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253 TheGleucineTrichGrepeatGasGaGproteinGrecognitionGmotifUGCurrentgOpiniongingStructuralgBiologySG2001SG
XXSGbY]TZY 8.1 1218

252 TheGleucineTrichGrepeateGaGversatileGbindingGmotifUGTrendsgingBiochemicalgSciencesSG1994SGXdSG[X]TYX 10.3 1028

251 lGstructuralGbasisGofGtheGinteractionsGbetweenGleucineTrichGrepeatsGandGproteinGligandsUGNatureSG
1995SGZb[SGXcZTa 50.4 599

250
oirectGproteinGinteractionGunderliesGgeneTforTgeneGspecificityGandGcoevolutionGofGtheGflaxGresistanceG
genesGandGflaxGrustGavirulenceGgenesUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaSG2006SGXWZSGccccTdZ

11.5 592

249 nrystalGstructureGofGporcineGribonucleaseGinhibitorSGaGproteinGwithGleucineTrichGrepeatsUGNatureSG1993
SGZaaSGb]XTa 50.4 572

248 UsesGforGuyveGtheGmanyGandGvariedGsubstratesGofGtheGcTuunGyTterminalGkinasesUGMicrobiologygandg
MoleculargBiologygReviewsSG2006SGbWSGXWaXTd] 13.2 417

247 ProteinsGwithGleucineTrichGrepeatsUGCurrentgOpiniongingStructuralgBiologySG1995SG]SG[WdTXa 8.1 334

246 κtructuralGbasisGofGrecognitionGofGmonopartiteGandGbipartiteGnuclearGlocalizationGsequencesGbyG
mammalianGimportinTalphaUGJournalgofgMoleculargBiologySG2000SGYdbSGXXcZTd[ 6.5 316

245 lutoinhibitionGbyGanGinternalGnuclearGlocalizationGsignalGrevealedGbyGtheGcrystalGstructureGofG
mammalianGimportinGalphaUGNaturegStructuralgBiologySG1999SGaSGZccTdb 303

244 xolecularGbasisGforGspecificityGofGnuclearGimportGandGpredictionGofGnuclearGlocalizationUGBiochimicagEtg
BiophysicagActagvgMoleculargCellgResearchSG2011SGXcXZSGX]aYTbb 4.9 284

243 lGmolecularGmechanismGforGbacterialGsusceptibilityGtoGzincUGPLoSgPathogensSG2011SGbSGeXWWYZ]b 7.6 281

242 κtructuralGandGfunctionalGanalysisGofGaGplantGresistanceGproteinGTtβGdomainGrevealsGinterfacesGforG
selfTassociationSGsignalingSGandGautoregulationUGCellgHostgandgMicrobeSG2011SGdSGYWWTYXX 23.4 243

241 κtructuralGbasisGforGassemblyGandGfunctionGofGaGheterodimericGplantGimmuneGreceptorUGScienceSG2014
SGZ[[SGYddTZWZ 33.3 228

240 WhenGproteinGfoldingGisGsimplifiedGtoGproteinGcoilingeGtheGcontinuumGofGsolenoidGproteinGstructuresUG
TrendsgingBiochemicalgSciencesSG2000SGY]SG]WdTX] 10.3 228

239 oiscoveringGsequenceGmotifsGwithGarbitraryGinsertionsGandGdeletionsUGPLoSgComputationalgBiologySG
2008SG[SGeXWWWWbX 5 224

238 nrystalGstructuresGofGfusionGproteinsGwithGlargeTaffinityGtagsUGProteingScienceSG2003SGXYSGXZXZTYY 6.3 217

237
nrystalGstructureGofGhumanGTGcellGleukemiaGvirusGtypeGXGgpYXGectodomainGcrystallizedGasGaG
maltoseTbindingGproteinGchimeraGrevealsGstructuralGevolutionGofGretroviralGtransmembraneGproteinsUG
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG1999SGdaSG[ZXdTY[

11.5 192
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236 nonformationalGbehaviorGofGpscherichiaGcoliGzmplGsignalGpeptidesGinGmembraneGmimeticG
environmentsUGBiochemistrySG1993SGZYSG[ccXTd[ 3.2 192

235 κtructuralGbasisGofGautoregulationGofGphenylalanineGhydroxylaseUGNaturegStructuralgBiologySG1999SGaSG[[YTc 188

234 yloGcleavageGactivityGbyGanimalGandGplantGTtβGdomainsGinGcellGdeathGpathwaysUGScienceSG2019SGZa]SGbdZTbdd33.3 183

233 lctiveGsiteTdirectedGproteinGregulationUGNatureSG1999SG[WYSGZbZTa 50.4 181

232 xechanismGofGribonucleaseGinhibitionGbyGribonucleaseGinhibitorGproteinGbasedGonGtheGcrystalG
structureGofGitsGcomplexGwithGribonucleaseGlUGJournalgofgMoleculargBiologySG1996SGYa[SGXWYcT[Z 6.5 177

231 κtructuralGbasisGandGpredictionGofGsubstrateGspecificityGinGproteinGserineVthreonineGkinasesUG
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG2003SGXWWSGb[Td 11.5 171

230 pmergingGtnsightsGintoGtheGqunctionsGofGPathogenesisTβelatedGProteinGXUGTrendsgingPlantgScienceSG
2017SGYYSGcbXTcbd 13.1 150

229 κtructuralGbasisGforGtheGspecificityGofGbipartiteGnuclearGlocalizationGsequenceGbindingGbyG
importinTalphaUGJournalgofgBiologicalgChemistrySG2003SGYbcSGYbdcXTb 5.4 150

228 qrequentGsomaticGmutationsGinGxlPZv]GandGxlPZvdGinGmetastaticGmelanomaGidentifiedGbyGexomeG
sequencingUGNaturegGeneticsSG2011SG[[SGXa]Td 36.3 145

227 κtructuralGmiologyGandGβegulationGofGProteinGtmportGintoGtheGyucleusUGJournalgofgMoleculargBiologySG
2016SG[YcSGYWaWTdW 6.5 140

226 miophysicalGcharacterizationGofGinteractionsGinvolvingGimportinTalphaGduringGnuclearGimportUGJournalg
ofgBiologicalgChemistrySG2001SGYbaSGZ[XcdTdc 5.4 129

225 naYRVκXWWGregulationGofGgiantGproteinGkinasesUGNatureSG1996SGZcWSGaZaTd 50.4 127

224 TheGβoleGofGhistidineGresiduesGinGlowTpsTmediatedGviralGmembraneGfusionUGStructureSG2006SGX[SGX[cXTb 5.2 120

223 lnGautoactiveGmutantGofGtheGxGflaxGrustGresistanceGproteinGhasGaGpreferenceGforGbindingGlTPSG
whereasGwildTtypeGxGproteinGbindsGloPUGMoleculargPlantvMicrobegInteractionsSG2011SGY[SGcdbTdWa 3.6 116

222 nrystalGstructuresGofGflaxGrustGavirulenceGproteinsGlvrw]abTlGandGToGrevealGdetailsGofGtheGstructuralG
basisGforGflaxGdiseaseGresistanceGspecificityUGPlantgCellSG2007SGXdSGYcdcTdXY 11.6 112

221 qunctionalGandGstructuralGpropertiesGofGmammalianGacylTcoenzymeGlGthioesterasesUGProgressgingLipidg
ResearchSG2010SG[dSGZaaTbb 14.3 106

