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j Paper IF Citations

558
“extXvenerationKöequencingXqasedKsiagnosisKofKqacteremicKListeriaKmonocytogenesKMeningitisKinK
aK–atientKwithKpntiXxnterferonKvammaKputoantibodiesYKInfectiousaMicrobesagaDiseasesWK2022WK–ublishK
pheadKofK–rintWK

1.3 2

557 RapidKsiagnosisKofKxnfectionKbyK“extXvenerationKöequencingiKpKraseKReportYYKFrontiersainaMedicineWK
2022WKhWKgac]aa 4.9 1

556
siverseKandKatypicalKmanifestationsKofK KfeverKinKaKmetropolitanKcityKhospitaliKtmergingKroleKofK
nextXgenerationKsequencingKforKlaboratoryKdiagnosisKofKroxiellaKburnetiiYYKPLoSaNeglectedaTropicala
DiseasesWK2022WK]eWKe[[][bec

4.8 0

555 ListeriosisKinKaKMetropolitanKwospitaliKxsKüargetedKüherapyKaKRiskKuactorKforKxnfectionnYKFrontiersaina
MedicineWK2022WKhWKggg[bg 4.9 0

554 ötreptococcusKspYKnovYKxnfectionKpssociatedKwithKvuineaK–igsYYKMicrobiologyaSpectrumWK2022WKe[[[]caa 8.9 1

553 öuperiorityKofKaK“ovelKMp]pKpntigenKsetectionKtnzymeKxmmunoassayKromparedKtoKötandardK
qprütrKqloodKrultureKinKtheKsiagnosisKofKüalaromycosisYKClinicalaInfectiousaDiseasesWK2021WKfbWKebb[Xebbe11.6 12

552 uatalK–neumoniaKpssociatedKWithKaK“ovelKvenotypeKofKwumanKroronavirusK”rcbYYKFrontiersaina
MicrobiologyWK2021WK]aWKfhdcch 5.7 1

551 xnterspeciesKyumpingKofKqatKroronavirusesYKVirusesWK2021WK]bWK 6.2 4

550 “LR–bKxnflammasomeKrontributesKtoKwostKsefenseKpgainstKxnfectionYYKFrontiersainaImmunologyWK
2021WK]aWKfe[[hd 8.4 1

549 susceptibilityKofKceftolozaneZtazobactamKagainstKtyphoidalWKnonXtyphoidalKandKextendedKspectrumK
˛†XlactamaseXproducingYKAntimicrobialaAgentsaandaChemotherapyWK2021WKppr[]aaca] 5.9

548 öolubleKprtaXmediatedKcellKentryKofKöpRöXroγXaKviaKinteractionKwithKproteinsKrelatedKtoKtheK
reninXangiotensinKsystemYKCellWK2021WK]gcWKaa]aXaaagYe]a 56.2 94

547 öubstantialKdeclineKinKinvasiveKpneumococcalKdiseaseKSx–sTKduringKr”γxsX]hKpandemicKinKwongK
zongYKClinicalaInfectiousaDiseasesWK2021WK 11.6 5

546 pKöensitiveKandKöpecificKrompetitiveKtnzymeXLinkedKxmmunosorbentKpssayKforKöerodiagnosisKofK
r”γxsX]hKinKpnimalsYKMicroorganismsWK2021WKhWK 4.9 1

545 pKtransferrableKandKintegrativeKtypeKxXuKrascadeKforKheterologousKgenomeKeditingKandKtranscriptionK
modulationYKNucleicaAcidsaResearchWK2021WKchWKehc 20.1 6

544 xsolationKofKMtRöXrelatedKcoronavirusKfromKlesserKbambooKbatsKthatKusesKs––cKandKinfectsK
humanXs––cXtransgenicKmiceYKNatureaCommunicationsWK2021WK]aWKa]e 17.4 6

543 wepaticKphaeohyphomycosisKdueKtoKaKnovelKdematiaceousKfungusWKspYKnovYWKandKimportanceKofK
antifungalKsusceptibilityKtestingYKEmergingaMicrobesaandaInfectionsWK2021WK][WKg]Xhe 18.9 2

542 MolecularKtvolutionKofKwumanKroronavirusKaahtKinKwongKzongKandKaKuatalKr”γxsX]hKraseKxnvolvingK
roinfectionKwithKaK“ovelKwumanKroronavirusKaahtKvenogroupYKMSphereWK2021WKeWK 5 6
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541 wighK–revalenceKandKMechanismKpssociatedKWithKtxtendedKöpectrumKqetaXLactamaseX–ositiveK
–henotypeKinYKFrontiersainaMicrobiologyWK2021WK]aWKe]gghc 5.7 1

540
vlobalKguidelineKforKtheKdiagnosisKandKmanagementKofKrareKmouldKinfectionsiKanKinitiativeKofKtheK
turopeanKronfederationKofKMedicalKMycologyKinKcooperationKwithKtheKxnternationalKöocietyKforK
wumanKandKpnimalKMycologyKandKtheKpmericanKöocietyKforKMicrobiologyYKLancetaInfectiousaDiseasesma
TheWK2021WKa]WKeaceXeadf

25.5 40

539 RapidKvenomicKsiagnosisKofKuungalKxnfectionsKinKtheKpgeKofK“extXvenerationKöequencingYKJournalaofa
FungiaiBaselmaSwitzerlandjWK2021WKfWK 5.6 10

538 γeterinaryKtxperiencesKcanKxnformK”neKwealthKötrategiesKforKpnimalKroronavirusesYKEcoHealthWK
2021WK]gWKb[]Xb]c 3.1 0

537
MolecularKdiversityKandKevolutionKofKbatKgroupKrKbetacoronavirusesiKoriginKofKtheKnovelKhumanK
groupKrKbetacoronavirusKSabridgedKsecondaryKpublicationTYKHongaKongaMedicalaJournalWK2021WKafK
öupplKaWKabXaf

0.7

536
üheKlimitedKvalueKofKtriageKvitalKsignsKinKpredictingKinfluenzaKinfectionKinKchildrenKagedKdKyearsKandK
underKinKtheKemergencyKdepartmentiKpKsingleXcenterKretrospectiveKcrossXsectionalKstudyYKMedicinea
iUnitedaStatesjWK2021WK][[WKeaff[f

1.8

535
roXcirculationKofKaK“ovelKsromedaryKramelK–arainfluenzaKγirusKbKandKMiddleKtastKRespiratoryK
öyndromeKroronavirusKinKaKsromedaryKwerdKWithKRespiratoryKüractKxnfectionsYYKFrontiersaina
MicrobiologyWK2021WK]aWKfbhffh

5.7 1

534 sevelopmentKofKaKsensitiveKcompetitiveKenzymeXlinkedKimmunosorbentKassayKforKserodiagnosisKofK
qurkholderiaKmalleiWKaKüierK]KselectKagentYYKPLoSaNeglectedaTropicalaDiseasesWK2021WK]dWKe[[][[[f 4.8 1

533 uirstKReportKofKüsukamurellaKconjunctivitidisKrp–sXrelatedK–eritonitisYKInfectiousaMicrobesaga
DiseasesWK2020WKaWK]a]X]ab 1.3

532 setectionKofKinKüwoKxndoX–acificKuinlessK–orpoisesKSTKötrandedKinKwongKzongYKJournalaofaWildlifea
DiseasesWK2020WKdeWKehgXf[] 1.3 1

531 –ossibleKqatK”riginKofKöevereKpcuteKRespiratoryKöyndromeKroronavirusKaYKEmergingaInfectiousa
DiseasesWK2020WKaeWK]dcaX]dcf 10.2 164

530 tmergenceKofKasKaKrauseKofKβrinaryKüractKxnfectioniKResultsKofKtheKRoutineKβseKofKMpLsxXü”uKMöYK
MicroorganismsWK2020WKgWK 4.9 4

529 uungalKinfectionKrisksKassociatedKwithKtheKuseKofKcytokineKantagonistsKandKimmuneKcheckpointK
inhibitorsYKExperimentalaBiologyaandaMedicineWK2020WKacdWK]][cX]]]c 3.7 5

528 RecommendationsKforKtheKnomenclatureKofKenterovirusesKandKrhinovirusesYKArchivesaofaVirologyWK
2020WK]edWKfhbXfhf 2.6 37

527 MiddleKtastKRespiratoryKöyndromeKroronavirusKpntibodiesKinKqactrianKandKwybridKramelsKfromK
subaiYKMSphereWK2020WKdWK 5 13

526 öexKqiasKinKöampleKrollectionsKuromKqatsWKtheKrulpritKofKöpRöKroronavirusWKöpRöXroronavirusXaWKandK
”therKtmergingKγirusesYKInfectiousaMicrobesagaDiseasesWK2020WKaWK]fbX]fc 1.3

525
spYKnovYWKspYKnovYKandKspYKnovYWKisolatedKfromKpatientsKwithKbacteraemiaWKconjunctivitisKandK
respiratoryKinfectionKinKwongKzongYKInternationalaJournalaofaSystematicaandaEvolutionarya
MicrobiologyWK2020WKf[WKhhdX][[e

2.2 6

524 öuccessfulKtreatmentKofKplantarKwartsKusingKtopicalKZijindingWKaKtraditionalKrhineseKmedicineK
preparationiKpKcaseKseriesYKJournalaofaCosmeticaDermatologyWK2020WK]hWKhceXhd[ 2.5 1

(2020-2021)
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523 öevereKunderlyingKliverKdiseasesKandKhighKmortalityKassociatedKwithKLaribacterKhongkongensisK
bacteremiaYKDiagnosticaMicrobiologyaandaInfectiousaDiseaseWK2020WKheWK]]chcg 2.9 2

522 ”uterKmembraneKproteinKpKS”mppTKisKaKpotentialKvirulenceKfactorKofKγibrioKalginolyticusKstrainsK
isolatedKfromKdiseasedKfishYKJournalaofaFishaDiseasesWK2020WKcbWKafdXagc 2.6 9

521 sifferentialKüropismKofKöpRöXroγKandKöpRöXroγXaKinKqatKrellsYKEmergingaInfectiousaDiseasesWK2020WK
aeWKahe]Xahed 10.2 14

520 pKRapidWKöimpleWKxnexpensiveWKandKMobileKrolorimetricKpssayKr”γxsX]hXLpM–KforKMassK”nXöiteK
öcreeningKofKr”γxsX]hYKInternationalaJournalaofaMolecularaSciencesWK2020WKa]WK 6.3 48

519 RareZcrypticKpspergillusKspeciesKinfectionsKandKimportanceKofKantifungalKsusceptibilityKtestingYK
MycosesWK2020WKebWK]agbX]ahg 5.2 2

518 wepatitisKtKvirusKinfectionKandKitsKassociatedKadverseKfetoXmaternalKoutcomesKamongKpregnantK
womenKinK inhuangdaoWKrhinaYKJournalaofaMaternalnFetalaandaNeonatalaMedicineWK2020WKbbWKbecfXbed] 2 10

517 pntigenKraptureKtnzymeXLinkedKxmmunosorbentKpssayKforKsetectingKMiddleKtastKRespiratoryK
öyndromeKroronavirusKinKwumansYKMethodsainaMolecularaBiologyWK2020WKa[hhWKghXhf 1.4 8

516 pK“ovelKtnzooticK“asalKüumorKγirusKrirculatingKinKvoatsKfromKöouthernKrhinaYKVirusesWK2019WK]]WK 6.2 3

515 uirstKxsolationKandKRapidKxdentificationKofK“ewcastleKsiseaseKγirusKfromKpbortedKuetusKofK
sromedaryKramelKβsingK“extXvenerationKöequencingYKVirusesWK2019WK]]WK 6.2 3

514 MalateXsependentKrarbonKβtilizationKtnhancesKrentralKMetabolismKandKrontributesKtoKqiologicalK
uitnessKofKviaKrR–KRegulationYKFrontiersainaMicrobiologyWK2019WK][WK]hh] 5.7 1

513
siversityKofKsromedaryKramelKroronavirusKwzβabKinKpfricanKramelsKRevealedKMultipleK
RecombinationKtventsKamongKrloselyKRelatedKqetacoronavirusesKofKtheKöubgenusKtmbecovirusYK
JournalaofaVirologyWK2019WKhbWK

6.6 16

512 üransmissionKofKaK“ovelKvenotypeKofKwepatitisKtKγirusKfromKqactrianKramelsKtoKrynomolgusK
MacaquesYKJournalaofaVirologyWK2019WKhbWK 6.6 42

