResearchTH2015THYcTHYYX 8.3 13

151 pisseminatedHyedulloblastomaHinHaHohildHwithHsermlineHn”omZHbYc]delTHyutationHandHwithoutH
ranconiHmnemiaVHFrontiersjinjOncologyTH2015THaTHYeY 5.3 11

150 mssessingHassociationsHbetweenHtheHmκ”wmUtyy”UT’XZUTκnsYHfunctionalHmoduleHandHbreastH
cancerHriskHinHn”omYWZHmutationHcarriersVHPLoSjONETH2015THYXTHeXYZXXZX 3.7 26

149 TranscriptomicHandHummunohistochemicalH’rofilingHofH xobmY]HinH’ancreaticHpuctalH
mdenocarcinomaVHBioMedjResearchjInternationalTH2015THZXYaTHae[acZ 3 20

148  z’U z’HinteractionHanalysisHofHzrU˛”nHsignalingHpathwayHonHbreastHcancerHsurvivalVHOncotargetTH
2015THbTH[ceceUe] 3.3 19

147 ’redictionHofHbreastHcancerHriskHbasedHonHprofilingHwithHcommonHgeneticHvariantsVHJournaljofjthej
NationaljCancerjInstituteTH2015THYXcTH 9.7 324

146 oellUtypeUspecificHenrichmentHofHriskUassociatedHregulatoryHelementsHatHovarianHcancerHsusceptibilityH
lociVHHumanjMolecularjGeneticsTH2015THZ]TH[aeaUbXc 5.6 32

145 seneUpanelHsequencingHandHtheHpredictionHofHbreastUcancerHriskVHNewjEnglandjJournaljofjMedicineTH
2015TH[cZTHZZ][Uac 59.2 587

144 orowdsourcingHtheHseneralH’ublicHforHxargeH caleHyolecularH’athologyH tudiesHinHoancerVH
EBioMedicineTH2015THZTHbdYUe 8.8 44

143 unheritedHmutationsHinHYcHbreastHcancerHsusceptibilityHgenesHamongHaHlargeHtripleUnegativeHbreastH
cancerHcohortHunselectedHforHfamilyHhistoryHofHbreastHcancerVHJournaljofjClinicaljOncologyTH2015TH[[TH[X]UYY2.2 435

142 rineUmappingHidentifiesHtwoHadditionalHbreastHcancerHsusceptibilityHlociHatHeq[YVZVHHumanjMolecularj
GeneticsTH2015THZ]THZebbUd] 5.6 36

141 n”omYHoircosfHaHvisualisationHresourceHforHfunctionalHanalysisHofHmissenseHvariantsVHJournaljofj
MedicaljGeneticsTH2015THaZTHZZ]U[X 5.8 28

140 rineUscaleHmappingHofHtheHaqYYVZHbreastHcancerHlocusHrevealsHatHleastHthreeHindependentHriskH
variantsHregulatingHym’[wYVHAmericanjJournaljofjHumanjGeneticsTH2015THebTHaUZX 11 59

139 mHpreliminaryHinvestigationHofHgeneticHcounselorsOHinformationHneedsHwhenHreceivingHaHvariantHofH
uncertainHsignificanceHresultfHaHmixedHmethodsHstudyVHGeneticsjinjMedicineTH2015THYcTHc[eU]b 8.1 20

138 TheH z’HrsbaXXd][HinHYbpY[V[HisHassociatedHwithHsurvivalHspecificallyHamongHchemotherapyUtreatedH
breastHcancerHpatientsVHOncotargetTH2015THbTHc[eXU]Xc 3.3 14

137 runctionalHassaysHforHanalysisHofHvariantsHofHuncertainHsignificanceHinHn”omZVHHumanjMutationTH2014TH
[aTHYaYUb] 4.7 75

(2014-2015)
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136 TwoHdecadesHafterHn”omfHsettingHparadigmsHinHpersonalizedHcancerHcareHandHpreventionVHScienceTH
2014TH[][THY]bbUcX 33.3 233

135 udentificationHofHnewHgeneticHsusceptibilityHlociHforHbreastHcancerHthroughHconsiderationHofH
geneUenvironmentHinteractionsVHGeneticjEpidemiologyTH2014TH[dTHd]Ue[ 2.6 24