220
nrystalGstructureGofGTollTlikeGreceptorGadaptorGxlwVTtβlPGrevealsGtheGmolecularGbasisGforGsignalG
transductionGandGdiseaseGprotectionUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaSG2011SGXWcSGX[cbdTc[

11.5 105

219 xegahertzGserialGcrystallographyUGNaturegCommunicationsSG2018SGdSG[WY] 17.4 104

(2018-1993)
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218 tmperfectGcoordinationGchemistryGfacilitatesGmetalGionGreleaseGinGtheGPsaGpermeaseUGNatureg
ChemicalgBiologySG2014SGXWSGZ]T[X 11.7 103

217 lssessmentGofGtheGabilityGtoGmodelGproteinsGwithGleucineTrichGrepeatsGinGlightGofGtheGlatestGstructuralG
informationUGProteingScienceSG2002SGXXSGXWcYTdW 6.3 99

216 TheGlvrxGeffectorGfromGflaxGrustGhasGaGstructuredGnTterminalGdomainGandGinteractsGdirectlyGwithGtheG
xGresistanceGproteinUGMoleculargPlantvMicrobegInteractionsSG2010SGYZSG[dT]b 3.6 97

215 βoleGofGflankingGsequencesGandGphosphorylationGinGtheGrecognitionGofGtheGsimianTvirusT[WGlargeG
TTantigenGnuclearGlocalizationGsequencesGbyGimportinTalphaUGBiochemicalgJournalSG2003SGZb]SGZZdT[d 3.8 94

214 κtructureGandGfunctionGofGTollVinterleukinTXGreceptorVresistanceGproteinGOTtβPGdomainsUGApoptosis:g
angInternationalgJournalgongProgrammedgCellgDeathSG2015SGYWSGY]WTaX 5.4 92

213 TβtqTdependentGTwβGsignalingSGitsGfunctionsGinGhostGdefenseGandGinflammationSGandGitsGpotentialGasGaG
therapeuticGtargetUGJournalgofgLeukocytegBiologySG2016SGXWWSGYbT[] 6.5 88

212 κtructuralGbasisGofGTtβTdomainTassemblyGformationGinGxlwTGandGxyoccTdependentGTwβ[GsignalingUG
NaturegStructuralgandgMoleculargBiologySG2017SGY[SGb[ZTb]X 17.6 82

211 κubstrateGspecificityGofGproteinGkinasesGandGcomputationalGpredictionGofGsubstratesUGBiochimicagEtg
BiophysicagActagvgProteinsgandgProteomicsSG2005SGXb][SGYWWTd 4 80

210
tnGsilicoGscreeningGofGsmallGmoleculeGlibrariesGusingGtheGdengueGvirusGenvelopeGpGproteinGhasG
identifiedGcompoundsGwithGantiviralGactivityGagainstGmultipleGflavivirusesUGAntiviralgResearchSG2009SG
c[SGYZ[T[X

10.8 78

209 oysregulationGofGtransitionGmetalGionGhomeostasisGisGtheGmolecularGbasisGforGcadmiumGtoxicityGinG
κtreptococcusGpneumoniaeUGNaturegCommunicationsSG2015SGaSGa[Xc 17.4 77

208 ldclGandGldclttGemployGdistinctGzincGacquisitionGmechanismsGandGcontributeGadditivelyGtoGzincG
homeostasisGinGκtreptococcusGpneumoniaeUGMoleculargMicrobiologySG2014SGdXSGcZ[T]X 4.1 76

207 tntramolecularGinteractionGinfluencesGbindingGofGtheGqlaxGw]GandGwaGresistanceGproteinsGtoGtheirG
lvrw]abGligandsUGPLoSgPathogensSG2012SGcSGeXWWZWW[ 7.6 76

206 βesiduesGinGdomainGtttGofGtheGdengueGvirusGenvelopeGglycoproteinGinvolvedGinGcellTsurfaceG
glycosaminoglycanGbindingUGJournalgofgGeneralgVirologySG2012SGdZSGbYTcY 4.9 76

205 xultipleGfunctionalGselfTassociationGinterfacesGinGplantGTtβGdomainsUGProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG2017SGXX[SGpYW[aTpYW]Y 11.5 72

204
TheGnnGdomainGstructureGfromGtheGwheatGstemGrustGresistanceGproteinGκrZZGchallengesGparadigmsG
forGdimerizationGinGplantGywβGproteinsUGProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaSG2016SGXXZSGXYc]aTXYcaX

11.5 72

203 αuantitativeGstructuralGanalysisGofGimportinT˛†GflexibilityeGparadigmGforGsolenoidGproteinGstructuresUG
StructureSG2010SGXcSGXXbXTcZ 5.2 72

202 κtructuralGbasisGofGhighTaffinityGnuclearGlocalizationGsignalGinteractionsGwithGimportinT˛–UGTrafficSG2012
SGXZSG]ZYT[c 5.7 70

201 TheGnuclearGimmuneGreceptorGβPκ[GisGrequiredGforGββκXκwsXTdependentGconstitutiveGdefenseG
activationGinGlrabidopsisGthalianaUGPLoSgGeneticsSG2014SGXWSGeXWW[a]] 6 70
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200 UpasGisGaGnewlyGidentifiedGautotransporterGproteinGthatGcontributesGtoGbiofilmGformationGandG
bladderGcolonizationGbyGuropathogenicGpscherichiaGcoliGnqTWbZUGInfectiongandgImmunitySG2010SGbcSGXa]dTad3.7 70

199 nomparativeGlnalysisGofGtheGqlaxGtmmuneGβeceptorsGwaGandGwbGκuggestsGanGpquilibriumTmasedG
κwitchGlctivationGxodelUGPlantgCellSG2016SGYcSGX[aT]d 11.6 69

198 TheGmolecularGmechanismsGofGsignalingGbyGcooperativeGassemblyGformationGinGinnateGimmunityG
pathwaysUGMoleculargImmunologySG2017SGcaSGYZTZb 4.3 68

197 nrystallizationGofGaGtrimericGhumanGTGcellGleukemiaGvirusGtypeGXGgpYXGectodomainGfragmentGasGaG
chimeraGwithGmaltoseTbindingGproteinUGProteingScienceSG1998SGbSGXaXYTd 6.3 65

196 lnGinflammatoryGroleGforGtheGmammalianGcarboxypeptidaseGinhibitorGlatexineGrelationshipGtoG
cystatinsGandGtheGtumorGsuppressorGTtrXUGStructureSG2005SGXZSGZWdTXb 5.2 64

195
κtructuralGbasisGforGrecruitmentGofGtandemGhotdogGdomainsGinGacylTnolGthioesteraseGbGandGitsGroleG
inGinflammationUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG
2007SGXW[SGXWZcYTb

11.5 61

194 tdentificationGofGnovelGtargetGsitesGandGanGinhibitorGofGtheGdengueGvirusGpGproteinUGJournalgofg
ComputervAidedgMoleculargDesignSG2009SGYZSGZZZT[X 4.2 60

193 WheatGPβTXGproteinsGareGtargetedGbyGnecrotrophicGpathogenGeffectorGproteinsUGPlantgJournalSG2016SG
ccSGXZTY] 6.9 60

192 ldaptorsGinGtollTlikeGreceptorGsignalingGandGtheirGpotentialGasGtherapeuticGtargetsUGCurrentgDrugg
TargetsSG2012SGXZSGXZaWTb[ 3 59

191 βecombinantGandGepitopeTbasedGvaccinesGonGtheGroadGtoGtheGmarketGandGimplicationsGforGvaccineG
designGandGproductionUGHumangVaccinesgandgImmunotherapeuticsSG2016SGXYSGbaZTb 4.4 57