511
βncoupledK uorumKöensingKModulatesKtheKxnterplayKofKγirulenceKandKResistanceKinKaK
MultidrugXResistantKrlinicalKxsolateKqelongingKtoKtheKMLöüdd[KrlonalKromplexYKAntimicrobiala
AgentsaandaChemotherapyWK2019WKebWK

5.9 10

510 –itfallsKinKbigKdataKanalysisiKnextXgenerationKtechnologiesWKlastXgenerationKdataYKDiagnostica
MicrobiologyaandaInfectiousaDiseaseWK2019WKhcWKa[hXa][ 2.9

509 Mp]K–roteinWKaK“ovelKγirulenceKuactorWKrarriesKüwoKprachidonicKpcidXqindingKsomainsKüoKöuppressK
xnflammatoryKResponsesKinKwostsYKInfectionaandaImmunityWK2019WKgfWK 3.7 2

508 “ovelKqatKplphacoronavirusesKinKöouthernKrhinaKöupportKrhineseKworseshoeKqatsKasKanKxmportantK
ReservoirKforK–otentialK“ovelKroronavirusesYKVirusesWK2019WK]]WK 6.2 6

507 sevelopmentKofKaK–hageKsisplayK–anningKötrategyKβtilizingKrrudeKpntigensiKxsolationKofKMtRöXroγK
“ucleoproteinKhumanKantibodiesYKScientificaReportsWK2019WKhWKe[gg 4.9 17

506 MolecularKepidemiologyWKevolutionKandKphylogenyKofKöpRöKcoronavirusYKInfectionmaGeneticsaanda
EvolutionWK2019WKf]WKa]Xb[ 4.5 155
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505
siversityKofKphenotypicallyKnonXdermatophyteWKnonXpspergillusKfilamentousKfungiKcausingKnailK
infectionsiKimportanceKofKaccurateKidentificationKandKantifungalKsusceptibilityKtestingYKEmerginga
MicrobesaandaInfectionsWK2019WKgWKdb]Xdc]

18.9 6

504 sonorXserivedKvenotypeKcKwepatitisKtKγirusKxnfectionWKwongKzongWKrhinaWKa[]gYKEmergingaInfectiousa
DiseasesWK2019WKadWKcadXcbb 10.2 18

503
pKöurveyKofKRecentKpdenoviralKRespiratoryK–athogensKinKwongKzongKRevealsKtmergentKandK
RecombinantKwumanKpdenovirusKüypeKcKSwpdγXtcTKrirculatingKinKrivilianK–opulationsYKVirusesWK2019WK
]]WK

6.2 20

502 MolecularKcharacterisationKofKemergingKpathogensKofKunexplainedKinfectiousKdiseaseKsyndromesYK
ExpertaReviewaofaMolecularaDiagnosticsWK2019WK]hWKgbhXgcg 3.8

501 “ovelK–icobirnavirusesKinKRespiratoryKandKplimentaryKüractsKofKrattleKandKMonkeysKwithKLargeK
xntraXKandKxnterXwostKsiversityYKVirusesWK2019WK]]WK 6.2 13

500
öafetyKandKimmuneKresponseKofKaKliveXattenuatedKherpesKzosterKvaccineKinKpatientsKwithKsystemicK
lupusKerythematosusiKaKrandomisedKplaceboXcontrolledKtrialYKAnnalsaofatheaRheumaticaDiseasesWK2019
WKfgWK]eebX]eeg

2.4 9

499 “ativeKrRxö–RXrasXMediatedKvenomeKtditingKtnablesKsissectingKandKöensitizingKrlinicalK
MultidrugXResistantK–Y´ aeruginosaYKCellaReportsWK2019WKahWK]f[fX]f]fYeb 10.6 24

498 xdentificationKofKaK“ovelKqetacoronavirusKSTKinKpmurKwedgehogsKfromKrhinaYKVirusesWK2019WK]]WK 6.2 28

497 MiddleKtastKrespiratoryKsyndromeiKmakingKtheKcaseKforKsurveillanceKofKtransboundaryKcoronavirusesK
inKtheKMiddleKtastYKOIEaRevueaScientifiqueaEtaTechniqueWK2019WKbgWKe]Xeh 2.5 5

496 öevereKöepsisKrausedKbyKListeriaKmonocytogenesKinKpK–atientKvivenKMonoclonalKpntibodiesKpgainstK
rsbgKandK–roteosomeKxnhibitorYKInfectiousaMicrobesagaDiseasesWK2019WK]WKb[Xb] 1.3 3

495 vlobalKtpidemiologyKofKqatKroronavirusesYKVirusesWK2019WK]]WK 6.2 175

494 xnfluenzaKpSw]“]Tpdm[hKγirusKxnfectionKinKaKraptiveKviantK–andaWKwongKzongYKEmergingaInfectiousa
DiseasesWK2019WKadWKab[bXab[e 10.2 5

493 üheKepidemiologyKofKnonXrandidaKyeastKisolatedKfromKbloodiKüheKpsiaKöurveillanceKötudyYKMycosesWK
2019WKeaWK]]aX]a[ 5.2 16

492 rlinicalKcharacteristicsWKrapidKidentificationWKmolecularKepidemiologyKandKantifungalKsusceptibilitiesK
ofKüalaromycesKmarneffeiKinfectionsKinKöhenzhenWKrhinaYKMycosesWK2019WKeaWKcd[Xcdf 5.2 1

491 satabaseKestablishmentKforKtheKsecondaryKfungalKs“pKbarcodeKSTYKGenomeWK2019WKeaWK]e[X]eh 2.4 17

490 uirstKcaseKreportKofKfatalK“ocardiaKnovaKinfectionKinKyellowXbibbedKloryKSLoriusKchlorocercusTK
identifiedKbyKmultilocusKsequencingYKBMCaVeterinaryaResearchWK2019WK]dWKc 2.7 2

489 xnKvitroKsusceptibilityKofKöalmonellaKentericaKserovarKüyphiKtoKceftolozaneZtazobactamYKJournalaofa
AntimicrobialaChemotherapyWK2019WKfcWKdagXdb[ 5.1 1

488 tvaluationKofKserologicalKresponsesKinKhorsesKchallengedKwithKqurkholderiaKpseudomalleiKusingK
currentKdiagnosticKtestsKforKglandersYKVeterinariaaItalianaWK2019WKddWKae]Xaef 1 1

(2019-2019)
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487 öusceptibilityKofKreftolozaneXüazobactamKagainstKqurkholderiaKpseudomalleiYKAntimicrobialaAgentsa
andaChemotherapyWK2018WKeaWK 5.9 5

486 RapidKdetectionKofKMtRöKcoronavirusXlikeKvirusesKinKbatsiKpote]ntialKforKtrackingKMtRöKcoronavirusK
transmissionKandKanimalKoriginYKEmergingaMicrobesaandaInfectionsWK2018WKfWK]g 18.9 19

485 öerodiagnosisKofKaspergillosisKinKfalconsKSualcoKsppYTKbyKanKpfmp]pXbasedKenzymeXlinkedK
immunosorbentKassayYKMycosesWK2018WKe]WKe[[Xe[h 5.2 4

484 uatalKüalaromycesKmarneffeiKxnfectionKinKaK–atientKwithKputoimmuneKwepatitisYKMycopathologiaWK
2018WK]gbWKe]dXe]g 2.9 4

483 qismuthKantimicrobialKdrugsKserveKasKbroadXspectrumKmetalloX˛†XlactamaseKinhibitorsYKNaturea
CommunicationsWK2018WKhWKcbh 17.4 107

482
ReceptorKβsageKofKaK“ovelKqatKLineageKrKqetacoronavirusKRevealsKtvolutionKofKMiddleKtastK
RespiratoryKöyndromeXRelatedKroronavirusKöpikeK–roteinsKforKwumanKsipeptidylK–eptidaseKcK
qindingYKJournalaofaInfectiousaDiseasesWK2018WKa]gWK]hfXa[f

7 59

481 YeastKidentificationKbyKsequencingWKbiochemicalKkitsWKMpLsxXü”uKMöKandKrepX–rRKs“pK
fingerprintingYKMedicalaMycologyWK2018WKdeWKg]eXgaf 3.9 15

480 Mp]pKhomologuesKasKvirulenceKfactorsKinKpspergillusKfumigatusYKMedicalaMycologyWK2018WKdeWKbd[Xbe[ 3.9 4

479 üaxonomyKandKevolutionKofKWKandKinKtheKomicsKeraKXK–astWKpresentKandKfutureYKComputationalaanda
StructuralaBiotechnologyaJournalWK2018WK]eWK]hfXa][ 6.8 31

478 venotypeKcKhepatitisKtKvirusKisKaKcauseKofKchronicKhepatitisKinKrenalKtransplantKrecipientsKinKwongK
zongYKJournalaofaViralaHepatitisWK2018WKadWKa[hXa]b 3.4 22

477 MutationKLandscapeKofKqaseKöubstitutionsWKsuplicationsWKandKseletionsKinKtheKRepresentativeK
rurrentKrholeraK–andemicKötrainYKGenomeaBiologyaandaEvolutionWK2018WK][WKa[faXa[gd 3.9 4

476 sifferentialKMicrobialKrommunitiesKofK”mnivorousKandKwerbivorousKrattleKinKöouthernKrhinaYK
ComputationalaandaStructuralaBiotechnologyaJournalWK2018WK]eWKdcXe[ 6.8 18

475 MpLsxXü”uKMöKforKidentificationKofKüsukamurellaKspeciesiKüsukamurellaKtyrosinosolvensKasKtheK
predominantKspeciesKassociatedKwithKocularKinfectionsYKEmergingaMicrobesaandaInfectionsWK2018WKfWKg[ 18.9 13

474 “ovelK–artitivirusKtnhancesKγirulenceKofKandKrausesKpberrantKveneKtxpressionKinKüalaromycesK
marneffeiYKMBioWK2018WKhWK 7.8 28

473 MetagenomicKanalysisKofKöichuanKtakinKfecalKsampleKviromesKrevealsKnovelKenterovirusKandK
astrovirusYKVirologyWK2018WKda]WKffXh] 3.6 13

472 wumanKtryptophanylXtR“pKsynthetaseKisKanKxu“X˛‡XinducibleKentryKfactorKforKtnterovirusYKJournalaofa
ClinicalaInvestigationWK2018WK]agWKd]ebXd]ff 15.9 26

471 MetallochaperoneKβrevKservesKasKaKnewKtargetKforKdesignKofKureaseKinhibitoriKpKnovelKstrategyKforK
developmentKofKantimicrobialsYKPLoSaBiologyWK2018WK]eWKea[[bggf 9.7 20

470
üsukamurellaKocularisKspYKnovYKandKüsukamurellaKhominisKspYKnovYWKisolatedKfromKpatientsKwithK
conjunctivitisKinKwongKzongYKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyWK2018WK
egWKg][Xg]g

2.2 8
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469
xgnatzschineriaKcameliKspYKnovYWKisolatedKfromKnecroticKfootKtissueKofKdromedariesKSramelusK
dromedariusTKandKassociatedKmaggotsKSWohlfahrtiaKspeciesTKinKsubaiYKInternationalaJournalaofa
SystematicaandaEvolutionaryaMicrobiologyWK2018WKegWKbeafXbebc

2.2 6

468 üwoKnovelKnorovirusesKandKaKnovelKnorovirusKgenogroupKinKraliforniaKseaKlionsYKJournalaofaGenerala
VirologyWK2018WKhhWKfffXfga 4.9 6

467 tvaluationKofKantiviralKefficacyKofKrhineseKtraditionalKmedicineKqabaoKsanKinKrabbitsKinfectedKwithK
hepatitisKtKvirusYKJournalaofaGeneralaVirologyWK2018WKhhWK][beX][cb 4.9 9

466 qacterialKxdentificationKqasedKonKβniversalKveneKpmplificationKandKöequencingK2018WK]Xah

465 RatKwepatitisKtKγirusKasKrauseKofK–ersistentKwepatitisKafterKLiverKüransplantYKEmergingaInfectiousa
DiseasesWK2018WKacWKaac]Xaad[ 10.2 106

464
tmergenceKofKrytomegalovirusKMononucleosisKöyndromeKpmongKYoungKpdultsKinKwongKzongK
LinkedKtoKuallingKöeroprevalenceiKResultsKofKaK]cXYearKöeroepidemiologicalKötudyYKOpenaForuma
InfectiousaDiseasesWK2018WKdWKofyaea