134 senomeUwideHassociationHstudyHidentifiesHZaHknownHbreastHcancerHsusceptibilityHlociHasHriskHfactorsH
forHtripleUnegativeHbreastHcancerVHCarcinogenesisTH2014TH[aTHYXYZUe 4.6 121

133 senomeUwideHassociationHstudyHidentifiesHmultipleHlociHassociatedHwithHbothHmammographicH
densityHandHbreastHcancerHriskVHNaturejCommunicationsTH2014THaTHa[X[ 17.4 84

132 qxomeHsequencingHidentifiesHrmzoyHasHaHsusceptibilityHgeneHforHtripleUnegativeHbreastHcancerVH
ProceedingsjofjthejNationaljAcademyjofjSciencesjofjthejUnitedjStatesjofjAmericaTH2014THYYYTHYaYcZUc 11.5 128

131 ’arentUofUoriginUspecificHallelicHassociationsHamongHYXbHgenomicHlociHforHageHatHmenarcheVHNatureTH
2014THaY]THeZUec 50.4 401

130 nreastUcancerHriskHinHfamiliesHwithHmutationsHinH’mxnZVHNewjEnglandjJournaljofjMedicineTH2014TH[cYTH]ecUaXb59.2 576

129 qvidenceHthatHbreastHcancerHriskHatHtheHZq[aHlocusHisHmediatedHthroughHusrn’aHregulationVHNaturej
CommunicationsTH2014TH]TH]eee 17.4 87

128 seneticHvariationHinHmitoticHregulatoryHpathwayHgenesHisHassociatedHwithHbreastHtumorHgradeVH
HumanjMolecularjGeneticsTH2014THZ[THbX[]U]b 5.6 11

127 ribroblastHgrowthHfactorHreceptorHZHtranslocationsHinHintrahepaticHcholangiocarcinomaVHHumanj
PathologyTH2014TH]aTHYb[XUd 3.7 179

126 seneticHvariationHatHoY’[mHisHassociatedHwithHageHatHmenarcheHandHbreastHcancerHriskfHaH
caseUcontrolHstudyVHBreastjCancerjResearchTH2014THYbTH”aY 8.3 12

125 mHgenomeHwideHmetaUanalysisHstudyHforHidentificationHofHcommonHvariationHassociatedHwithHbreastH
cancerHprognosisVHPLoSjONETH2014THeTHeYXY]dd 3.7 24

124 yicro”zmHrelatedHpolymorphismsHandHbreastHcancerHriskVHPLoSjONETH2014THeTHeYXeec[ 3.7 37

123 seneticHpredispositionHtoHinHsituHandHinvasiveHlobularHcarcinomaHofHtheHbreastVHPLoSjGeneticsTH2014TH
YXTHeYXX]Zda 6 38

122 pzmHglycosylasesHinvolvedHinHbaseHexcisionHrepairHmayHbeHassociatedHwithHcancerHriskHinHn”omYHandH
n”omZHmutationHcarriersVHPLoSjGeneticsTH2014THYXTHeYXX]Zab 6 33

121 TheHoncogenicH T’HaxisHpromotesHtripleUnegativeHbreastHcancerHviaHdegradationHofHtheH”q THtumorH
suppressorVHCelljReportsTH2014THeTHY[YdU[Z 10.6 15

120 oommonHnonUsynonymousH z’sHassociatedHwithHbreastHcancerHsusceptibilityfHfindingsHfromHtheH
nreastHoancerHmssociationHoonsortiumVHHumanjMolecularjGeneticsTH2014THZ[THbXebUYYY 5.6 48

119 mssociationsHofHcommonHbreastHcancerHsusceptibilityHallelesHwithHriskHofHbreastHcancerHsubtypesHinH
n”omYHandHn”omZHmutationHcarriersVHBreastjCancerjResearchTH2014THYbTH[]Yb 8.3 46

FergustJtCouch
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118 ’erformanceHofHautomatedHscoringHofHq”TH’”THtq”ZTHowaWbHandHqsr”HinHbreastHcancerHtissueH
microarraysHinHtheHnreastHoancerHmssociationHoonsortiumH2014THnWaUnWa 1