190 PredikinGandGPredikinomeGaGcomputationalGframeworkGforGtheGpredictionGofGproteinGkinaseGpeptideG
specificityGandGanGassociatedGdatabaseGofGphosphorylationGsitesUGBMCgBioinformaticsSG2008SGdSGY[] 3.6 54

189 TurnGupGtheGsplTUGStructureSG1999SGbSGβdXTb 5.2 54

188 κlβxXGisGaGmetabolicGsensorGactivatedGbyGanGincreasedGyxyVyloGratioGtoGtriggerGaxonG
degenerationUGNeuronSG2021SGXWdSGXXXcTXXZaUeXX 13.9 54

187 xultipleGoomainGlssociationsGwithinGtheGlrabidopsisGtmmuneGβeceptorGβPPXGβegulateGtheG
lctivationGofGProgrammedGnellGoeathUGPLoSgPathogensSG2016SGXYSGeXWW]bad 7.6 54

186 oiversityGandGvariabilityGofGyzoTlikeGreceptorsGinGfungiUGGenomegBiologygandgEvolutionSG2014SGaSGZXZbT]c 3.9 53

185 nrystallographyGandGproteinTproteinGinteractionseGbiologicalGinterfacesGandGcrystalGcontactsUG
BiochemicalgSocietygTransactionsSG2008SGZaSGX[ZcT[X 5.1 53

184 oefiningGtheGstructuralGbasisGofGhumanGplasminogenGbindingGbyGstreptococcalGsurfaceGenolaseUG
JournalgofgBiologicalgChemistrySG2009SGYc[SGXbXYdTXbXZb 5.4 52

183
TheGmyosinTtTbindingGproteinGlcanXY]GbindsGtheGκsZGdomainGandGbelongsGtoGtheGsuperfamilyGofG
leucineTrichGrepeatGproteinsUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaSG1997SGd[SGZac]TdW

11.5 51

(1997-2010)

5



182 sistidineGprotonationGandGtheGactivationGofGviralGfusionGproteinsUGBiochemicalgSocietygTransactionsSG
2008SGZaSG[ZT] 5.1 51

181
κtructuresGofGtheGflaxTrustGeffectorGlvrxGrevealGinsightsGintoGtheGmolecularGbasisGofGplantTcellGentryG
andGeffectorTtriggeredGimmunityUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaSG2013SGXXWSGXb]d[Td

11.5 50

180 ProbingGtheGspecificityGofGbindingGtoGtheGmajorGnuclearGlocalizationGsequenceTbindingGsiteGofG
importinTalphaGusingGorientedGpeptideGlibraryGscreeningUGJournalgofgBiologicalgChemistrySG2010SGYc]SGXddZ]T[a5.4 49

179 lnimalGywβsGprovideGstructuralGinsightsGintoGplantGywβGfunctionUGAnnalsgofgBotanySG2017SGXXdSGcYbTbWY 4.1 48

178 xechanismGofGbacterialGinterferenceGwithGTwβ[GsignalingGbyGmrucellaGTollVinterleukinTXGreceptorG
domainTcontainingGproteinGTcpmUGJournalgofgBiologicalgChemistrySG2014SGYcdSGa][Tac 5.4 47

177 κoybeanGnoduleGautoregulationGreceptorGkinaseGphosphorylatesGtwoGkinaseTassociatedGproteinG
phosphatasesGinGvitroUGJournalgofgBiologicalgChemistrySG2008SGYcZSGY]ZcXTY]ZdX 5.4 47

176 oeGnovoGrTPGbiosynthesisGisGcriticalGforGvirulenceGofGtheGfungalGpathogenGnryptococcusGneoformansUG
PLoSgPathogensSG2012SGcSGeXWWYd]b 7.6 45

175 PβpotVlneGno[RGTTcellGepitopeGpredictionGforGvaccineGdesignGthatGcoversGd]LGofGswlGclassGttGoβG
proteinGdiversityUGBMCgBioinformaticsSG2013SGX[SG]Y 3.6 43

174 TowardsGtheGstructureGofGtheGTtβTdomainGsignalosomeUGCurrentgOpiniongingStructuralgBiologySG2017SG
[ZSGXYYTXZW 8.1 42

173 tmprovedGsuccessGofGsparseGmatrixGproteinGcrystallizationGscreeningGwithGheterogeneousGnucleatingG
agentsUGPLoSgONESG2007SGYSGeXWdX 3.7 42

172 lnGoptimizedGκpnTκlXκGsystemGenablingGhighGXTrayGdoseGforGrapidGκlXκGassessmentGwithGcorrelatedG
UVGmeasurementsGforGbiomolecularGstructureGanalysisUGJournalgofgAppliedgCrystallographySG2018SG]XSGdbTXXX3.8 41

171 nonservedGanchorlessGsurfaceGproteinsGasGgroupGlGstreptococcalGvaccineGcandidatesUGJournalgofg
MoleculargMedicineSG2012SGdWSGXXdbTYWb 5.5 40

170 TheGPlantGIβesistosomeIeGκtructuralGtnsightsGintoGtmmuneGκignalingUGCellgHostgandgMicrobeSG2019SGYaSGXdZTYWX23.4 38

169 nrystalGstructureGofGriceGimportinT˛–GandGstructuralGbasisGofGitsGinteractionGwithGplantTspecificGnuclearG
localizationGsignalsUGPlantgCellSG2012SGY[SG]Wb[Tcc 11.6 37

168 UnitedGweGstandeGcombiningGstructuralGmethodsUGCurrentgOpiniongingStructuralgBiologySG2008SGXcSGaXbTYY 8.1 37

167 PredictingGproteinGkinaseGspecificityeGPredikinGupdateGandGperformanceGinGtheGoβplx[GchallengeUG
PLoSgONESG2011SGaSGeYXXad 3.7 37

166 oistinctiveGconformationGofGminorGsiteTspecificGnuclearGlocalizationGsignalsGboundGtoGimportinT˛–UG
TrafficSG2013SGX[SGXX[[T][ 5.7 36

165 qunctionalGimplicationsGofGtheGhumanGTTlymphotropicGvirusGtypeGXGtransmembraneGglycoproteinG
helicalGhairpinGstructureUGJournalgofgVirologySG2000SGb[SGaaX[TYX 6.6 36
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164 qederatedGrepositoriesGofGXTrayGdiffractionGimagesUGActagCrystallographicagSectiongD:gBiologicalg
CrystallographySG2008SGoa[SGcXWT[ 35

163 κtructuralGinterpretationGofGmutationsGinGphenylalanineGhydroxylaseGproteinGaidsGinGidentifyingG
genotypeTphenotypeGcorrelationsGinGphenylketonuriaUGEuropeangJournalgofgHumangGeneticsSG2000SGcSGacZTda5.3 35

162 κtructuralGbasisGofGimportinT˛–TmediatedGnuclearGtransportGforGvubWGandGvucWUGJournalgofgMolecularg
BiologySG2011SG[XYSGYYaTZ[ 6.5 32

161 ProkaryoticGsubstrateTbindingGproteinsGasGtargetsGforGantimicrobialGtherapiesUGCurrentgDruggTargetsSG
2012SGXZSGX[WWTXW 3 32

160 κtructureGandGqunctionGofGtheGTtβGoomainGfromGtheGrrapeGywβGProteinGβPVXUGFrontiersgingPlantg
ScienceSG2016SGbSGXc]W 6.2 32

159 sandlingGofGnutrientGcopperGinGtheGbacterialGenvelopeUGMetallomicsSG2019SGXXSG]WTaZ 4.5 30