1 3

463 ReplicationKofKMtRöKandKöpRöKcoronavirusesKinKbatKcellsKoffersKinsightsKtoKtheirKancestralKoriginsYK
EmergingaMicrobesaandaInfectionsWK2018WKfWKa[h 18.9 22

462 rlinicalKMassKöpectrometryKinKtheKqioinformaticsKtraiKpKwitchhikerRsKvuideYKComputationalaanda
StructuralaBiotechnologyaJournalWK2018WK]eWKb]eXbbc 6.8 14

461
MolecularKepidemiologyKofKcoxsackievirusKpeKcirculatingKinKwongKzongKrevealsKcommonK
neurologicalKmanifestationsKandKemergenceKofKnovelKrecombinantKgroupsYKJournalaofaClinicala
VirologyWK2018WK][gWKcbXch

14.5 7

460
siscoveryKandKöequenceKpnalysisKofKuourKseltacoronavirusesKfromKqirdsKinKtheKMiddleKtastKRevealK
xnterspeciesKyumpingKwithKRecombinationKasKaK–otentialKMechanismKforKpvianXtoXpvianKandK
pvianXtoXMammalianKüransmissionYKJournalaofaVirologyWK2018WKhaWK

6.6 43

459 üalaromycesKmarneffeiKMp]pKxsKaKγirulenceKuactorKthatKqindsKandKöequestersKaKzeyK
–roinflammatoryKLipidKtoKsampenKwostKxnnateKxmmuneKResponseYKCellaChemicalaBiologyWK2017WKacWK]gaX]hc8.2 12

458 xdentificationKandKgenomicKcharacterizationKofKaKnovelKratKbocavirusKfromKbrownKratsKinKrhinaYK
InfectionmaGeneticsaandaEvolutionWK2017WKcfWKegXfe 4.5 18

457 MiddleKtastKrespiratoryKsyndromeKSMtRöTKcoronavirusKandKdromedariesYKVeterinaryaJournalWK2017WK
aa[WKfdXfh 2.5 24

456 üheKroleKofKlaboratoryKdiagnosticsKinKemergingKviralKinfectionsiKtheKexampleKofKtheKMiddleKtastK
respiratoryKsyndromeKepidemicYKJournalaofaMicrobiologyWK2017WKddWK]faX]ga 3 22

455
pnacondaKparamyxovirusKinfectionKinKanKadultKgreenKanacondaKafterKprolongedKincubationiK
–athologicalKcharacterizationKandKwholeKgenomeKsequenceKanalysisYKInfectionmaGeneticsaanda
EvolutionWK2017WKd]WKabhXacc

4.5 1

454 ReplyKtoK–erezKdelKMolinoKqernalKandKpgˆ…eroKqalbinWKMKxsKaKβsefulKüargetKforKxdentificationKofK
üsukamurellaKpulmonisMYKJournalaofaClinicalaMicrobiologyWK2017WKddWK]dhaX]dhc 9.7 2

453 MultilocusKöequenceKpnalysisKofK–hylogroupK]KandKaK”ralKüreponemeKötrainsYKAppliedaanda
EnvironmentalaMicrobiologyWK2017WKgbWK 4.8 6

452 roronavirusKwzβ]dKinKrespiratoryKtractKofKpigsKandKfirstKdiscoveryKofKcoronavirusKquasispeciesKinK
dRXuntranslatedKregionYKEmergingaMicrobesaandaInfectionsWK2017WKeWKedb 18.9 23

(2017-2018)
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451 üheKgrotLKveneKxsKaK–romisingKüargetKforKöpeciesXLevelKxdentificationKofKüsukamurellaYKJournalaofa
ClinicalaMicrobiologyWK2017WKddWKechXedb 9.7 11

450 LaribacterKhongkongensisKanaerobicKadaptationKmediatedKbyKarginineKmetabolismKisKcontrolledKbyK
theKcooperationKofKu“RKandKprgRYKEnvironmentalaMicrobiologyWK2017WK]hWK]aeeX]ag[ 5.2 14

449
pctivityKofK–osaconazoleKagainstKüalaromycesKmarneffeiKbyKqrothKMicrodilutionKandKttestKMethodsK
andKromparisonKtoKxtraconazoleWKγoriconazoleWKandKpnidulafunginYKAntimicrobialaAgentsaanda
ChemotherapyWK2017WKe]WK

5.9 10

448 romparativeKmitogenomicKandKphylogeneticKcharacterizationKonKtheKcompleteKmitogenomesKofKSTYK
MitochondrialaDNAaPartaB:aResourcesWK2017WK]WKhc]Xhca 0.5 2

447 MolecularKidentificationKofKcestodesKandKnematodesKbyKcox]KgeneKrealXtimeK–rRKandKsequencingYK
DiagnosticaMicrobiologyaandaInfectiousaDiseaseWK2017WKghWK]gdX]h[ 2.9 12

446 uailureKofKphylogenyKinferredKfromKmultilocusKsequenceKtypingKtoKrepresentKbacterialKphylogenyYK
ScientificaReportsWK2017WKfWKcdbe 4.9 21

445 xdentificationKandKanalysisKofKgenomicKislandsKinKqurkholderiaKcenocepaciaKpβK][dcKwithKemphasisK
onKpathogenicityKislandsYKBMCaMicrobiologyWK2017WK]fWKfb 4.5 6

444 rlinicalKcharacteristicsKandKmolecularKepidemiologyKofKhepatitisKtKinKöhenzhenWKrhinaiKaKshiftKtowardK
foodborneKtransmissionKofKhepatitisKtKvirusKinfectionYKEmergingaMicrobesaandaInfectionsWK2017WKeWKe]]d 18.9 22

443 üalaromycesKmarneffeiKvenomicWKüranscriptomicWK–roteomicKandKMetabolomicKötudiesKRevealK
MechanismsKforKtnvironmentalKpdaptationsKandKγirulenceYKToxinsWK2017WKhWK 4.9 9

442 MolecularKtvolutionKofKMtRöKroronavirusiKsromedariesKasKaKRecentKxntermediateKwostKorK
LongXüimeKpnimalKReservoirnYKInternationalaJournalaofaMolecularaSciencesWK2017WK]gWK 6.3 31

441 wepatitisKtKγirusKvenotypesKandKtvolutioniKtmergenceKofKramelKwepatitisKtKγariantsYKInternationala
JournalaofaMolecularaSciencesWK2017WK]gWK 6.3 126

440
uirstKReportKofKaKuatalKraseKpssociatedKwithKtγXsegKxnfectionKinKwongKzongKandKtmergenceKofKanK
xntercladeKRecombinantKinKrhinaKRevealedKbyKvenomeKpnalysisYKInternationalaJournalaofaMoleculara
SciencesWK2017WK]gWK

6.3 23

439 üowardKaKMetagenomicKβnderstandingKonKtheKqacterialKrompositionKandKResistomeKinKwongKzongK
qanknotesYKFrontiersainaMicrobiologyWK2017WKgWKeba 5.7 11

438 –acqioKqutK“otKxlluminaKüechnologyKranKpchieveKuastWKpccurateKandKrompleteKrlosureKofKtheKwighK
vrWKromplexKüwoXrhromosomeKvenomeYKFrontiersainaMicrobiologyWK2017WKgWK]ccg 5.7 29

437 üranscriptomicKpnalysisKofKLaribacterKhongkongensisKRevealsKpdaptiveKResponseKroupledKwithK
üemperatureYKPLoSaONEWK2017WK]aWKe[]ehhhg 3.7 5

436 wighKprevalenceKofKfourKnovelKastrovirusKgenotypeKspeciesKidentifiedKfromKrodentsKinKrhinaYKJournala
ofaGeneralaVirologyWK2017WKhgWK][[cX][]d 4.9 15

435 üwoKnovelKdromedaryKcamelKbocaparvovirusesKfromKdromedariesKinKtheKMiddleKtastKwithKuniqueK
genomicKfeaturesYKJournalaofaGeneralaVirologyWK2017WKhgWK]bchX]bdh 4.9 11

434 qatsKhostKdiverseKparvovirusesKasKpossibleKoriginKofKmammalianKdependoparvovirusesKandKsourceK
forKbatXswineKinterspeciesKtransmissionYKJournalaofaGeneralaVirologyWK2017WKhgWKb[ceXb[dh 4.9 12
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433 RoleKofKtheKüalaromycesKmarneffeiKS–enicilliumKmarneffeiTKsakpKgeneKinKnitrosativeKstressKresponseWK
conidiationKandKredKpigmentKproductionYKFEMSaMicrobiologyaLettersWK2017WKbecWK 2.9 5

432 tnterovirusKsegKxnfectionsKpssociatedKwithKöevereKRespiratoryKxllnessKinKtlderlyK–atientsKandK
tmergenceKofKaK“ovelKrladeKinKwongKzongYKScientificaReportsWK2016WKeWKad]cf 4.9 25

431 MtRöKcoronavirusKinducesKapoptosisKinKkidneyKandKlungKbyKupregulatingKömadfKandKuvuaYKNaturea
MicrobiologyWK2016WK]WK]e[[c 26.6 112

430 üheKubiquitinKligaseKüRxMafKfunctionsKasKaKhostKrestrictionKfactorKantagonizedKbyKMycobacteriumK
tuberculosisK–tppKduringKmycobacterialKinfectionYKScientificaReportsWK2016WKeWKbcgaf 4.9 25

429 wumanKoropharynxKasKnaturalKreservoirKofKötreptobacillusKhongkongensisYKScientificaReportsWK2016WK
eWKacc]h 4.9 10

428
wumanKwf“hKvirusKinducesKaKmoreKpronouncedKproXinflammatoryKcytokineKbutKanKattenuatedK
interferonKresponseKinKhumanKbronchialKepithelialKcellsKwhenKcomparedKwithKanK
epidemiologicallyXlinkedKchickenKwf“hKvirusYKVirologyaJournalWK2016WK]bWKca

6.1 14

427 pKsixXyearKdescriptiveKepidemiologicalKstudyKofKhumanKcoronavirusKinfectionsKinKhospitalizedK
patientsKinKwongKzongYKVirologicaaSinicaWK2016WKb]WKc]Xg 6.4 19

426 uirstKgenomeKsequencesKofKbuffaloKcoronavirusKfromKwaterKbuffaloesKinKqangladeshYKNewaMicrobesa
andaNewaInfectionsWK2016WK]]WKdcXe 4.1 9

425 MatrixXassistedKlaserKdesorptionKionizationKtimeXofXflightKmassKspectrometryKforKrapidKidentificationK
ofKmoldKandKyeastKculturesKofK–enicilliumKmarneffeiYKBMCaMicrobiologyWK2016WK]eWKbe 4.5 25

424 uirstKisolationKofKWestK“ileKvirusKfromKaKdromedaryKcamelYKEmergingaMicrobesaandaInfectionsWK2016WKdWKedb18.9 17

423
romparativeKgenomicKanalysisKofKpreXepidemicKandKepidemicKZikaKvirusKstrainsKforKvirologicalK
factorsKpotentiallyKassociatedKwithKtheKrapidlyKexpandingKepidemicYKEmergingaMicrobesaanda
InfectionsWK2016WKdWKeaa

18.9 136

422 öcreeningKandKtreatmentKofKlatentKtuberculosisKinfectionKamongKwxγXinfectedKpatientsKinK
resourceXrichKsettingsYKExpertaReviewaofaAntinInfectiveaTherapyWK2016WK]cWKcghXd[[ 5.5 3

421 üalaromycesKS–enicilliumTKmarneffeiKinfectionKinKnonXwxγXinfectedKpatientsYKEmergingaMicrobesaanda
InfectionsWK2016WKdWKe]h 18.9 132

420 pKsiagnosticK–itfalliKöalmonellaKöplenicKxnfarctionKinKwereditaryKöpherocytosisYKAmericanaJournalaofa
MedicineWK2016WK]ahWKcaXb 2.4 1

419
veneticKdiversityKofKpspergillusKspeciesKisolatedKfromKonychomycosisKandKpspergillusK
hongkongensisKspYKnovYWKwithKimplicationsKtoKantifungalKsusceptibilityKtestingYKDiagnostica
MicrobiologyaandaInfectiousaDiseaseWK2016WKgcWK]adXbc

2.9 29

418
wighKrecurrenceKrateKsupportsKneedKforKsecondaryKprophylaxisKinKnonXwxγKpatientsKwithK
disseminatedKmycobacteriumKaviumKcomplexKinfectioniKaKmultiXcenterKobservationalKstudyYKBMCa
InfectiousaDiseasesWK2016WK]eWKfc