117 mHclassificationHmodelHforHn”omZHpzmHbindingHdomainHmissenseHvariantsHbasedHonH
homologyUdirectedHrepairHactivityVHCancerjResearchTH2013THc[THZbaUca 10.1 77

116 rineUscaleHmappingHofHtheHrsr”ZHbreastHcancerHriskHlocusfHputativeHfunctionalHvariantsHdifferentiallyH
bindHrOXmYHandHqZrYVHAmericanjJournaljofjHumanjGeneticsTH2013THe[THYX]bUbX 11 80

115 yultipleHindependentHvariantsHatHtheHTq”THlocusHareHassociatedHwithHtelomereHlengthHandHrisksHofH
breastHandHovarianHcancerVHNaturejGeneticsTH2013TH]aTH[cYUd]TH[d]eYUZ 36.3 422

114 runctionalHvariantsHatHtheHYYqY[HriskHlocusHforHbreastHcancerHregulateHcyclinHpYHexpressionHthroughH
longUrangeHenhancersVHAmericanjJournaljofjHumanjGeneticsTH2013THeZTH]deUaX[ 11 167

113 seneticHalterationsHassociatedHwithHprogressionHfromHpancreaticHintraepithelialHneoplasiaHtoH
invasiveHpancreaticHtumorVHGastroenterologyTH2013THY]aTHYXedUYYXeVeY 13.3 126

112 senomeUwideHassociationHstudiesHidentifyHfourHq”HnegativeUspecificHbreastHcancerHriskHlociVHNaturej
GeneticsTH2013TH]aTH[eZUdTH[edeYUZ 36.3 327

111 xargeUscaleHgenotypingHidentifiesH]YHnewHlociHassociatedHwithHbreastHcancerHriskVHNaturejGeneticsTH
2013TH]aTH[a[UbYTH[bYeYUZ 36.3 813

110
mHgenomeUwideHassociationHstudyHtoHidentifyHgeneticHsusceptibilityHlociHthatHmodifyHductalHandH
lobularHpostmenopausalHbreastHcancerHriskHassociatedHwithHmenopausalHhormoneHtherapyHusefHaH
twoUstageHdesignHwithHreplicationVHBreastjCancerjResearchjandjTreatmentTH2013THY[dTHaZeUa]Z

4.4 14

109 seneticHmodifiersHofHmenopausalHhormoneHreplacementHtherapyHandHbreastHcancerHriskfHaH
genomeUwideHinteractionHstudyVHEndocrinewRelatedjCancerTH2013THZXTHdcaUdc 5.7 19

108 udentificationHofHaHn”omZUspecificHmodifierHlocusHatHbpZ]HrelatedHtoHbreastHcancerHriskVHPLoSj
GeneticsTH2013THeTHeYXX[Yc[ 6 90

107 senomeUwideHassociationHstudyHinHn”omYHmutationHcarriersHidentifiesHnovelHlociHassociatedHwithH
breastHandHovarianHcancerHriskVHPLoSjGeneticsTH2013THeTHeYXX[ZYZ 6 209

106 qvidenceHofHgeneUenvironmentHinteractionsHbetweenHcommonHbreastHcancerHsusceptibilityHlociHandH
establishedHenvironmentalHriskHfactorsVHPLoSjGeneticsTH2013THeTHeYXX[Zd] 6 112

105 niallelicHdeleteriousHn”omYHmutationsHinHaHwomanHwithHearlyUonsetHovarianHcancerVHCancerjDiscovery
TH2013TH[TH[eeU]Xa 24.4 106

104 n”omYWZHsequenceHvariantsHofHuncertainHsignificancefHaHprimerHforHprovidersHtoHassistHinHdiscussionsH
andHinHmedicalHmanagementVHOncologistTH2013THYdTHaYdUZ] 5.7 61

103 udentificationHandHmolecularHcharacterizationHofHaHnewHovarianHcancerHsusceptibilityHlocusHatH
YcqZYV[YVHNaturejCommunicationsTH2013TH]THYbZc 17.4 85

102  oft earchfHintegrationHofHmultipleHsequenceHfeaturesHtoHidentifyHbreakpointsHofHstructuralH
variationsVHPLoSjONETH2013THdTHed[[ab 3.7 30