158 κtructuralGandGqunctionalGnharacterizationGofGaGnrossTβeactiveGoengueGVirusGyeutralizingGlntibodyG
thatGβecognizesGaGnrypticGppitopeUGStructureSG2018SGYaSG]XT]dUe[ 5.2 29

157 nortactinGadoptsGaGglobularGconformationGandGbundlesGactinGintoGsheetsUGJournalgofgBiologicalg
ChemistrySG2008SGYcZSGXaXcbTdZ 5.4 29

156 qslGdomainGboundariesGofGtheGdunXpGandGrad]ZpGcellGcycleGcheckpointGkinasesUGFEBSgLettersSG2000SG
[bXSGX[XTa 3.8 29

155
κolutionGstructureGofGtheGTwβGadaptorGxlwVTtβlPGrevealsGanGintactGmmGloopGandGsupportsGxlwG
nysdXGglutathionylationGforGsignalingUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaSG2017SGXX[SGpa[cWTpa[cd

11.5 28

154 pssentialGroleGofGtheGyTterminalGautoregulatoryGsequenceGinGtheGregulationGofGphenylalanineG
hydroxylaseUGFEBSgLettersSG2001SG[ccSGXdaTYWW 3.8 28

153 lllGmajorGcholesterolTdependentGcytolysinsGuseGglycansGasGcellularGreceptorsUGSciencegAdvancesSG2020
SGaSGeaaz[dYa 14.3 27

152 lGbioinformaticsGtoolGforGepitopeTbasedGvaccineGdesignGthatGaccountsGforGhumanGethnicGdiversityeG
applicationGtoGemergingGinfectiousGdiseasesUGVaccineSG2015SGZZSGXYabTbZ 4.1 27

151
vapd]pGbindingGinducesGtheGswitchGloopsGofGβanroPGtoGadoptGtheGrTPTboundGconformationeG
implicationsGforGnuclearGimportGcomplexGassemblyGdynamicsUGJournalgofgMoleculargBiologySG2008SG
ZcZSGbbYTcY

6.5 27

150 PhosphoPtnveGmodellingGcellularGcontextGtoGmapGkinaseTsubstrateGphosphorylationGeventsUG
BioinformaticsSG2015SGZXSGZcYTd 7.2 26

149
PhosphorylationGadjacentGtoGtheGnuclearGlocalizationGsignalGofGhumanGdUTPaseGabolishesGnuclearG
importeGstructuralGandGmechanisticGinsightsUGActagCrystallographicagSectiongD:gBiologicalg
CrystallographySG2013SGadSGY[d]T]W]

26

148 ProteinGkinasesGassociatedGwithGtheGyeastGphosphoproteomeUGBMCgBioinformaticsSG2006SGbSG[b 3.6 26

147 oeathSGTtβSGandGβstxeGκelfTassemblingGdomainsGinvolvedGinGinnateGimmunityGandGcellTdeathG
signalingUGJournalgofgLeukocytegBiologySG2019SGXW]SGZaZTZb] 6.5 26

(2019-2008)
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146 TheGTwβGsignalingGadaptorGTβlxGinteractsGwithGTβlqaGtoGmediateGactivationGofGtheGinflammatoryG
responseGbyGTwβ[UGJournalgofgLeukocytegBiologySG2014SGdaSG[YbTZa 6.5 25

145 tmportinTbetaGisGaGroPTtoTrTPGexchangeGfactorGofGβaneGimplicationsGforGtheGmechanismGofGnuclearG
importUGJournalgofgBiologicalgChemistrySG2009SGYc[SGYY][dT]c 5.4 25

144 TheGPredikinGwebservereGimprovedGpredictionGofGproteinGkinaseGpeptideGspecificityGusingGstructuralG
informationUGNucleicgAcidsgResearchSG2008SGZaSGWYcaTdW 20.1 25

143 lGglutathioneTdependentGdetoxificationGsystemGisGrequiredGforGformaldehydeGresistanceGandG
optimalGsurvivalGofGyeisseriaGmeningitidisGinGbiofilmsUGAntioxidantsgandgRedoxgSignalingSG2013SGXcSGb[ZT]] 8.4 23

142 nrystallizationGofGimportinGalphaSGtheGnuclearTimportGreceptorUGActagCrystallographicagSectiongD:g
BiologicalgCrystallographySG1999SG]]SG]aXTZ 23

141 tdentificationGofGdisulfideTcontainingGchemicalGcrossTlinksGinGproteinsGusingGxlwotTTzqVTzqTmassG
spectrometryUGAnalyticalgChemistrySG2008SGcWSG]WZaT[Z 7.8 21

140 TheGmammalianGoUq]dGproteinGqamdaaGformsGtwoGdistinctGtypesGofGdomainTswappedGdimerUGActag
CrystallographicagSectiongD:gBiologicalgCrystallographySG2012SGacSGaZbT[c 20

139 κtructuralGcharacterisationGofGtheGnuclearGimportGreceptorGimportinGalphaGinGcomplexGwithGtheG
bipartiteGywκGofGPrpYWUGPLoSgONESG2013SGcSGecYWZc 3.7 20

138 pvaluatingGproteineproteinGcomplexGformationGusingGsynchrotronGradiationGcircularGdichroismG
spectroscopyUGProteins:gStructureugFunctiongandgBioinformaticsSG2008SGbWSGXX[YTa 4.2 20

137 lnGautomatableGscreenGforGtheGrapidGidentificationGofGproteinsGamenableGtoGrefoldingUGProteomicsSG
2006SGaSGXb]WTb 4.8 20

136 nomparisonGofGthreeGcommercialGsparseTmatrixGcrystallizationGscreensUGActagCrystallographicag
SectiongD:gBiologicalgCrystallographySG2003SG]dSGbadTbY 20

135 qusionTproteinTassistedGproteinGcrystallizationUGActagCrystallographicagSectiongFugStructuralgBiologyg
CommunicationsSG2015SGbXSGcaXTd 1.1 19

134 oynamicsGofGreTconstitutionGofGtheGhumanGnuclearGproteomeGafterGcellGdivisionGisGregulatedGbyG
ywκTadjacentGphosphorylationUGCellgCycleSG2014SGXZSGZ]]XTa[ 4.7 19

133 nrystalGstructureGofGimportinT˛–GboundGtoGaGpeptideGbearingGtheGnuclearGlocalisationGsignalGfromG
chlorideGintracellularGchannelGproteinG[UGFEBSgJournalSG2011SGYbcSGXaaYTb] 5.7 19

132 VerprolinGcytokinesisGfunctionGmediatedGbyGtheGsofGoneGtrapGdomainUGTrafficSG2005SGaSG]b]TdZ 5.7 19

131 ProductionGofGsmallGcysteineTrichGeffectorGproteinsGinGpscherichiaGcoliGforGstructuralGandGfunctionalG
studiesUGMoleculargPlantgPathologySG2017SGXcSGX[XTX]X 5.7 18

130 mloodGrroupGlntigenGβecognitionGviaGtheGrroupGlGκtreptococcalGxGProteinGxediatesGsostG
nolonizationUGMBioSG2017SGcSG 7.8 18

129 xodellingGtheGstructureGofGlatexinTcarboxypeptidaseGlGcomplexGbasedGonGchemicalGcrossTlinkingGandG
molecularGdockingUGProteingEngineeringugDesigngandgSelectionSG2006SGXdSGdTXa 1.9 18
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128
tdentificationGandGpredictedGstructureGofGaGleucineTrichGrepeatGmotifGsharedGbyGweishmaniaGmajorG
proteophosphoglycanGandGParasiteGκurfaceGlntigenGYUGMoleculargandgBiochemicalgParasitologySG2000
SGXWbSGYcdTd]