4 4

417 Mp]pKxsKaKγirulenceKuactorKinKüalaromycesKS–enicilliumTKmarneffeiYKPLoSaNeglectedaTropicalaDiseasesWK
2016WK][WKe[[[ch[f 4.8 21

416 venomicsKandKzoonoticKinfectionsiKMiddleKtastKrespiratoryKsyndromeYKOIEaRevueaScientifiqueaEta
TechniqueWK2016WKbdWK]h]Xa[a 2.5 8

(2016-2017)
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415
üsukamurellaKhongkongensisKspYKnovYKandKüsukamurellaKsinensisKspYKnovYWKisolatedKfromKpatientsK
withKkeratitisWKcatheterXrelatedKbacteraemiaKandKconjunctivitisYKInternationalaJournalaofaSystematica
andaEvolutionaryaMicrobiologyWK2016WKeeWKbh]Xbhf

2.2 18

414 üsukamurellaKserpentisKspYKnovYWKisolatedKfromKtheKoralKcavityKofKrhineseKcobrasKS“ajaKatraTYK
InternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyWK2016WKeeWKbbahXbbbe 2.2 9

413 vordoniaKhongkongensisKspYKnovYWKisolatedKfromKbloodKcultureKandKperitonealKdialysisKeffluentKofK
patientsKinKwongKzongYKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyWK2016WKeeWKbhcaXbhd[2.2 11

412 xdentificationKandKinterspeciesKtransmissionKofKaKnovelKbocaparvovirusKamongKdifferentKbatKspeciesK
inKrhinaYKJournalaofaGeneralaVirologyWK2016WKhfWKbbcdXbbdg 4.9 11

411 “ewKwepatitisKtKγirusKvenotypeKinKqactrianKramelsWKXinjiangWKrhinaWKa[]bYKEmergingaInfectiousa
DiseasesWK2016WKaaWKaa]hXaaa] 10.2 116

410 prginineKMetabolismKinKqacterialK–athogenesisKandKrancerKüherapyYKInternationalaJournalaofa
MolecularaSciencesWK2016WK]fWKbeb 6.3 52

409 –hylogenomicKpnalysesKandKReclassificationKofKöpeciesKwithinKtheKvenusKüsukamurellaiKxnsightsKtoK
öpeciesKsefinitionKinKtheK–ostXgenomicKtraYKFrontiersainaMicrobiologyWK2016WKfWK]]bf 5.7 21

408 wighKsiversityKofKvenogroupKxK–icobirnavirusesKinKMammalsYKFrontiersainaMicrobiologyWK2016WKfWK]gge 5.7 19

407 MetabolomicK–rofilingKofK–lasmaKfromKMelioidosisK–atientsKβsingKβw–LrX ü”uKMöKRevealsK“ovelK
qiomarkersKforKsiagnosisYKInternationalaJournalaofaMolecularaSciencesWK2016WK]fWKb[f 6.3 11

406
xsolationKandKrharacterizationKofKsromedaryKramelKroronavirusKβptXwzβabKfromKsromedariesKofK
theKMiddleKtastiKMinimalKöerologicalKrrossXReactivityKbetweenKMtRöKroronavirusKandKsromedaryK
ramelKroronavirusKβptXwzβabYKInternationalaJournalaofaMolecularaSciencesWK2016WK]fWK

6.3 17

405 xdentificationKofK“ovelKRosavirusKöpeciesKühatKxnfectsKsiverseKRodentKöpeciesKandKrausesK
MultisystemicKsisseminationKinKMouseKModelYKPLoSaPathogensWK2016WK]aWKe][[dh]] 7.6 7

404 tquineKrhinitisKqKvirusesKinKhorseKfecalKsamplesKfromKtheKMiddleKtastYKVirologyaJournalWK2016WK]bWKhc 6.1 3

403 –olyphyleticKoriginKofKMtRöKcoronavirusesKandKisolationKofKaKnovelKcladeKpKstrainKfromKdromedaryK
camelsKinKtheKβnitedKprabKtmiratesYKEmergingaMicrobesaandaInfectionsWK2016WKdWKe]ag 18.9 21

402 tlizabethkingiaKanophelisKbacteremiaKisKassociatedKwithKclinicallyKsignificantKinfectionsKandKhighK
mortalityYKScientificaReportsWK2016WKeWKae[cd 4.9 102

401 MolecularKepidemiologyKofKcanineKpicornavirusKinKwongKzongKandKsubaiKandKproposalKofKaKnovelK
genusKinK–icornaviridaeYKInfectionmaGeneticsaandaEvolutionWK2016WKc]WK]h]Xa[[ 4.5 8

400 MiddleKtastKRespiratoryKöyndromeKxnterpretediKwumanKwerpesvirusKeqK–neumoniaYKAmericana
JournalaofaMedicineWK2016WK]ahWKhcdXf 2.4

399 uatalKbacteremicKmelioidosisKinKpatientsKwithKprolongedKneutropeniaYKDiagnosticaMicrobiologyaanda
InfectiousaDiseaseWK2016WKgcWKadgXe[ 2.9 5

398 pKhighlyKspecificKrapidKantigenKdetectionKassayKforKonXsiteKdiagnosisKofKMtRöYKJournalaofaInfectionWK
2016WKfbWKgaXc 18.9 35
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397 tngineeringKroronavirusesKtoKtvaluateKtmergenceKandK–athogenicK–otentialYKTrendsainaMicrobiology
WK2016WKacWKcafXcah 12.4 1

396 pK][XyearKstudyKrevealsKclinicalKandKlaboratoryKevidenceKforKtheKRsemiXinvasiveRKpropertiesKofKchronicK
pulmonaryKaspergillosisYKEmergingaMicrobesaandaInfectionsWK2016WKdWKebf 18.9 7

395
MiddleKtastKrespiratoryKsyndromeKcoronavirusKMKproteinKsuppressesKtypeKxKinterferonKexpressionK
throughKtheKinhibitionKofKüqz]XdependentKphosphorylationKofKxRubYKEmergingaMicrobesaanda
InfectionsWK2016WKdWKebh

18.9 90

394 rutaneousKhyalohyphomycosisKdueKtoK–arengyodontiumKalbumKgenYKetKcombYKnovYKMedicala
MycologyWK2016WKdcWKehhXf]b 3.9 21

393
rhlamydotisKmacqueeniiKandKrYKundulataKSpvesiK”tididaeTKareKnewKhostsKforKraryosporaK
megafalconisKSppicomplexaiKtimeriidaeTKandKproposalKofKtheKgenusKpvisporaKgenYKnovYKParasitologya
ResearchWK2016WK]]dWKcbghXcbhd

2.4 7

392 uirstKReportKofKLaribacterKhongkongensisK–eritonitisKinKrontinuousKpmbulatoryK–eritonealKsialysisYK
PeritonealaDialysisaInternationalWK2016WKbeWK][dXf 2.8 7

391 rompleteKvenomeKöequenceKofKxnfluenzaKγirusKwh“aKpssociatedKwithKaKuatalK”utbreakKamongK
rhickensKinKsubaiYKGenomeaAnnouncementsWK2016WKcWK 4

390 romparativeKgenomeKandKevolutionaryKanalysisKofKnaturallyKoccurringKqeilongKvirusKinKbrownKandK
blackKratsYKInfectionmaGeneticsaandaEvolutionWK2016WKcdWKb]]Xb]h 4.5 6

389 rharacterizationKofKtheKantigenicityKofKrpl]WKaKsurfaceKproteinKofKrryptococcusKneoformansKvarYK
neoformansYKMycologiaWK2015WK][fWKbhXcd 2.4 4

388 pKsensitiveKandKspecificKantigenKdetectionKassayKforKMiddleKtastKrespiratoryKsyndromeKcoronavirusYK
EmergingaMicrobesaandaInfectionsWK2015WKcWKeae 18.9 62

387 veneKpmplificationKandKöequencingKforKqacterialKxdentificationYKMethodsainaMicrobiologyWK2015WKcaWKcbbXcec2.8 6

386 xdentificationKofKspecificKmetabolitesKinKcultureKsupernatantKofKMycobacteriumKtuberculosisKusingK
metabolomicsiKexplorationKofKpotentialKbiomarkersYKEmergingaMicrobesaandaInfectionsWK2015WKcWKee 18.9 38

385 xncidenceKandKspeciesKdistributionKofKcandidaemiaKinKpsiaiKaKlaboratoryXbasedKsurveillanceKstudyYK
ClinicalaMicrobiologyaandaInfectionWK2015WKa]WKhceXdb 9.5 94

384 LipidKmediatorsKofKinflammationKasKnovelKplasmaKbiomarkersKtoKidentifyKpatientsKwithKbacteremiaYK
JournalaofaInfectionWK2015WKf[WKcbbXcc 18.9 25

383 pKsystematicKapproachKtoKnovelKvirusKdiscoveryKinKemergingKinfectiousKdiseaseKoutbreaksYKJournalaofa
MolecularaDiagnosticsWK2015WK]fWKab[Xc] 5.1 20

382 MiddleKtastKrespiratoryKsyndromeKcoronavirusiKanotherKzoonoticKbetacoronavirusKcausingKöpRöXlikeK
diseaseYKClinicalaMicrobiologyaReviewsWK2015WKagWKcedXdaa 34 582

381 wepatitisKtiKpKdiseaseKofKreemergingKimportanceYKJournalaofatheaFormosanaMedicalaAssociationWK2015WK
]]cWKeg]Xh[ 3.2 46

380 uirstKReportKofKwumanKxnfectionKbyKpgromycesKmediolanusWKaKvramX–ositiveK”rganismKuoundKinKöoilYK
JournalaofaClinicalaMicrobiologyWK2015WKdbWKbbffXh 9.7 7

(2015-2016)
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379
rlinicalKrharacteristicsWKLaboratoryKxdentificationWKandKxnKγitroKpntifungalKöusceptibilityKofKYarrowiaK
SrandidaTKlipolyticaKxsolatesKrausingKuungemiaiKaKMulticenterWK–rospectiveKöurveillanceKötudyYK
JournalaofaClinicalaMicrobiologyWK2015WKdbWKbebhXcd

9.7 14

378 pcuteKmiddleKtastKrespiratoryKsyndromeKcoronavirusKinfectionKinKlivestockKsromedariesWKsubaiWK
a[]cYKEmergingaInfectiousaDiseasesWK2015WKa]WK][]hXaa 10.2 72

377 tvidenceKforKtlizabethkingiaKanophelisKtransmissionKfromKmotherKtoKinfantWKwongKzongYKEmerginga
InfectiousaDiseasesWK2015WKa]WKabaXc] 10.2 56

376
öevereKpcuteKRespiratoryKöyndromeKSöpRöTKroronavirusK”RugK–roteinKxsKpcquiredKfromK
öpRöXRelatedKroronavirusKfromKvreaterKworseshoeKqatsKthroughKRecombinationYKJournalaofa
VirologyWK2015WKghWK][dbaXcf

6.6 132

375 MetabolomicK–rofilingKofK–lasmaKfromK–atientsKwithKüuberculosisKbyKβseKofKβntargetedKMassK
öpectrometryKRevealsK“ovelKqiomarkersKforKsiagnosisYKJournalaofaClinicalaMicrobiologyWK2015WKdbWKbfd[Xh 9.7 33

374
MetabolomicKprofilingKofKqurkholderiaKpseudomalleiKusingKβw–LrXtöxX Xü”uXMöKrevealsKspecificK
biomarkersKincludingKcXmethylXdXthiazoleethanolKandKuniqueKthiamineKdegradationKpathwayYKCella
andaBioscienceWK2015WKdWKae

9.8 10

373
MolecularKcharacterizationKofKarginineKdeiminaseKpathwayKinKLaribacterKhongkongensisKandKuniqueK
regulationKofKarginineKcatabolismKandKanabolismKbyKmultipleKenvironmentalKstressesYKEnvironmentala
MicrobiologyWK2015WK]fWKccehXgb

5.2 17

372 uatalKuusariumKsolaniKspeciesKcomplexKinfectionsKinKelasmobranchsiKtheKfirstKcaseKreportKforKblackK
spottedKstingrayKSüaeniuraKmelanopsilaTKandKaKliteratureKreviewYKMycosesWK2015WKdgWKcaaXb] 5.2 18

371 –olyketidesWKtoxinsKandKpigmentsKinK–enicilliumKmarneffeiYKToxinsWK2015WKfWKcca]Xbe 4.9 25