101 oommonHvariantsHatHYZpYYTHYZqZ]THepZYTHeq[YVZHandHinHZzr[baHareHassociatedHwithHbreastHcancerH
riskHforHn”omYHandWorHn”omZHmutationHcarriersVHBreastjCancerjResearchTH2012THY]TH”[[ 8.3 70

(2012-2014)
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100 mHreviewHofHaHmultifactorialHprobabilityUbasedHmodelHforHclassificationHofHn”omYHandHn”omZHvariantsH
ofHuncertainHsignificanceHPVκ QVHHumanjMutationTH2012TH[[THdUZY 4.7 143

99
qzusymUUevidenceUbasedHnetworkHforHtheHinterpretationHofHgermlineHmutantHallelesfHanH
internationalHinitiativeHtoHevaluateHriskHandHclinicalHsignificanceHassociatedHwithHsequenceHvariationH
inHn”omYHandHn”omZHgenesVHHumanjMutationTH2012TH[[THZUc

4.7 211

98 olassificationHofHmissenseHsubstitutionsHinHtheHn”omHgenesfHaHdatabaseHdedicatedHtoHqxUκVsVHHumanj
MutationTH2012TH[[THZZUd 4.7 56

97 OvarianHcancerHsusceptibilityHallelesHandHriskHofHovarianHcancerHinHn”omYHandHn”omZHmutationH
carriersVHHumanjMutationTH2012TH[[THbeXUcXZ 4.7 31

96 TheHinfluenceHofHmammogramHacquisitionHonHtheHmammographicHdensityHandHbreastHcancerH
associationHinHtheHyayoHyammographyHtealthH tudyHcohortVHBreastjCancerjResearchTH2012THY]TH”Y]c 8.3 39

95 qvaluationHofHchromosomeHbpZZHasHaHbreastHcancerHriskHmodifierHlocusHinHaHfollowUupHstudyHofH
n”omZHmutationHcarriersVHBreastjCancerjResearchjandjTreatmentTH2012THY[bTHZeaU[XZ 4.4 3

94 senomeUwideHassociationHanalysisHidentifiesHthreeHnewHbreastHcancerHsusceptibilityHlociVHNaturej
GeneticsTH2012TH]]TH[YZUd 36.3 237

93 yutationHscreeningHofH”mpaYoHinHhighUriskHbreastHandHovarianHcancerHfamiliesVHFamilialjCancerTH2012
THYYTH[dYUa 3 17

92 n”omZHlocalizationHtoHtheHmidbodyHbyHfilaminHmHregulatesHcepaaHsignalingHandHcompletionHofH
cytokinesisVHDevelopmentaljCellTH2012THZ[THY[cUaZ 10.2 65

91 mHmetaUanalysisHofHgenomeUwideHassociationHstudiesHofHbreastHcancerHidentifiesHtwoHnovelH
susceptibilityHlociHatHbqY]HandHZXqYYVHHumanjMolecularjGeneticsTH2012THZYTHa[c[Ud] 5.6 143

90 YYqY[HisHaHsusceptibilityHlocusHforHhormoneHreceptorHpositiveHbreastHcancerVHHumanjMutationTH2012TH
[[THYYZ[U[Z 4.7 33

89 mHguideHforHfunctionalHanalysisHofHn”omYHvariantsHofHuncertainHsignificanceVHHumanjMutationTH2012TH
[[THYaZbU[c 4.7 94

88
mHnonsynonymousHpolymorphismHinHu” YHmodifiesHriskHofHdevelopingHbreastHandHovarianHcancersHinH
n”omYHandHovarianHcancerHinHn”omZHmutationHcarriersVHCancerjEpidemiologyjBiomarkersjandj
PreventionTH2012THZYTHY[bZUcX

4 20

87
oommonHbreastHcancerHsusceptibilityHvariantsHinHx ’YHandH”mpaYxYHareHassociatedHwithH
mammographicHdensityHmeasuresHthatHpredictHbreastHcancerHriskVHCancerjEpidemiologyjBiomarkersj
andjPreventionTH2012THZYTHYYabUbb

4 92

86 n”omYH”Ybee“HvariantHdisplayingHambiguousHfunctionalHabrogationHconfersHintermediateHbreastH
andHovarianHcancerHriskVHJournaljofjMedicaljGeneticsTH2012TH]eTHaZaU[Z 5.8 82