1.9 18

127 PβXTmediatedGdefenceGviaGnTterminalGpeptideGreleaseGisGtargetedGbyGaGfungalGpathogenGeffectorUG
NewgPhytologistSG2021SGYYdSGZ[abTZ[cW 9.8 18

126 oiscoveryGofGnovelGpneumococcalGsurfaceGantigenGlGOPsalPGinhibitorsGusingGaGfragmentTbasedGdrugG
designGapproachUGACSgChemicalgBiologySG2015SGXWSGX]XXTYW 4.9 17

125 βegulationGandGcrystallizationGofGphosphorylatedGandGdephosphorylatedGformsGofGtruncatedGdimericG
phenylalanineGhydroxylaseUGProteingScienceSG1997SGaSGXZ]YTb 6.3 17

124 κtructuralGproteomicseGhighTthroughputGmethodsUGPrefaceUGMethodsgingMoleculargBiologySG2008SG[YaSGvTvi 1.4 17

123 ProteinGcrystalGscreeningGandGcharacterizationGforGserialGfemtosecondGnanocrystallographyUG
ScientificgReportsSG2016SGaSGY]Z[] 4.9 17

122 κtructureTinformedGdesignGofGanGenzymaticallyGinactiveGvaccineGcomponentGforGgroupGlG
κtreptococcusUGMBioSG2013SG[SG 7.8 16

121 lGprobabilisticGmodelGofGnuclearGimportGofGproteinsUGBioinformaticsSG2011SGYbSGXYZdT[a 7.2 16

120 ProteinGstructureGdeterminationGusingGaGcombinationGofGcrossTlinkingSGmassGspectrometrySGandG
molecularGmodelingUGMethodsgingMoleculargBiologySG2008SG[YaSG[]dTb[ 1.4 16

119 tntrastericGregulationGofGproteinGkinasesUGAdvancesgingSecondgMessengergandgPhosphoproteing
ResearchSG1997SGZXSGYdT[W 16

118 lnimalGywβsGcontinueGtoGinformGplantGywβGstructureGandGfunctionUGArchivesgofgBiochemistrygandg
BiophysicsSG2019SGabWSG]cTac 4.1 15

117 PrinciplesGofGvinaseGβegulationG2010SG]]dT]aZ 14

116 qibroblastGgrowthGfactorGreceptorGYGphosphorylationGonGserineGbbdGcouplesGtoGX[TZTZGandGregulatesG
cellGsurvivalGandGproliferationUGMoleculargandgCellulargBiologySG2008SGYcSGZZbYTc] 4.8 14

115 nrystallizationGandGpreliminaryGXTrayGanalysisGofGporcineGribonucleaseGinhibitorSGaGproteinGwithG
leucineTrichGrepeatsUGJournalgofgMoleculargBiologySG1993SGYZXSGXZbT[W 6.5 14

114
nrystalGstructureGofGtheGxelampsoraGliniGeffectorGlvrPGrevealsGinsightsGintoGaGpossibleGnuclearG
functionGandGrecognitionGbyGtheGflaxGdiseaseGresistanceGproteinGPUGMoleculargPlantgPathologySG2018SG
XdSGXXdaTXYWd

5.7 14

113 PathologicalGmutationsGdifferentiallyGaffectGtheGselfTassemblyGandGpolymerisationGofGtheGinnateG
immuneGsystemGsignallingGadaptorGmoleculeGxyoccUGBMCgBiologySG2018SGXaSGX[d 7.3 14

112 rxPGκynthaseGtsGβequiredGforGVirulenceGqactorGProductionGandGtnfectionGbyUGJournalgofgBiologicalg
ChemistrySG2017SGYdYSGZW[dTZW]d 5.4 13

111 oisruptionGofGdeGyovoGldenosineGTriphosphateGOlTPPGmiosynthesisGlbolishesGVirulenceGinG
nryptococcusGneoformansUGACSgInfectiousgDiseasesSG2016SGYSGa]XTaaZ 5.5 13

(2016-2000)
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110
κtructuralGandGnalorimetricGκtudiesGoemonstrateGthatGXerodermaGPigmentosumGTypeGrGOXPrPGnanG
meGtmportedGtoGtheGyucleusGbyGaGnlassicalGyuclearGtmportGPathwayGviaGaGxonopartiteGywκGκequenceUG
JournalgofgMoleculargBiologySG2016SG[YcSGYXYWTZX

6.5 13

109 miochemicalGcharacterizationGofGlrabidopsisGdevelopmentallyGregulatedGrTproteinsGOoβrsPUGProteing
ExpressiongandgPurificationSG2009SGabSGccTd] 2 13

108 tncorporatingGaGTpVGcleavageGsiteGreducesGtheGsolubilityGofGnineGrecombinantGmouseGproteinsUG
ProteingExpressiongandgPurificationSG2006SG]WSGacTbZ 2 13

107 nomputerTaidedGdesignGofGTTcellGepitopeTbasedGvaccineseGaddressingGpopulationGcoverageUG
InternationalgJournalgofgImmunogeneticsSG2015SG[YSGZXZTYX 2.3 12

106 WzyTdependentGbacterialGcapsulesGasGpotentialGdrugGtargetsUGCurrentgDruggTargetsSG2012SGXZSGX[YXTZX 3 12

105
TheGuseGofGnoYRGforGcrystallizationGandGstructureGdeterminationSGusingGaGconventionalG
monochromaticGXTrayGsourceSGofGflaxGrustGavirulenceGproteinUGActagCrystallographicagSectiongF:g
StructuralgBiologygCommunicationsSG2007SGaZSGYWdTXZ

12

104 κtructuralGcharacterizationGofGtheGyTterminalGautoregulatoryGsequenceGofGphenylalanineG
hydroxylaseUGProteingScienceSG2002SGXXSGYW[XTb 6.3 12

103 pxpressionGandGbiochemicalGanalysisGofGtheGentireGstVTYGgp[XGectodomaineGdeterminantsGofGstabilityG
mapGtoGyTGandGnTterminalGsequencesGoutsideGtheGaThelixGbundleGcoreUGFEBSgLettersSG2004SG]abSGXcZTc 3.8 12

102 xolybdenumGpnzymesGandGsowGTheyGκupportGVirulenceGinGPathogenicGmacteriaUGFrontiersging
MicrobiologySG2020SGXXSGaX]caW 5.7 11

101 TheGTwβGsignallingGadaptorGTβtqVTtnlxTXGhasGanGyTterminalGhelicalGdomainGwithGstructuralGsimilarityG
toGtqtTGproteinsUGActagCrystallographicagSectiongD:gBiologicalgCrystallographySG2013SGadSGY[YWTZW 11

100 qocusingGinGonGstructuralGgenomicseGtheGUniversityGofGαueenslandGstructuralGbiologyGpipelineUGNewg
BiotechnologySG2006SGYZSGYcXTd 11

99 xyoccGTtβGdomainGhigherTorderGassemblyGinteractionsGrevealedGbyGmicrocrystalGelectronGdiffractionG
andGserialGfemtosecondGcrystallographyUGNaturegCommunicationsSG2021SGXYSGY]bc 17.4 11

98 κtructuralGbasisGofGnuclearGimportGofGflapGendonucleaseGXGOqpyXPUGActagCrystallographicagSectiongD:g
BiologicalgCrystallographySG2012SGacSGb[ZT]W 10