370 sisseminatedKxnfectionsKwithKüalaromycesKmarneffeiKinK“onXpxsöK–atientsKvivenKMonoclonalK
pntibodiesKagainstKrsa[KandKzinaseKxnhibitorsYKEmergingaInfectiousaDiseasesWK2015WKa]WK]][]Xe 10.2 55

369 MetabolomicsKpnalysisKRevealsKöpecificK“ovelKüetrapeptideKandK–otentialKpntiXxnflammatoryK
MetabolitesKinK–athogenicKpspergillusKspeciesYKInternationalaJournalaofaMolecularaSciencesWK2015WK]eWK]bgd[Xef6.3 7

368 xntraXvenomicKxnternalKüranscribedKöpacerKRegionKöequenceKweterogeneityKandKMolecularK
siagnosisKinKrlinicalKMicrobiologyYKInternationalaJournalaofaMolecularaSciencesWK2015WK]eWKad[efXfh 6.3 21

367 pKnovelKdromedaryKcamelKenterovirusKinKtheKfamilyK–icornaviridaeKfromKdromedariesKinKtheKMiddleK
tastYKJournalaofaGeneralaVirologyWK2015WKheWK]fabXb] 4.9 15

366
sevelopmentKandKtvaluationKofK“ovelKRealXüimeKReverseKüranscriptionX–rRKpssaysKwithKLockedK
“ucleicKpcidK–robesKüargetingKLeaderKöequencesKofKwumanX–athogenicKroronavirusesYKJournalaofa
ClinicalaMicrobiologyWK2015WKdbWKafaaXe

9.7 59

365 LaboratoryKdiagnosisKofKmelioidosisiKpastWKpresentKandKfutureYKExperimentalaBiologyaandaMedicineWK
2015WKac[WKfcaXd] 3.7 55

364 βseKofKMpLsxKqiotyperKplusKrlin–roüoolsKmassKspectraKanalysisKforKcorrectKidentificationKofK
ötreptococcusKpneumoniaeKandKötreptococcusKmitisZoralisYKJournalaofaClinicalaPathologyWK2015WKegWKedaXe3.9 28

363 tpidemiologyKofKsexuallyKtransmittedKviralKhepatitisKinKhumanKimmunodeficiencyKvirusXpositiveKmenK
whoKhaveKsexKwithKmenKin´ psiaYKJournalaofatheaFormosanaMedicalaAssociationWK2015WK]]cWK]]dcXe] 3.2 6

362
pKphylogeneticallyKdistinctKMiddleKtastKrespiratoryKsyndromeKcoronavirusKdetectedKinKaKdromedaryK
calfKfromKaKclosedKdairyKherdKinKsubaiKwithKrisingKseroprevalenceKwithKageYKEmergingaMicrobesaanda
InfectionsWK2015WKcWKefc

18.9 17
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361 sraftKvenomeKöequenceKofKratabacterKhongkongensisKüypeKötrainKwzβ]eüWKxsolatedKfromKaK–atientK
withKqacteremiaKandKxntestinalK”bstructionYKGenomeaAnnouncementsWK2015WKbWK 6

360
vordoniaKspeciesKasKemergingKcausesKofKcontinuousXambulatoryXperitonealXdialysisXrelatedK
peritonitisKidentifiedKbyK]eöKrR“pKandKsecp]KgeneKsequencingKandKmatrixXassistedKlaserKdesorptionK
ionizationXtimeKofKflightKmassKspectrometryKSMpLsxXü”uKMöTYKJournalaofaClinicalaMicrobiologyWK2015WK
dbWKef]Xe

9.7 20

359
siscoveryKofKaKnovelKcoronavirusWKrhinaKRattusKcoronavirusKwzβacWKfromK“orwayKratsKsupportsKtheK
murineKoriginKofKqetacoronavirusK]KandKhasKimplicationsKforKtheKancestorKofKqetacoronavirusK
lineageKpYKJournalaofaVirologyWK2015WKghWKb[feXha

6.6 115

358 rharacterizationKofKsakpKgeneKfromKpathogenicKdimorphicKfungusK–enicilliumKmarneffeiYK
InternationalaJournalaofaMedicalaMicrobiologyWK2015WKb[dWKedXfc 3.7 15

357 pKnovelKastrovirusKfromKdromedariesKinKtheKMiddleKtastYKJournalaofaGeneralaVirologyWK2015WKheWKaehfXaf[f4.9 19

356 ”utbreaksKofKhighlyKpathogenicKavianKinfluenzaKwd“]KcladeKaYbYaY]cKinKhuntingKfalconsKandKkeptK
wildKbirdsKinKsubaiKimplicateKintercontinentalKvirusKspreadYKJournalaofaGeneralaVirologyWK2015WKheWKba]aXbaaa4.9 23

355 venomicKandKtranscriptomicKanalysisKofK“sMX]KzlebsiellaKpneumoniaeKinKspaceflightKrevealK
mechanismsKunderlyingKenvironmentalKadaptabilityYKScientificaReportsWK2014WKcWKea]e 4.9 18

354
prginineKdeiminaseKpathwayKisKfarKmoreKimportantKthanKureaseKforKacidKresistanceKandKintracellularK
survivalKinKLaribacterKhongkongensisiKaKpossibleKresultKofKarcKgeneKcassetteKduplicationYKBMCa
MicrobiologyWK2014WK]cWKca

4.5 21

353
MisidentificationKofKpspergillusKnomiusKandKpspergillusKtamariiKasKpspergillusKflavusiK
characterizationKbyKinternalKtranscribedKspacerWK˛†XüubulinWKandKcalmodulinKgeneKsequencingWK
metabolicKfingerprintingWKandKmatrixXassistedKlaserKdesorptionKionizationXtimeKofKflightKmassK
spectrometryYKJournalaofaClinicalaMicrobiologyWK2014WKdaWK]]dbXe[

9.7 55

352 romparativeKanalysisKofKmicrobiomeKbetweenKaccuratelyKidentifiedK]eöKrs“pKandKquantifiedK
bacteriaKinKsimulatedKsamplesYKJournalaofaMedicalaMicrobiologyWK2014WKebWKcbbXcc[ 3.2 8

351 MetagenomicKanalysisKofKviromesKofKdromedaryKcamelKfecalKsamplesKrevealsKlargeKnumberKandKhighK
diversityKofKcircovirusesKandKpicobirnavirusesYKVirologyWK2014WKcf]XcfbWK]]fXad 3.6 56

350 qatKoriginsKofKMtRöXroγKsupportedKbyKbatKcoronavirusKwzβcKusageKofKhumanKreceptorKrsaeYKCella
HostaandaMicrobeWK2014WK]eWKbagXbf 23.4 198

349
MiddleKeastKrespiratoryKsyndromeKcoronavirusKcaKproteinKisKaKdoubleXstrandedKR“pXbindingKproteinK
thatKsuppressesK–prüXinducedKactivationKofKRxvXxKandKMspdKinKtheKinnateKantiviralKresponseYK
JournalaofaVirologyWK2014WKggWKcgeeXfe

6.6 138

348
öuppressionKofKinnateKantiviralKresponseKbyKsevereKacuteKrespiratoryKsyndromeKcoronavirusKMK
proteinKisKmediatedKthroughKtheKfirstKtransmembraneKdomainYKCellularaandaMolecularaImmunologyWK
2014WK]]WK]c]Xh

15.4 80

347 rhickensKhostKdiverseKpicornavirusesKoriginatedKfromKpotentialKinterspeciesKtransmissionKwithK
recombinationYKJournalaofaGeneralaVirologyWK2014WKhdWK]hahX]hcc 4.9 27

346 tvaluationKofK]eöpathsqKaY[WKanKautomatedK]eöKrR“pKgeneKsequenceKdatabaseWKusingKeghK
completeKbacterialKgenomesYKDiagnosticaMicrobiologyaandaInfectiousaDiseaseWK2014WKfgWK][dX]d 2.9 14

345 –enicilliumKmarneffeiKinfectionKandKimpairedKxu“X˛‡KimmunityKinKhumansKwithKautosomalXdominantK
gainXofXphosphorylationKöüpü]KmutationsYKJournalaofaAllergyaandaClinicalaImmunologyWK2014WK]bbWKghcXeYed11.5 51

344 üheKbiosyntheticKpathwayKforKaKthousandXyearXoldKnaturalKfoodKcolorantKandKcitrininKinK–enicilliumK
marneffeiYKScientificaReportsWK2014WKcWKefag 4.9 59

(2014-2015)

13



343 MolecularKepidemiologyKandKclinicalKcharacteristicsKofKdrugXresistantKMycobacteriumKtuberculosisKinK
aKtuberculosisKreferralKhospitalKinKrhinaYKPLoSaONEWK2014WKhWKe]][a[h 3.7 10

342 uunctionalKanalysisKofKatfpKgeneKtoKstressKresponseKinKpathogenicKthermalKdimorphicKfungusK
–enicilliumKmarneffeiYKPLoSaONEWK2014WKhWKe]]]a[[ 3.7 12

341 romparativeKanalysisKofKtheKactivationKofKunfoldedKproteinKresponseKbyKspikeKproteinsKofKsevereK
acuteKrespiratoryKsyndromeKcoronavirusKandKhumanKcoronavirusKwzβ]YKCellaandaBioscienceWK2014WKcWKb 9.8 34

340 tpidemiologyKofKhumanKparechovirusWKpichiKvirusKandKsalivirusKinKfecalKsamplesKfromKhospitalizedK
childrenKwithKgastroenteritisKinKwongKzongYKVirologyaJournalWK2014WK]]WK]ga 6.1 38

339
MatrixXassistedKlaserKdesorptionKionisationKtimeXofXflightKmassKspectrometryKforKidentificationKofK
clinicallyKsignificantKbacteriaKthatKareKdifficultKtoKidentifyKinKclinicalKlaboratoriesYKJournalaofaClinicala
PathologyWK2014WKefWKbe]Xe

3.9 36

338 uatalKempyemaKthoracisKcausedKbyKöchizophyllumKcommuneKwithKcrossXreactiveKcryptococcalK
antigenemiaYKJournalaofaClinicalaMicrobiologyWK2014WKdaWKegbXf 9.7 14

337
öubcutaneousKphaeohyphomycosisKinKaKpatientKwithKxgvcXrelatedKsclerosingKdiseaseKcausedKbyKaK
novelKascomyceteWKwongkongmycesKpedisKgenYKetKspYKnovYiKfirstKreportKofKhumanKinfectionK
associatedKwithKtheKfamilyKLindgomycetaceaeYKMedicalaMycologyWK2014WKdaWKfbeXcf

3.9 22

336 pnKadultKzebrafishKmodelKforKLaribacterKhongkongensisKinfectioniKzochRsKpostulatesKfulfilledYK
EmergingaMicrobesaandaInfectionsWK2014WKbWKefb 18.9 12

335 qurkholderiaKpseudomalleiKinKsoilKsamplesKfromKanKoceanariumKinKwongKzongKdetectedKusingKaK
sensitiveK–rRKassayYKEmergingaMicrobesaandaInfectionsWK2014WKbWKeeh 18.9 14

334
pKnovelKMLöüKsequenceKtypeKdiscoveredKinKtheKfirstKfatalKcaseKofKLaribacterKhongkongensisK
bacteremiaKclustersKwithKtheKsequenceKtypesKofKotherKhumanKisolatesYKEmergingaMicrobesaanda
InfectionsWK2014WKbWKec]

18.9 17

333
pKnovelKpsittacineKadenovirusKidentifiedKduringKanKoutbreakKofKavianKchlamydiosisKandKhumanK
psittacosisiKzoonosisKassociatedKwithKvirusXbacteriumKcoinfectionKinKbirdsYKPLoSaNeglectedaTropicala
DiseasesWK2014WKgWKebb]g

4.8 39

332 öignatureKgeneKexpressionKrevealsKnovelKcluesKtoKtheKmolecularKmechanismsKofKdimorphicKtransitionK
inK–enicilliumKmarneffeiYKPLoSaGeneticsWK2014WK][WKe][[ceea 6 22

331 rompleteKMitochondrialKvenomeKöequenceKofKLichtheimiaKramosaKSsynYKLichtheimiaK
hongkongensisTYKGenomeaAnnouncementsWK2014WKaWK 8

330 “ovelKbetacoronavirusKinKdromedariesKofKtheKMiddleKtastWKa[]bYKEmergingaInfectiousaDiseasesWK2014WK
a[WKde[Xfa 10.2 78