85 udentificationHofHaHnovelHpercentHmammographicHdensityHlocusHatHYZqZ]VHHumanjMolecularjGeneticsTH
2012THZYTH[ZeeU[Xa 5.6 28

84 YepY[VYHisHaHtripleUnegativeUspecificHbreastHcancerHsusceptibilityHlocusVHCancerjResearchTH2012THcZTHYceaUdX[10.1 93

83 yammographicHbreastHdensityHandHbreastHcancerfHevidenceHofHaHsharedHgeneticHbasisVHCancerj
ResearchTH2012THcZTHY]cdUd] 10.1 50

FergustJtCouch
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82
oommonHvariantsHatHtheHYepY[VYHandHZzr[baHlociHareHassociatedHwithHq”HsubtypesHofHbreastHcancerH
andHovarianHcancerHriskHinHn”omYHandHn”omZHmutationHcarriersVHCancerjEpidemiologyjBiomarkersjandj
PreventionTH2012THZYTHb]aUac

4 44

81
’athologyHofHbreastHandHovarianHcancersHamongHn”omYHandHn”omZHmutationHcarriersfHresultsHfromH
theHoonsortiumHofHunvestigatorsHofHyodifiersHofHn”omYWZHPouynmQVHCancerjEpidemiologyjBiomarkersj
andjPreventionTH2012THZYTHY[]U]c

4 411

80
otqwZRYYXXdeloHheterozygosityHinHwomenHwithHbreastHcancerHassociatedHwithHearlyHdeathTHbreastH
cancerUspecificHdeathTHandHincreasedHriskHofHaHsecondHbreastHcancerVHJournaljofjClinicaljOncologyTH
2012TH[XTH][XdUYb

2.2 134

79 TheHroleHofHgeneticHbreastHcancerHsusceptibilityHvariantsHasHprognosticHfactorsVHHumanjMolecularj
GeneticsTH2012THZYTH[eZbU[e 5.6 75

78 unactivationHofHnrcaZHpromotesHTrpa[UassociatedHbutHinhibitsHwrassYZpUdependentHpancreaticH
cancerHdevelopmentHinHmiceVHGastroenterologyTH2011THY]XTHY[X[UY[Y[VeYU[ 13.3 56

77 yodificationHofHn”omYUmssociatedHnreastHandHOvarianHoancerH”iskHbyHn”omYUunteractingHsenesVH
CancerjResearchTH2011THcYTHaceZUdXa 10.1 44

76
oommonHbreastHcancerHsusceptibilityHallelesHareHassociatedHwithHtumourHsubtypesHinHn”omYHandH
n”omZHmutationHcarriersfHresultsHfromHtheHoonsortiumHofHunvestigatorsHofHyodifiersHofHn”omYWZVH
BreastjCancerjResearchTH2011THY[TH”YYX

8.3 62

75 oommonHvariantsHinHZzr[baHareHassociatedHwithHbothHmammographicHdensityHandHbreastHcancerH
riskVHNaturejGeneticsTH2011TH][THYdaUc 36.3 96

74 qvaluationHofHassociationsHbetweenHcommonHvariationHinHmitoticHregulatoryHpathwaysHandHriskHofH
overallHandHhighHgradeHbreastHcancerVHBreastjCancerjResearchjandjTreatmentTH2011THYZeTHbYcUZZ 4.4 21

73
 plicingHandHmultifactorialHanalysisHofHintronicHn”omYHandHn”omZHsequenceHvariantsHidentifiesH
clinicallyHsignificantHsplicingHaberrationsHupHtoHYZHnucleotidesHfromHtheHintronWexonHboundaryVH
HumanjMutationTH2011TH[ZTHbcdUdc

4.7 39

72 oonfirmationHofHapYZHasHaHsusceptibilityHlocusHforHprogesteroneUreceptorUpositiveTHlowerHgradeH
breastHcancerVHCancerjEpidemiologyjBiomarkersjandjPreventionTH2011THZXTHZZZZU[Y 4 27

71 mssociationsHofHbreastHcancerHriskHfactorsHwithHtumorHsubtypesfHaHpooledHanalysisHfromHtheHnreastH
oancerHmssociationHoonsortiumHstudiesVHJournaljofjthejNationaljCancerjInstituteTH2011THYX[THZaXUb[ 9.7 513