97 owocalxotifeGaGdiscriminativeGapproachGforGdiscoveringGlocalGmotifsGinGproteinGsequencesUG
BioinformaticsSG2013SGYdSGZdT[a 7.2 10

96
TheGcrystalGstructureGofGκnToxZGfromGtheGnecrotrophicGfungusGParastagonosporaGnodorumGrevealsGaG
uniqueGeffectorGfoldGandGprovidesGinsightGintoGκnnZGrecognitionGandGproTdomainGproteaseG
processingGofGfungalGeffectorsUGNewgPhytologistSG2021SGYZXSGYYcYTYYda

9.8 10

95 βegulationGofGsignalingGbyGcooperativeGassemblyGformationGinGmammalianGinnateGimmunityG
signalosomesGbyGmolecularGmimicsUGSeminarsgingCellgandgDevelopmentalgBiologySG2020SGddSGdaTXX[ 7.5 10

94 lGnonTuniformGsamplingGapproachGenablesGstudiesGofGdiluteGandGunstableGproteinsUGJournalgofg
BiomoleculargNMRSG2017SGacSGXXdTXYb 3 9

93 loκGlyaseGisGanGenzymeGessentialGforGvirulenceGwhoseGcrystalGstructureGrevealsGfeaturesGexploitableG
inGantifungalGdrugGdesignUGJournalgofgBiologicalgChemistrySG2017SGYdYSGXXcYdTXXcZd 5.4 9
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92 TheGstructureGofGtheGcaspaseGrecruitmentGdomainGofGminnlβoGrevealsGthatGallGthreeGcysteinesGcanGbeG
oxidizedUGActagCrystallographicagSectiongD:gBiologicalgCrystallographySG2013SGadSGbb[Tc[ 9

91 wigandTinducedGconformationalGchangesGwithinGaGhexamericGlcylTnolGthioesteraseUGJournalgofg
BiologicalgChemistrySG2011SGYcaSGZ]a[ZTZ]a[d 5.4 9

90
nrystallizationGandGpreliminaryGXTrayGanalysisGofGferricGenterobactinGreceptorGqeplSGanGintegralG
membraneGproteinGfromGpscherichiaGcoliUGActagCrystallographicagSectiongD:gBiologicalgCrystallography
SG1998SG][SGadbTd

9

89 qunctionalGanalysisSGusingGinGvitroGmutagenesisSGofGaminoGacidsGlocatedGinGtheGphenylalanineG
hydroxylaseGactiveGsiteUGArchivesgofgBiochemistrygandgBiophysicsSG2000SGZc[SGYZcT[[ 4.1 9

88 PredictionGofGkinaseTspecificGphosphorylationGsitesGthroughGanGintegrativeGmodelGofGproteinGcontextG
andGsequenceUGBiochimicagEtgBiophysicagActagvgProteinsgandgProteomicsSG2016SGXca[SGX]ddTaWc 4 9

87 oylGmismatchGrepairGproteinsGxwsXGandGPxκYGcanGbeGimportedGtoGtheGnucleusGbyGaGclassicalG
nuclearGimportGpathwayUGBiochimieSG2018SGX[aSGcbTda 4.6 9

86 nharacterizingGtheGconformationalGdynamicsGofGmetalTfreeGPsalGusingGmolecularGdynamicsG
simulationsGandGelectronGparamagneticGresonanceGspectroscopyUGBiophysicalgChemistrySG2015SGYWbSG]XTaW3.5 8

85 nrystalGstructureGandGinsightsGintoGtheGoligomericGstateGofGUoPTglucoseGpyrophosphorylaseGfromG
sugarcaneUGPLoSgONESG2018SGXZSGeWXdZaab 3.7 8

84 κtructuralGbasisGofGinteractionGofGbipartiteGnuclearGlocalizationGsignalGfromGlgrobacteriumGViroYG
withGriceGimportinT˛–UGMoleculargPlantSG2014SGbSGXWaXTXWa[ 14.4 8

83 κtabilityGofGtheGoctamericGstructureGaffectsGplasminogenTbindingGcapacityGofGstreptococcalGenolaseUG
PLoSgONESG2015SGXWSGeWXYXba[ 3.7 8

82
TheGdistributionGofGdifferentGclassesGofGnuclearGlocalizationGsignalsGOywκsPGinGdiverseGorganismsGandG
theGutilizationGofGtheGminorGywκTbindingGsiteGinplantnuclearGimportGfactorGimportinT˛–UGPlantg
SignalinggandgBehaviorSG2013SGcSG

2.5 8

81 nomputationalGmodellingGofGlinearGmotifTmediatedGproteinGinteractionsUGCurrentgTopicsgingMedicinalg
ChemistrySG2012SGXYSGX]]ZTaX 3 8

80 PurificationGofGtheGxGflaxTrustGresistanceGproteinGexpressedGinGPichiaGpastorisUGPlantgJournalSG2007SG
]WSGXXWbTXb 6.9 8

79 lGcomputationalGanalysisGofGsubstrateGbindingGstrengthGbyGphosphorylaseGkinaseGandGproteinGkinaseG
lUGJournalgofgMoleculargRecognitionSG2002SGX]SGXW[TXX 2.6 8

78 xodificationGofGrecombinatorialGcloningGforGsmallGaffinityGtagGfusionGproteinGconstructGgenerationUG
AnalyticalgBiochemistrySG2005SGZ[aSGZYbTd 3.1 8

77 κtructuralGbasisGofGywβGactivationGandGinnateGimmuneGsignallingGinGplantsUUGImmunogeneticsSG2022SG
b[SG] 3.2 8

76 PotentGactivationGofGκlβxXGbyGyxyGanalogueGVxyGunderliesGvacorGneurotoxicity 8

75 PhosphoPtnvTκyPeGquantifyingGtheGeffectGofGaminoGacidGvariantsGonGproteinGphosphorylationUG
BioinformaticsSG2017SGZZSGXbbZTXbcX 7.2 7

(2017-2013)
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74 TβlqYGrecruitmentGviaGTaXGinGnoZWGdrivesGyq˛”mGactivationGandGenhancesGhpκnGsurvivalGandG
proliferationUGMoleculargBiologygofgthegCellSG2015SGYaSGddZTXWWa 3.5 7

73 PilotGstudiesGonGtheGparallelGproductionGofGsolubleGmouseGproteinsGinGaGbacterialGexpressionGsystemUG
JournalgofgStructuralgandgFunctionalgGenomicsSG2005SGaSGXZTYW 7

72 nomplexGbetweenGbovineGribonucleaseGlGandGporcineGribonucleaseGinhibitorGcrystallizesGinGaGsimilarG
unitGcellGasGfreeGribonucleaseGinhibitorUGJournalgofgMoleculargBiologySG1994SGY[XSGYccTdX 6.5 7

71 κtructuralGandGfunctionalGinsightsGintoGtheGmodulationGofGtheGactivityGofGaGflaxGcytokininGoxidaseGbyG
flaxGrustGeffectorGlvrw]abTlUGMoleculargPlantgPathologySG2019SGYWSGYXXTYYY 5.7 7

70 xolecularGbasisGofGregioTGandGstereoTspecificityGinGbiosynthesisGofGbacterialGheterodimericG
diketopiperazinesUGNaturegCommunicationsSG2020SGXXSGaY]X 17.4 6