329 “ewKhepatitisKtKvirusKgenotypeKinKcamelsWKtheKMiddleKtastYKEmergingaInfectiousaDiseasesWK2014WKa[WK][ccXg10.2 165

328 uatalKsystemicKnecrotizingKinfectionsKassociatedKwithKaKnovelKparamyxovirusWKanacondaK
paramyxovirusWKinKgreenKanacondaKjuvenilesYKJournalaofaClinicalaMicrobiologyWK2014WKdaWKbe]cXab 9.7 9

327 uirstKreportKofKsevereKparainfluenzaKvirusKcqKandKrhinovirusKrKcoinfectionKinKaKliverKtransplantK
recipientKtreatedKwithKimmunoglobulinYKJournalaofaClinicalaVirologyWK2014WKe]WKe]]Xc 14.5 8

326
ötreptobacillusKhongkongensisKspYKnovYWKisolatedKfromKpatientsKwithKquinsyKandKsepticKarthritisWKandK
emendedKdescriptionsKofKtheKgenusKötreptobacillusKandKötreptobacillusKmoniliformisYKInternationala
JournalaofaSystematicaandaEvolutionaryaMicrobiologyWK2014WKecWKb[bcXb[bh

2.2 30
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325 öubcutaneousKphaeohyphomycoticKnoduleKdueKtoK–hialemoniopsisKhongkongensisKspYKnovYKJournala
ofaClinicalaMicrobiologyWK2014WKdaWKbag[Xh 9.7 15

324 –hylogenomicKandKMpLsxXü”uKMöKanalysisKofKötreptococcusKsinensisKwzβcüKrevealsKaKdistinctK
phylogeneticKcladeKinKtheKgenusKötreptococcusYKGenomeaBiologyaandaEvolutionWK2014WKeWKahb[Xcb 3.9 14

323 siscoveryKofKaKnovelKbottlenoseKdolphinKcoronavirusKrevealsKaKdistinctKspeciesKofKmarineKmammalK
coronavirusKinKvammacoronavirusYKJournalaofaVirologyWK2014WKggWK]b]gXb] 6.6 99

322 ResponseKtoKM“ovelKMiddleKtastKrespiratoryKsyndromeKcoronavirusMYKJournalaofatheaFormosana
MedicalaAssociationWK2014WK]]bWKeeXf 3.2

321
veneticKcharacterizationKofKtγf]KisolatesKfromKa[[cKtoKa[][KrevealsKpredominanceKandKpersistentK
circulationKofKtheKnewlyKproposedKgenotypeKsKandKrecentKemergenceKofKaKdistinctKlineageKofK
subgenotypeKraKinKwongKzongYKVirologyaJournalWK2013WK][WKaaa

6.1 38

320 RomanceKofKtheKthreeKdomainsiKhowKcladisticsKtransformedKtheKclassificationKofKcellularKorganismsYK
ProteinaandaCellWK2013WKcWKeecXfe 7.2 4

319 üheKemergingKnovelKMiddleKtastKrespiratoryKsyndromeKcoronavirusiKtheKMknownsMKandKMunknownsMYK
JournalaofatheaFormosanaMedicalaAssociationWK2013WK]]aWKbfaXg] 3.2 98

318
selayedKinductionKofKproinflammatoryKcytokinesKandKsuppressionKofKinnateKantiviralKresponseKbyK
theKnovelKMiddleKtastKrespiratoryKsyndromeKcoronavirusiKimplicationsKforKpathogenesisKandK
treatmentYKJournalaofaGeneralaVirologyWK2013WKhcWKaefhXaeh[

4.9 268

317
rrossXreactiveKantibodiesKinKconvalescentKöpRöKpatientsRKseraKagainstKtheKemergingKnovelKhumanK
coronavirusKtMrKSa[]aTKbyKbothKimmunofluorescentKandKneutralizingKantibodyKtestsYKJournalaofa
InfectionWK2013WKefWK]b[Xc[

18.9 135

316 ReXannotationKofKproteinXcodingKgenesKinK][KcompleteKgenomesKofK“eisseriaceaeKfamilyKbyK
combiningKsimilarityXbasedKandKcompositionXbasedKmethodsYKDNAaResearchWK2013WKa[WKafbXge 4.5 16

315
veneticKcharacterizationKofKqetacoronavirusKlineageKrKvirusesKinKbatsKrevealsKmarkedKsequenceK
divergenceKinKtheKspikeKproteinKofKpipistrellusKbatKcoronavirusKwzβdKinKyapaneseKpipistrelleiK
implicationsKforKtheKoriginKofKtheKnovelKMiddleKtastKrespiratoryKsyndromeKcoronavirusYKJournalaofa
VirologyWK2013WKgfWKgebgXd[

6.6 191

314 qacterialKxdentificationKqasedKonKβniversalKveneKpmplificationKandKöequencingK2013WKcgbXd[h

313 tfficacyKofKtrivalentKseasonalKinfluenzaKvaccinationKinKreducingKmortalityKandKhospitalizationKinK
rhineseKnursingKhomeKolderKadultsYKJournalaofatheaAmericanaMedicalaDirectorsaAssociationWK2013WK]cWKgghXhc5.9 10

312 ManagementKofKanKincidentKofKfailedKsterilizationKofKsurgicalKinstrumentsKinKaKdentalKclinicKinKwongK
zongYKJournalaofatheaFormosanaMedicalaAssociationWK2013WK]]aWKeeeXfd 3.2 4

311 MiddleKtastKrespiratoryKsyndromeKcoronavirusKSMtRöXroγTiKannouncementKofKtheKroronavirusK
ötudyKvroupYKJournalaofaVirologyWK2013WKgfWKffh[Xa 6.6 796

310 rompleteKgenomeKsequenceKofKaKnovelKfelineKastrovirusKfromKaKdomesticKcatKinKwongKzongYKGenomea
AnnouncementsWK2013WK]WK 20

309 RecombinantKcoxsackievirusKpaKandKdeathsKofKchildrenWKwongKzongWKa[]aYKEmergingaInfectiousa
DiseasesWK2013WK]hWK]agdXg 10.2 33

308 xdentificationKofKmicroR“pXlikeKR“psKinKmycelialKandKyeastKphasesKofKtheKthermalKdimorphicKfungusK
–enicilliumKmarneffeiYKPLoSaNeglectedaTropicalaDiseasesWK2013WKfWKeabhg 4.8 72

(2013-2014)

15



307
sifferentialKcellKlineKsusceptibilityKtoKtheKemergingKnovelKhumanKbetacoronavirusKacKtMrZa[]aiK
implicationsKforKdiseaseKpathogenesisKandKclinicalKmanifestationYKJournalaofaInfectiousaDiseasesWK
2013WKa[fWK]fcbXda

7 165

306
ötreptococcusKhongkongensisKspYKnovYWKisolatedKfromKaKpatientKwithKanKinfectedKpunctureKwoundK
andKfromKaKmarineKflatfishYKInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyWK2013WK
ebWKadf[Xadfe

2.2 20

305 βnravelingKtheKmolecularKbasisKofKtemperatureXdependentKgeneticKregulationKinK–enicilliumK
marneffeiYKEukaryoticaCellWK2013WK]aWK]a]cXac 17

304 rlinicalKspectrumKofKexophialaKinfectionsKandKaKnovelKtxophialaKspeciesWKtxophialaKhongkongensisYK
JournalaofaClinicalaMicrobiologyWK2013WKd]WKae[Xf 9.7 58

303 MatrixXassistedKlaserKdesorptionKionisationXtimeKofKflightKmassKspectrometryKforKrapidKidentificationK
ofKLaribacterKhongkongensisYKJournalaofaClinicalaPathologyWK2013WKeeWK][g]Xb 3.9 13

302 uunctionalKstatusKofKolderKnursingKhomeKresidentsKcanKaffectKtheKefficacyKofKinfluenzaKvaccinationYK
JournalsaofaGerontologyanaSeriesaAaBiologicalaSciencesaandaMedicalaSciencesWK2013WKegWKbacXb[ 6.4 10

301
–roteomeKprofilingKofKtheKdimorphicKfungusK–enicilliumKmarneffeiKextracellularKproteinsKandK
identificationKofKglyceraldehydeXbXphosphateKdehydrogenaseKasKanKimportantKadhesionKfactorKforK
conidialKattachmentYKFEBSaJournalWK2013WKag[WKee]bXae

5.7 31

300 xdentificationKandKcharacterizationKofKaKnovelKparamyxovirusWKporcineKparainfluenzaKvirusK]WKfromK
deceasedKpigsYKJournalaofaGeneralaVirologyWK2013WKhcWKa]gcXa]h[ 4.9 27

299
rharacterizationKofKaKüsukamurellaKpseudoXoutbreakKbyKphenotypicKtestsWK]eöKrR“pKsequencingWK
pulsedXfieldKgelKelectrophoresisWKandKmetabolicKfootprintingYKJournalaofaClinicalaMicrobiologyWK2013WK
d]WKbbcXg

9.7 20

298 βseKofKtheKhumanKcolorectalKadenocarcinomaKSracoXaTKcellKlineKforKisolatingKrespiratoryKvirusesKfromK
nasopharyngealKaspiratesYKJournalaofaMedicalaVirologyWK2013WKgdWKgfcXh 19.7 4

297 venotypicKanalysisKofKzlebsiellaKpneumoniaeKisolatesKinKaKqeijingKwospitalKrevealsKhighKgeneticK
diversityKandKclonalKpopulationKstructureKofKdrugXresistantKisolatesYKPLoSaONEWK2013WKgWKedf[h] 3.7 30

296 ötructuralKdiversityKofKclassK]KintegronsKandKtheirKassociatedKgeneKcassettesKinKzlebsiellaK
pneumoniaeKisolatesKfromKaKhospitalKinKrhinaYKPLoSaONEWK2013WKgWKefdg[d 3.7 30

295 wumanKenterovirusKf]KepidemicsiKwhatRsKnextnYKEmergingaHealthaThreatsaJournalWK2013WKeWK]hfg[ 124

294 xdentificationKandKcharacterizationKofKbocavirusesKinKcatsKandKdogsKrevealsKaKnovelKfelineKbocavirusK
andKaKnovelKgeneticKgroupKofKcanineKbocavirusYKJournalaofaGeneralaVirologyWK2012WKhbWK]dfbX]dga 4.9 67

293 xsolationKandKcharacterizationKofKaKnovelKqetacoronavirusKsubgroupKpKcoronavirusWKrabbitK
coronavirusKwzβ]cWKfromKdomesticKrabbitsYKJournalaofaVirologyWK2012WKgeWKdcg]Xhe 6.6 94

292 uirstKreportKofKchronicKimplantXrelatedKsepticKarthritisKandKosteomyelitisKdueKtoKzytococcusK
schroeteriKandKaKreviewKofKhumanKzYKschroeteriKinfectionsYKInfectionWK2012WKc[WKdefXfb 5.8 15

291
sevelopmentKofKmonoclonalKantibodyXbasedKgalactomannoproteinKantigenXcaptureKtLxöpsKtoK
detectKpspergillusKfumigatusKinfectionKinKtheKinvasiveKaspergillosisKrabbitKmodelsYKEuropeanaJournala
ofaClinicalaMicrobiologyaandaInfectiousaDiseasesWK2012WKb]WKahcbXd[

5.3 15

290 setectionKofKhumanKrhinovirusKrKinKfecalKsamplesKofKchildrenKwithKgastroenteritisYKJournalaofaClinicala
VirologyWK2012WKdbWKah[Xe 14.5 26
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289 veneticKrelatednessKofKtheKnovelKhumanKgroupKrKbetacoronavirusKtoKüylonycterisKbatKcoronavirusK
wzβcKandK–ipistrellusKbatKcoronavirusKwzβdYKEmergingaMicrobesaandaInfectionsWK2012WK]WKebd 18.9 77

288
–haeoacremoniumKparasiticumKinvasiveKinfectionsKandKairwayKcolonizationKcharacterizedKbyKagarK
blockKsmearKandKxüöKandK˛†XtubulinKgeneKsequencingYKDiagnosticaMicrobiologyaandaInfectiousaDiseaseWK
2012WKfcWK]h[Xf

2.9 16

287
venomicKsequenceKbasedKscanningKforKdrugKresistanceXassociatedKmutationsKandKevolutionaryK
analysisKofKmultidrugXresistantKandKextensivelyKdrugXresistantKMycobacteriumKtuberculosisYKJournala
ofaInfectionWK2012WKedWKc]aXaa