70
xowHpenetranceHbreastHcancerHsusceptibilityHlociHareHassociatedHwithHspecificHbreastHtumorH
subtypesfHfindingsHfromHtheHnreastHoancerHmssociationHoonsortiumVHHumanjMolecularjGeneticsTH2011
THZXTH[ZdeU[X[

5.6 140

69 mHcommonHvariantHatHtheHTq”TUox’TyYxHlocusHisHassociatedHwithHestrogenHreceptorUnegativeHbreastH
cancerVHNaturejGeneticsTH2011TH][THYZYXU] 36.3 253

68 oommonHallelesHatHbqZaVYHandHYpYYVZHareHassociatedHwithHbreastHcancerHriskHforHn”omYHandHn”omZH
mutationHcarriersVHHumanjMolecularjGeneticsTH2011THZXTH[[X]UZY 5.6 62

67 mssessmentHofHhepatocyteHgrowthHfactorHinHovarianHcancerHmortalityVHCancerjEpidemiologyj
BiomarkersjandjPreventionTH2011THZXTHYb[dU]d 4 30

66 mHcomputationalHmethodHtoHclassifyHvariantsHofHuncertainHsignificanceHusingHfunctionalHassayHdataH
withHapplicationHtoHn”omYVHCancerjEpidemiologyjBiomarkersjandjPreventionTH2011THZXTHYXcdUdd 4 42

65 oommonHbreastHcancerHsusceptibilityHlociHareHassociatedHwithHtripleUnegativeHbreastHcancerVHCancerj
ResearchTH2011THcYTHbZ]XUe 10.1 100

(2011-2012)
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64 seneticHvariationHatHepZZVZHandHovarianHcancerHriskHforHn”omYHandHn”omZHmutationHcarriersVHJournalj
ofjthejNationaljCancerjInstituteTH2011THYX[THYXaUYb 9.7 37

63 mHlocusHonHYepY[HmodifiesHriskHofHbreastHcancerHinHn”omYHmutationHcarriersHandHisHassociatedHwithH
hormoneHreceptorUnegativeHbreastHcancerHinHtheHgeneralHpopulationVHNaturejGeneticsTH2010TH]ZTHddaUeZ 36.3 276

62 oommonHbreastHcancerHsusceptibilityHallelesHandHtheHriskHofHbreastHcancerHforHn”omYHandHn”omZH
mutationHcarriersfHimplicationsHforHriskHpredictionVHCancerjResearchTH2010THcXTHec]ZUa] 10.1 147

61 oommonHvariantsHassociatedHwithHbreastHcancerHinHgenomeUwideHassociationHstudiesHareHmodifiersH
ofHbreastHcancerHriskHinHn”omYHandHn”omZHmutationHcarriersVHHumanjMolecularjGeneticsTH2010THYeTHZddbUec5.6 56

60 mssociationHofHmitoticHregulationHpathwayHpolymorphismsHwithHpancreaticHcancerHriskHandHoutcomeVH
CancerjEpidemiologyjBiomarkersjandjPreventionTH2010THYeTHZaYUc 4 20

59 mssociationHofHriskUreducingHsurgeryHinHn”omYHorHn”omZHmutationHcarriersHwithHcancerHriskHandH
mortalityVHJAMAjwjJournaljofjthejAmericanjMedicaljAssociationTH2010TH[X]THebcUca 27.4 993

58 mssociationHofHtheHvariantsHom ’dHp[XZtHandHom ’YXHV]YXuHwithHbreastHandHovarianHcancerHriskHinH
n”omYHandHn”omZHmutationHcarriersVHCancerjEpidemiologyjBiomarkersjandjPreventionTH2010THYeTHZdaeUbd 4 32

57 oommonHgeneticHvariantsHandHmodificationHofHpenetranceHofHn”omZUassociatedHbreastHcancerVHPLoSj
GeneticsTH2010THbTHeYXXYYd[ 6 74

56 mssociationHbetweenHaHgermlineHOomZHpolymorphismHatHchromosomeHYaqY[VYHandHestrogenH
receptorUnegativeHbreastHcancerHsurvivalVHJournaljofjthejNationaljCancerjInstituteTH2010THYXZTHbaXUbZ 9.7 45
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