69
nrystallizationGandGpreliminaryGXTrayGanalysisGofGmycophenolicGacidTresistantGandGmycophenolicG
acidTsensitiveGformsGofGtxPGdehydrogenaseGfromGtheGhumanGfungalGpathogenGnryptococcusUGActag
CrystallographicagSectiongF:gStructuralgBiologygCommunicationsSG2010SGaaSGXXW[Tb

6

68 pvolutionaryGnonservationGofGtheGxembraneGqusionGxachineUGIUBMBgLifeSG1999SG[cSGX]XTX]a 4.7 6

67 pvolutionaryGconservationGofGtheGmembraneGfusionGmachineUGIUBMBgLifeSG1999SG[cSGX]XTa 4.7 6

66 yeurotoxinTmediatedGTTpotentGactivationGofGtheGaxonGdegenerationGregulatorGκlβxXUGELifeSG2021SG
XWSG 8.9 6

65 κtructuralGandGmiochemicalGlnalysisGofGaGκingleGlminoTlcidGxutantGofGWzzmκqGThatGlltersG
wipopolysaccharideGzTlntigenGnhainGwengthGinGκhigellaGflexneriUGPLoSgONESG2015SGXWSGeWXZcYaa 3.7 6

64 nomprehensiveGanalysisGofGtncnGplasmidGconjugationGidentifiesGaGcrucialGroleGforGtheGtranscriptionalG
regulatorGlcamUGNaturegMicrobiologySG2020SG]SGXZ[WTXZ[c 26.6 6

63 lGyovelGyloGκignalingGxechanismGinGlxonGoegenerationGandGitsGβelationshipGtoGtnnateGtmmunityUG
FrontiersgingMoleculargBiosciencesSG2021SGcSGbWZ]ZY 5.6 6

62 lntifungalGbenzo[b]thiopheneGXSXTdioxideGtxPosGinhibitorsGexhibitGpanTassayGinterferenceGOPltyκPG
profilesUGBioorganicgandgMedicinalgChemistrySG2018SGYaSG][WcT][Xd 3.4 6

61 yicotinicGacidGmononucleotideGisGanGallostericGκlβxXGinhibitorGpromotingGaxonalGprotectionUG
ExperimentalgNeurologySG2021SGZ[]SGXXZc[Y 5.7 6

60
nrystallizationGandGpreliminaryGXTrayGdiffractionGanalysesGofGtheGTtβGdomainsGofGthreeGTtβTymTwββG
proteinsGthatGareGinvolvedGinGdiseaseGresistanceGinGlrabidopsisGthalianaUGActagCrystallographicag
SectiongF:gStructuralgBiologygCommunicationsSG2013SGadSGXYb]TcW

5

59 lGmediumGorGhighGthroughputGproteinGrefoldingGassayUGMethodsgingMoleculargBiologySG2008SG[YaSGYadTb] 1.4 5

58 nrystallizationGofGtheGnTterminalGdomainGofGtheGmouseGbrainGcytosolicGlongTchainGacylTnolG
thioesteraseUGActagCrystallographicagSectiongF:gStructuralgBiologygCommunicationsSG2006SGaYSGXZZT] 5

57 κtructuralGbasisGofGthiolTbasedGregulationGofGformaldehydeGdetoxificationGinGsUGinfluenzaeGbyGaGxerβG
regulatorGwithGnoGsensorGregionUGNucleicgAcidsgResearchSG2016SG[[SGadcXTdZ 20.1 5
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56 lGTrapTooorGxechanismGforGZincGlcquisitionGbyGldclUGMBioSG2021SGXYSG 7.8 5

55 xappingGtheGstabilomeeGaGnovelGcomputationalGmethodGforGclassifyingGmetabolicGproteinGstabilityUG
BMCgSystemsgBiologySG2012SGaSGaW 3.5 4

54
nrystallizationGandGXTrayGdiffractionGanalysisGofGtheGyTterminalGdomainGofGtheGTollTlikeGreceptorG
signallingGadaptorGproteinGTβtqVTtnlxTXUGActagCrystallographicagSectiongF:gStructuralgBiologyg
CommunicationsSG2013SGadSGbaaTbW

4

53 nrystallizationGandGXTrayGdiffractionGanalysisGofGtheGnTterminalGdomainGofGtheGflaxGrustGeffectorG
proteinGlvrxUGActagCrystallographicagSectiongF:gStructuralgBiologygCommunicationsSG2011SGabSGXaWZTb 4

52 ProteomicGandGelectronGmicroscopyGsurveyGofGlargeGassembliesGinGmacrophageGcytoplasmUGMolecularg
andgCellulargProteomicsSG2011SGXWSGxXXXUWWcbaZ 7.6 4

51 seterogeneousGnucleationGisGrequiredGforGcrystallizationGofGtheGZnulGdomainGofGpneumococcalG
ldclUGActagCrystallographicagSectiongFugStructuralgBiologygCommunicationsSG2015SGbXSGX[]dTa[ 1.1 4

50 lutoimmunityGandGeffectorGrecognitionGinGlrabidopsisGthalianaGcanGbeGuncoupledGbyGmutationsGinG
theGββκXTβGimmuneGreceptorUGNewgPhytologistSG2019SGYYYSGd][Tda] 9.8 4

49
lGProteomeTWideGtmmunoinformaticsGToolGtoGlccelerateGTTnellGppitopeGoiscoveryGandGVaccineG
oesignGinGtheGnontextGofGpmergingGtnfectiousGoiseaseseGlnGpthnicityTzrientedGlpproachUGFrontiersging
ImmunologySG2021SGXYSG]dcbbc

8.4 4

48 κtructureGandGxetalGmindingGPropertiesGofGYtglUGJournalgofgBacteriologySG2019SGYWYSG 3.5 3

47
βecombinantGproductionGofGfunctionalGfullTlengthGandGtruncatedGhumanGTβlxVTtnlxTYGadaptorG
proteinGinvolvedGinGTollTlikeGreceptorGandGinterferonGsignalingUGProteingExpressiongandgPurificationSG
2015SGXWaSGZXT[W

2 3

46 lGlinkerGstrategyGforGtheGproductionGandGcrystallizationGofGTollVinterleukinTXGreceptorVresistanceG
proteinGdomainGcomplexesUGProteingEngineeringugDesigngandgSelectionSG2015SGYcSGXZbT[] 1.9 3

45
nrystallizationSGXTrayGdiffractionGanalysisGandGpreliminaryGstructureGdeterminationGofGtheGTtβGdomainG
fromGtheGflaxGresistanceGproteinGwaUGActagCrystallographicagSectiongF:gStructuralgBiologyg
CommunicationsSG2011SGabSGYZbT[W

3

44 nrystallizationGofGtheGflexibleGnuclearGimportGreceptorGimportinTbetaGinGtheGunligandedGstateUGActag
CrystallographicagSectiongF:gStructuralgBiologygCommunicationsSG2009SGa]SGaY]Tc 3

43 TheGmanyGfacesGofGplateletGglycoproteinGtbalphaTTthrombinGinteractionUGCurrentgProteingandgPeptideg
ScienceSG2009SGXWSG]]XTc 2.8 3

42 nommentGonGNproteinGisoelectricGpointGasGaGpredictorGforGincreasedGcrystallizationGscreeningG
efficiencyNUGBioinformaticsSG2004SGYWSGYXadTbWfGauthorGreplyGYXbXT[ 7.2 3

41 nrystallizationGandGcrystalGstructureGdeterminationGofGribonucleaseGlTribonucleaseGinhibitorGproteinG
complexUGMethodsgingMoleculargBiologySG2001SGXaWSGYWXTXX 1.4 3