18.9 8

286 siscoveryKandKgenomicKcharacterizationKofKaKnovelKbatKsapovirusKwithKunusualKgenomicKfeaturesK
andKphylogeneticKpositionYKPLoSaONEWK2012WKfWKebchgf 3.7 36

285 pnalysisKofKdrugKresistanceKdeterminantsKinKzlebsiellaKpneumoniaeKisolatesKfromKaKtertiaryXcareK
hospitalKinKqeijingWKrhinaYKPLoSaONEWK2012WKfWKecaag[ 3.7 33

284 “ovelKvariantKofKqeilongK–aramyxovirusKinKratsWKrhinaYKEmergingaInfectiousaDiseasesWK2012WK]gWK][aaXc 10.2 16

283 üwoXdimensionalKgelKelectrophoresisKinKbacterialKproteomicsYKProteinaandaCellWK2012WKbWKbceXeb 7.2 37

282
uirstKdiscoveryKofKtwoKpolyketideKsynthaseKgenesKforKmitorubrinicKacidKandKmitorubrinolKyellowK
pigmentKbiosynthesisKandKimplicationsKinKvirulenceKofK–enicilliumKmarneffeiYKPLoSaNeglectedaTropicala
DiseasesWK2012WKeWKe]gf]

4.8 46

281
putomatedKpangenomicKanalysisKinKtargetKselectionKforK–rRKdetectionKandKidentificationKofKbacteriaK
byKuseKofKssveneuinderKWebserverKandKitsKapplicationKtoKöalmonellaKentericaKserovarKüyphiYKJournala
ofaClinicalaMicrobiologyWK2012WKd[WK]h[dX]]

9.7 16

280 wighKmortalityKassociatedKwithKratabacterKhongkongensisKbacteremiaYKJournalaofaClinicala
MicrobiologyWK2012WKd[WKaabhXcb 9.7 23

279 rompleteKgenomeKsequenceKofKaKnovelKpicornavirusWKcanineKpicornavirusWKdiscoveredKinKdogsYK
JournalaofaVirologyWK2012WKgeWKbc[aXb 6.6 24

278 xdentificationKofKaKnovelKfelineKpicornavirusKfromKtheKdomesticKcatYKJournalaofaVirologyWK2012WKgeWKbhdXc[d6.6 38

277 –roductionKofKaXaminophenoxazinXbXoneKbyKötaphylococcusKaureusKcausesKfalseXpositiveKresultsKinK
˛†XgalactosidaseKassaysYKJournalaofaClinicalaMicrobiologyWK2012WKd[WKbfg[Xa 9.7 5

276
RecentKtransmissionKofKaKnovelKalphacoronavirusWKbatKcoronavirusKwzβ][WKfromKLeschenaultRsK
rousettesKtoKpomonaKleafXnosedKbatsiKfirstKevidenceKofKinterspeciesKtransmissionKofKcoronavirusK
betweenKbatsKofKdifferentKsubordersYKJournalaofaVirologyWK2012WKgeWK]]h[eX]g

6.6 69

275 uirstKreportKofKperitonealKdialysisXrelatedKperitonitisKcausedKbyKritrobacterKamalonaticusYKPeritoneala
DialysisaInternationalWK2012WKbaWKaacXd 2.8 4

274 rompleteKgenomeKsequencesKofKnovelKcanineKnorovirusesKinKwongKzongYKJournalaofaVirologyWK2012WK
geWKhdb]Xa 6.6 39

273 “aturalKoccurrenceKandKcharacterizationKofKtwoKinternalKribosomeKentryKsiteKelementsKinKaKnovelK
virusWKcanineKpicodicistrovirusWKinKtheKpicornavirusXlikeKsuperfamilyYKJournalaofaVirologyWK2012WKgeWKafhfXg[g6.6 58

272
pKsignificantKnumberKofKreportedKpbsidiaKcorymbiferaKSLichtheimiaKcorymbiferaTKinfectionsKareK
causedKbyKLichtheimiaKramosaKSsynYKLichtheimiaKhongkongensisTiKanKemergingKcauseKofK
mucormycosisYKEmergingaMicrobesaandaInfectionsWK2012WK]WKe]d

18.9 21

(2012-2012)
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271
uelineKmorbillivirusWKaKpreviouslyKundescribedKparamyxovirusKassociatedKwithKtubulointerstitialK
nephritisKinKdomesticKcatsYKProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofa
AmericaWK2012WK][hWKdcbdXc[

11.5 119

270 rompleteKgenomeKsequenceKofKaKnovelKpicobirnavirusWKotarineKpicobirnavirusWKdiscoveredKinK
raliforniaKseaKlionsYKJournalaofaVirologyWK2012WKgeWKebffXg 6.6 23

269
siscoveryKofKsevenKnovelKMammalianKandKavianKcoronavirusesKinKtheKgenusKdeltacoronavirusK
supportsKbatKcoronavirusesKasKtheKgeneKsourceKofKalphacoronavirusKandKbetacoronavirusKandKavianK
coronavirusesKasKtheKgeneKsourceKofKgammacoronavirusKandKdeltacoronavirusYKJournalaofaVirologyWK
2012WKgeWKbhhdXc[[g

6.6 870

268 uirstKreportKofKspontaneousKintrapartumKptopobiumKvaginaeKbacteremiaYKJournalaofaClinicala
MicrobiologyWK2012WKd[WKadadXg 9.7 25

267 rompleteKgenomeKsequencesKofKnovelKratKnorovirusesKinKwongKzongYKJournalaofaVirologyWK2012WKgeWK]acbdXe6.6 15

266
MatrixXassistedKlaserKdesorptionKionizationXtimeKofKflightKmassKspectrometryKforKrapidKidentificationK
ofKqurkholderiaKpseudomalleiiKimportanceKofKexpandingKdatabasesKwithKpathogensKendemicKtoK
differentKlocalitiesYKJournalaofaClinicalaMicrobiologyWK2012WKd[WKb]caXb

9.7 43

265 xdentificationKofKaKnovelKbatKpapillomavirusKbyKmetagenomicsYKPLoSaONEWK2012WKfWKecbhge 3.7 40

264 tpidemiologyKofKcoronavirusXassociatedKrespiratoryKtractKinfectionsKandKtheKroleKofKrapidKdiagnosticK
testsiKaKprospectiveKstudyYKHongaKongaMedicalaJournalWK2012WK]gKöupplKaWKaaXc 0.7 10

263 xnKsilicoKanalysisKofK]eöKrR“pKgeneKsequencingKbasedKmethodsKforKidentificationKofKmedicallyK
importantKaerobicKvramXnegativeKbacteriaYKJournalaofaMedicalaMicrobiologyWK2011WKe[WK]ag]X]age 3.2 10

262 ötructuralKbasisKandKsequenceKcoXevolutionKanalysisKofKtheKhemagglutininKproteinKofKpandemicK
influenzaKpZw]“]KSa[[hTKvirusYKExperimentalaBiologyaandaMedicineWK2011WKabeWKh]dXad 3.7 11

261
pnalysisKofKmultilocusKsequenceKtypingKschemesKforKbdKdifferentKbacteriaKrevealedKthatKgeneKlociKofK
][KbacteriaKcouldKbeKreplacedKtoKimproveKcostXeffectivenessYKDiagnosticaMicrobiologyaandaInfectiousa
DiseaseWK2011WKf[WKb]eXab

2.9 14

260 tfficacyKofKdualKvaccinationKofKpandemicKw]“]Ka[[hKinfluenzaKandKseasonalKinfluenzaKonK
institutionalizedKelderlyiKaKoneXyearKprospectiveKcohortKstudyYKVaccineWK2011WKahWKfffbXg 4.1 16

259 rharacteristicsKandKtreatmentKoutcomesKofKpatientsKwithKMsRKandKXsRKtuberculosisKinKaKüqKreferralK
hospitalKinKqeijingiKaK]bXyearKexperienceYKPLoSaONEWK2011WKeWKe]hbhh 3.7 56

258 siscoveryKandKgenomicKcharacterizationKofKaKnovelKovineKpartetravirusKandKaKnewKgenotypeKofK
bovineKpartetravirusYKPLoSaONEWK2011WKeWKeade]h 3.7 34

257 –rimaryKinfectiveKspondylodiscitisKcausedKbyKLactococcusKgarvieaeKandKaKreviewKofKhumanKLYK
garvieaeKinfectionsYKInfectionWK2011WKbhWKadhXec 5.8 70

256 γirulenceKdeterminantsWKdrugKresistanceKandKmobileKgeneticKelementsKofKLaribacterKhongkongensisiK
aKgenomeXwideKanalysisYKCellaandaBioscienceWK2011WK]WK]f 9.8 13

255 tnvironmentalKadaptabilityKandKstressKtoleranceKofKLaribacterKhongkongensisiKaKgenomeXwideK
analysisYKCellaandaBioscienceWK2011WK]WKaa 9.8 12

254 üransportKgenesKandKchemotaxisKinKLaribacterKhongkongensisiKaKgenomeXwideKanalysisYKCellaanda
BioscienceWK2011WK]WKag 9.8 5
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253 ötructuralKandKfunctionalKinsightKintoKtheKmechanismKofKanKalkalineKexonucleaseKfromKLaribacterK
hongkongensisYKNucleicaAcidsaResearchWK2011WKbhWKhg[bX]h 20.1 11

252 rompleteKgenomeKanalysisKofKthreeKnovelKpicornavirusesKfromKdiverseKbatKspeciesYKJournalaofa
VirologyWK2011WKgdWKgg]hXag 6.6 74

251
MolecularKepidemiologyKofKhumanKcoronavirusK”rcbKrevealsKevolutionKofKdifferentKgenotypesKoverK
timeKandKrecentKemergenceKofKaKnovelKgenotypeKdueKtoKnaturalKrecombinationYKJournalaofaVirologyWK
2011WKgdWK]]badXbf

6.6 170

250 sraftKgenomeKsequenceKofK–enicilliumKmarneffeiKstrainK–M]YKEukaryoticaCellWK2011WK][WK]fc[X] 30

249
MolecularKcharacterizationKofKaKcatalaseXnegativeKötaphylococcusKaureusKsubspYKaureusKötrainK
collectedKfromKaKpatientKwithKmitralKvalveKendocarditisKandKpericarditisKrevealedKaKnovelKnonsenseK
mutationKinKtheKkatpKgeneYKJournalaofaClinicalaMicrobiologyWK2011WKchWKbbhgXc[a

9.7 13

248
“ovelKpanXgenomicKanalysisKapproachKinKtargetKselectionKforKmultiplexK–rRKidentificationKandK
detectionKofKqurkholderiaKpseudomalleiWKqurkholderiaKthailandensisWKandKqurkholderiaKcepaciaK
complexKspeciesiKaKproofXofXconceptKstudyYKJournalaofaClinicalaMicrobiologyWK2011WKchWKg]cXa]

9.7 41

247 RediscoveryKandKgenomicKcharacterizationKofKbovineKastrovirusesYKJournalaofaGeneralaVirologyWK2011WK
haWK]gggX]ghg 4.9 67

246 uirstKreportKofKdisseminatedKMycobacteriumKskinKinfectionsKinKtwoKliverKtransplantKrecipientsKandK
rapidKdiagnosisKbyKhspedKgeneKsequencingYKJournalaofaClinicalaMicrobiologyWK2011WKchWKbfbbXg 9.7 27

245 rompleteKgenomeKsequenceKofKaKnovelKparamyxovirusWKüailamKvirusWKdiscoveredKinKöikkimKratsYK
JournalaofaVirologyWK2011WKgdWK]bcfbXc 6.6 39

244 rompleteKgenomeKsequenceKofKaKcoxsackievirusKpaaKstrainKinKwongKzongKrevealsKaKnaturalK
intratypicKrecombinationKeventYKJournalaofaVirologyWK2011WKgdWK]a[hgXh 6.6 24

243 putomatedKidentificationKofKmedicallyKimportantKbacteriaKbyK]eöKrR“pKgeneKsequencingKusingKaK
novelKcomprehensiveKdatabaseWK]eöpathsqYKJournalaofaClinicalaMicrobiologyWK2011WKchWK]fhhXg[h 9.7 32

242
RapidKidentificationKandKvalidationKofKspecificKmolecularKtargetsKforKdetectionKofKtscherichiaKcoliK
”][ciwcKoutbreakKstrainKbyKuseKofKhighXthroughputKsequencingKdataKfromKnineKgenomesYKJournalaofa
ClinicalaMicrobiologyWK2011WKchWKbf]cXe