40 TheGcrystalGstructureGofGκnToxZGfromGtheGnecrotrophicGfungusParastagonosporaGnodorumrevealsGaG
uniqueGeffectorGfoldGandGinsightsGintoGvexYGproteaseGprocessingGofGfungalGeffectors 3

39 VacciniaGVirusGtmmunomodulatorGl[aeGoestructiveGtnteractionsGwithGxlwGandGxyoccGκhownGbyG
yegativeTκtainGplectronGxicroscopyUGStructureSG2020SGYcSGXYbXTXYcbUe] 5.2 3

(2020-2021)
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38 κtructuralGcharacterisationGofGtheGsTZGmotifGofGtheGpolyhistidineGtriadGproteinGoGfromGκtreptococcusG
pneumoniaeUGFEBSgLettersSG2018SG]dYSGYZ[XTYZ]W 3.8 3

37
PurificationSGcrystallizationGandGpreliminaryGXTrayGanalysisGofGadenylosuccinateGsynthetaseGfromGtheG
fungalGpathogenGnryptococcusGneoformansUGActagCrystallographicagSectiongF:gStructuralgBiologyg
CommunicationsSG2013SGadSGXWZZTa

2

36 κmallTlngleGXTβayGκcatteringGforGtheGoiscerningGxacromolecularGnrystallographerUGAustraliang
JournalgofgChemistrySG2014SGabSGXbca 1.2 2

35 sybridGxethodsGforGProteinGκtructureGPredictionG2010SGYa]TYbb 2

34 nrystallizationGandGpreliminaryGXTrayGdiffractionGanalysisGofGimportinTalphaGcomplexedGwithGywκG
peptidomimeticsUGBiochimicagEtgBiophysicagActagvgProteinsgandgProteomicsSG2005SGXb]WSGdTXZ 4 2

33 nrystallizationGandGpreliminaryGXTrayGdiffractionGanalysisGofGtheGflaxGcytokininGoxidaseGwunvXXUXUG
ActagCrystallographicagSectiongF:gStructuralgBiologygCommunicationsSG2013SGadSGXWd[Ta 2

32 tnteractionGbetweenGplateGmakeGandGproteinGinGproteinGcrystallisationGscreeningUGPLoSgONESG2009SG[SGebc]X3.7 2

31 κtructuralGpvolutionGofGTtβToomainGκignalosomesUGFrontiersgingImmunologySG2021SGXYSGbc[[c[ 8.4 2

30 tncreasingGproteinGcrystallizationGscreeningGsuccessGwithGheterogeneousGnucleatingGagentsUG
MethodsgingMoleculargBiologySG2008SG[YaSG[WZTd 1.4 2

29 TargetingGmultipleGepitopesGonGtheGspikeGproteineGaGnewGhopeGforGnzVtoTXdGantibodyGtherapyUG
SignalgTransductiongandgTargetedgTherapySG2020SG]SGYWc 21 2

28 nonformationGofGtheGκoluteTmindingGProteinGldclttGtnfluencesGZincGUptakeGinUGFrontiersgingCellularg
andgInfectiongMicrobiologySG2021SGXXSGbYddcX 5.9 2

27 nrystalGstructureGdeterminationGofGtheGarmadilloGrepeatGdomainGofGorosophilaGκlβxXGusingGxtβlκG
phasingUGActagCrystallographicagSectiongFugStructuralgBiologygCommunicationsSG2021SGbbSGZa[TZbZ 1.1 2

26 κtructuralGmixTnTmatchGrevealsGmolecularGsecretsGofGplateletsUGBloodSG2011SGXXcSG]Wa]Ta 2.2 1

25 lGgeneralGtargetGselectionGmethodGforGcrystallographicGproteomicsUGMethodsgingMoleculargBiologySG
2008SG[YaSGYbTZ] 1.4 1

24 nrystalGstructureGofGtheGTollVinterleukinTXGreceptorGOTtβPGdomainGofGtwTXβXWGprovidesGstructuralG
insightsGintoGTtβGdomainGsignalingUUGFEBSgLettersSG2022SG 3.8 1

23
nloningSGexpressionSGpurificationSGcrystallizationGandGpreliminaryGXTrayGcrystallographicGanalysisGofG
theGTtβGdomainGfromGtheGmrucellaGmelitensisGTtβTdomainTcontainingGproteinGTcpmUGActag
CrystallographicagSectiongF:gStructuralgBiologygCommunicationsSG2013SGadSGXXabTbW

1

22 pvolutionaryGmodelGofGproteinGsecondaryGstructureGcapableGofGrevealingGnewGbiologicalGrelationships 1

21 yicotinicGacidGmononucleotideGisGanGallostericGκlβxXGinhibitorGpromotingGaxonalGprotection 1

Bostjan Kobe
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20 TheGκingleGyucleotideGPolymorphismGxalTodayGxiceGProvideGyewGtnsightsGintoGqunctionalityGofGxalG
inGTwβGtmmuneGβesponsesUGJournalgofgImmunologySG2019SGYWYSGYZc[TYZda 5.3 1

19 lctiveGsiteGarchitectureGrevealsGcoordinationGsphereGflexibilityGandGspecificityGdeterminantsGinGaG
groupGofGcloselyGrelatedGmolybdoenzymesUGJournalgofgBiologicalgChemistrySG2021SGYdaSGXWWabY 5.4 1

18 nrystalGstructureGdeterminationGofGtheGarmadilloGrepeatGdomainGofGorosophilaGκlβxXGusingGxtβlκGphasing 1

17 tnhibitionGofGtheGmasterGregulatorGofGwisteriaGmonocytogenesGvirulenceGenablesGbacterialGclearanceG
fromGspaciousGreplicationGvacuolesGinGinfectedGmacrophagesUUGPLoSgPathogensSG2022SGXcSGeXWXWXaa 7.6 0

16 zverviewGofGtheGpipelineGforGstructuralGandGfunctionalGcharacterizationGofGmacrophageGproteinsGatG
theGuniversityGofGqueenslandUGMethodsgingMoleculargBiologySG2008SG[YaSG]bbTcb 1.4 0

15 opqpnTtVpGpxmβYzGlyoGxpβtκTpxκGgenesGareGrequiredGforGcellGdivisionGandGgameteGviabilityGinG
lrabidopsisUGPLoSgGeneticsSG2021SGXbSGeXWWd]aX 6 0

14 κtructuralGfeaturesGofGnryptococcusGneoformansGbifunctionalGrlβVltβGsynthetaseGmayGpresentG
novelGantifungalGdrugGtargetsUGJournalgofgBiologicalgChemistrySG2021SGYdbSGXWXWdX 5.4 0

13 TheGtransmembraneGadaptorGκntxPGrecruitsGtyrosineGkinaseGκykGtoGphosphorylateGTollTlikeG
receptorsGtoGmediateGselectiveGinflammatoryGoutputsUUGJournalgofgBiologicalgChemistrySG2022SGXWXc]b 5.4 0

12 κtructuralGandGbiochemicalGcharacterizationGofGlcinetobacterGbaumanniiGZnulUUGJournalgofgInorganicg
BiochemistrySG2022SGYZXSGXXXbcb 4.2 0

11 pvolutionaryGmodelGofGproteinGsecondaryGstructureGcapableGofGrevealingGnewGbiologicalG
relationshipsUGProteins:gStructureugFunctiongandgBioinformaticsSG2020SGccSGXY]XTXY]d 4.2

10 tnternationalGYearGofGnrystallographyUGAustraliangJournalgofgChemistrySG2014SGabSGXbXc 1.2

9
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