9.7 24

241 ühreeKcasesKofKsevereKinvasiveKinfectionsKcausedKbyKrampylobacterKrectusKandKfirstKreportKofKfatalK
rYKrectusKinfectionYKJournalaofaClinicalaMicrobiologyWK2011WKchWK]egfXh] 9.7 28

240 rompleteKgenomeKsequenceKofKtheKveterinaryKpathogenKötaphylococcusKpseudintermediusKstrainK
wzβ][X[bWKisolatedKinKaKcaseKofKcanineKpyodermaYKJournalaofaBacteriologyWK2011WK]hbWK]fgbXc 3.5 29

239 xmmunoassaysKbasedKonK–enicilliumKmarneffeiKMp]pKderivedKfromK–ichiaKpastorisKexpressionK
systemKforKdiagnosisKofKpenicilliosisYKPLoSaONEWK2011WKeWKeagfhe 3.7 31

238
roXexistenceKofKmultipleKstrainsKofKtwoKnovelKporcineKbocavirusesKinKtheKsameKpigWKaKpreviouslyK
undescribedKphenomenonKinKmembersKofKtheKfamilyK–arvoviridaeWKandKevidenceKforKinterXKandK
intraXhostKgeneticKdiversityKandKrecombinationYKJournalaofaGeneralaVirologyWK2011WKhaWKa[cfXa[dh

4.9 54

237 wighKdiversityKofKpolyketideKsynthaseKgenesKandKtheKmelaninKbiosynthesisKgeneKclusterKinK
–enicilliumKmarneffeiYKFEBSaJournalWK2010WKaffWKbfd[Xg 5.7 76

236
roncurrentKcomparisonKofKepidemiologyWKclinicalKpresentationKandKoutcomeKbetweenKadultKpatientsK
sufferingKfromKtheKpandemicKinfluenzaKpKSw]“]TKa[[hKvirusKandKtheKseasonalKinfluenzaKpKvirusK
infectionYKPostgraduateaMedicalaJournalWK2010WKgeWKd]dXa]

2 49
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235
tcoepidemiologyKandKcompleteKgenomeKcomparisonKofKdifferentKstrainsKofKsevereKacuteKrespiratoryK
syndromeXrelatedKRhinolophusKbatKcoronavirusKinKrhinaKrevealKbatsKasKaKreservoirKforKacuteWK
selfXlimitingKinfectionKthatKallowsKrecombinationKeventsYKJournalaofaVirologyWK2010WKgcWKag[gX]h

6.6 191

234 romplicationKofKcorticosteroidKtreatmentKbyKacuteK–lasmodiumKmalariaeKinfectionKconfirmedKbyK
smallXsubunitKrR“pKsequencingYKJournalaofaClinicalaMicrobiologyWK2010WKcgWKcb]bXe 9.7 2

233
ResequencingKmicroarrayKforKdetectionKofKhumanKadenovirusesKinKpatientsKwithK
communityXacquiredKgastroenteritisiKaKproofXofXconceptKstudyYKJournalaofaMedicalaMicrobiologyWK
2010WKdhWK]bgfX]bh[

3.2 5

232 rompleteKgenomeKsequenceKofKötaphylococcusKlugdunensisKstrainKwzβ[hX[]YKJournalaofa
BacteriologyWK2010WK]haWK]cf]Xa 3.5 52

231
pgarKblockKsmearKpreparationiKaKnovelKmethodKofKslideKpreparationKforKpreservationKofKnativeK
fungalKstructuresKforKmicroscopicKexaminationKandKlongXtermKstorageYKJournalaofaClinicala
MicrobiologyWK2010WKcgWKb[dbXe]

9.7 19

230 uirstKreportKofKvordonibacterKpamelaeaeKbacteremiaYKJournalaofaClinicalaMicrobiologyWK2010WKcgWKb]hXaa 9.7 12

229
xnternalKtranscribedKspacerKregionKsequenceKheterogeneityKinKRhizopusKmicrosporusiKimplicationsK
forKmolecularKdiagnosisKinKclinicalKmicrobiologyKlaboratoriesYKJournalaofaClinicalaMicrobiologyWK2010WK
cgWKa[gX]c

9.7 45

228
roexistenceKofKdifferentKgenotypesKinKtheKsameKbatKandKserologicalKcharacterizationKofKRousettusK
batKcoronavirusKwzβhKbelongingKtoKaKnovelKqetacoronavirusKsubgroupYKJournalaofaVirologyWK2010WK
gcWK]]bgdXhc

6.6 88

227 roronavirusKgenomicsKandKbioinformaticsKanalysisYKVirusesWK2010WKaWK]g[cXa[ 6.2 466

226
romparativeKanalysisKofKsixKgenomeKsequencesKofKthreeKnovelKpicornavirusesWKturdivirusesK]WKaKandK
bWKinKdeadKwildKbirdsWKandKproposalKofKtwoKnovelKgeneraWK”rthoturdivirusKandK–araturdivirusWKinKtheK
familyK–icornaviridaeYKJournalaofaGeneralaVirologyWK2010WKh]WKacbbXcg

4.9 51

225 ResequencingKmicroarrayKforKdetectionKofKhumanKadenovirusesKinKpatientsKwithKconjunctivitisYK
JournalaofaClinicalaVirologyWK2010WKcfWKagaXd 14.5 10

224 LactobacillusKrhamnosusKhepaticKabscessKassociatedKwithKMirizziKsyndromeiKaKcaseKreportKandK
reviewKofKtheKliteratureYKDiagnosticaMicrobiologyaandaInfectiousaDiseaseWK2010WKeeWKhcXf 2.9 13

223
LichtheimiaKhongkongensisKspYKnovYWKaKnovelKLichtheimiaKsppYKassociatedKwithKrhinocerebralWK
gastrointestinalWKandKcutaneousKmucormycosisYKDiagnosticaMicrobiologyaandaInfectiousaDiseaseWK2010WK
eeWKafcXgc

2.9 15

222 rytokineKprofilesKinducedKbyKtheKnovelKswineXoriginKinfluenzaKpZw]“]KvirusiKimplicationsKforK
treatmentKstrategiesYKJournalaofaInfectiousaDiseasesWK2010WKa[]WKbceXdb 7 107

221 saadvKmutationKinKhemagglutininKofKpandemicKinfluenzaKw]“]KSa[[hTKvirusKenhancesKvirulenceKinK
miceYKExperimentalaBiologyaandaMedicineWK2010WKabdWKhg]Xg 3.7 71

220 LeptotrichiaKhongkongensisKspYKnovYWKaKnovelKLeptotrichiaKspeciesKwithKtheKoralKcavityKasKitsKnaturalK
reservoirYKJournalaofaZhejiangaUniversity:aScienceaBWK2010WK]]WKbh]Xc[] 4.5 25

219
tmergenceKofKenterovirusKf]KMdoubleXrecombinantMKstrainsKbelongingKtoKaKnovelKgenotypeKsK
originatingKfromKsouthernKrhinaiKfirstKevidenceKforKcombinationKofKintratypicKandKintertypicK
recombinationKeventsKinKtγf]YKArchivesaofaVirologyWK2010WK]ddWK]c]bXac

2.6 78

218 xdentificationKandKcompleteKgenomeKanalysisKofKthreeKnovelKparamyxovirusesWKüuhokoKvirusK]WKaKandK
bWKinKfruitKbatsKfromKrhinaYKVirologyWK2010WKc[cWK][eX]e 3.6 52
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217 WildKtypeKandKmutantKa[[hKpandemicKinfluenzaKpKSw]“]TKvirusesKcauseKmoreKsevereKdiseaseKandK
higherKmortalityKinKpregnantKqpLqZcKmiceYKPLoSaONEWK2010WKdWKe]bfdf 3.7 61

216 wumanKrhinovirusKriKaKnewlyKdiscoveredKhumanKrhinovirusKspeciesYKEmergingaHealthaThreatsaJournalWK
2010WKbWKea 23

215 RandomKexplorationKofKtheKLaribacterKhongkongensisKgenomeYKHongaKongaMedicalaJournalWK2010WK
]eWK]dXf 0.7 1

214 pKmultilocusKsequenceKtypingKsystemKforK–enicilliumKmarneffeiiKanKinternationalKmolecularKcyberK
systemKforKtrackingKitsKoriginKandKtransmissionYKHongaKongaMedicalaJournalWK2010WK]eWKcdXe 0.7 3

213 MoreKandKMoreKroronavirusesiKwumanKroronavirusKwzβ]YKVirusesWK2009WK]WKdfXf] 6.2 39

212
ronfirmationKofKtheKfirstKwongKzongKcaseKofKhumanKinfectionKbyKnovelKswineKoriginKinfluenzaKpK
Sw]“]TKvirusKdiagnosedKusingKultrarapidWKrealXtimeKreverseKtranscriptaseK–rRYKJournalaofaClinicala
MicrobiologyWK2009WKcfWKabccXe

9.7 35

211 ”utbreakKofKintestinalKinfectionKdueKtoKRhizopusKmicrosporusYKJournalaofaClinicalaMicrobiologyWK2009WK
cfWKagbcXcb 9.7 93

210 üheKcompleteKgenomeKandKproteomeKofKLaribacterKhongkongensisKrevealKpotentialKmechanismsKforK
adaptationsKtoKdifferentKtemperaturesKandKhabitatsYKPLoSaGeneticsWK2009WKdWKe][[[c]e 6 45

209 rlinicalKandKmolecularKepidemiologyKofKhumanKrhinovirusKrKinKchildrenKandKadultsKinKwongKzongK
revealsKaKpossibleKdistinctKhumanKrhinovirusKrKsubgroupYKJournalaofaInfectiousaDiseasesWK2009WKa[[WK][heX][b7 116

208 rlinicalKandKmolecularKepidemiologyKofKhumanKparainfluenzaKvirusKcKinfectionsKinKhongKkongiK
subtypeKcqKasKcommonKasKsubtypeKcpYKJournalaofaClinicalaMicrobiologyWK2009WKcfWK]dchXda 9.7 36

207 uirstKreportKofKüsukamurellaKkeratitisiKassociationKbetweenKüYKtyrosinosolvensKandKüYKpulmonisKandK
ophthalmologicKinfectionsYKJournalaofaClinicalaMicrobiologyWK2009WKcfWK]hdbXe 9.7 35

206
öusceptibilityKpatternsKofKclinicalKandKfishKisolatesKofKLaribacterKhongkongensisiKcomparisonKofKtheK
ttestWKdiscKdiffusionKandKbrothKmicrodilutionKmethodsYKJournalaofaAntimicrobialaChemotherapyWK2009WK
ebWKf[cXg

5.1 8

205 xdentificationKofKmajorKhistocompatibilityKcomplexKclassKxKrKmoleculeKasKanKattachmentKfactorKthatK
facilitatesKcoronavirusKwzβ]KspikeXmediatedKinfectionYKJournalaofaVirologyWK2009WKgbWK][aeXbd 6.6 26

204
sevelopmentKofKaKmultiXlocusKsequenceKtypingKschemeKforKLaribacterKhongkongensisWKaKnovelK
bacteriumKassociatedKwithKfreshwaterKfishXborneKgastroenteritisKandKtravelerRsKdiarrheaYKBMCa
MicrobiologyWK2009WKhWKa]

4.5 18

203 xsolationKofKLaribacterKhongkongensisWKaKnovelKbacteriumKassociatedKwithKgastroenteritisWKfromK
rhineseKtigerKfrogYKInternationalaJournalaofaFoodaMicrobiologyWK2009WK]ahWKfgXga 5.8 23

202 roronavirusKdiversityWKphylogenyKandKinterspeciesKjumpingYKExperimentalaBiologyaandaMedicineWK2009
WKabcWK]]]fXaf 3.7 415

201
uirstKreportKofKmethicillinXresistantKötaphylococcusKaureusKsepticKarthritisKcomplicatingK
acupunctureiKsimpleKprocedureKresultingKinKmostKdevastatingKoutcomeYKDiagnosticaMicrobiologyaanda
InfectiousaDiseaseWK2009WKebWKhaXd

2.9 11

200 txaminationKofKseroprevalenceKofKcoronavirusKwzβ]KinfectionKwithKöKproteinXbasedKtLxöpKandK
neutralizationKassayKagainstKviralKspikeKpseudotypedKvirusYKJournalaofaClinicalaVirologyWK2009WKcdWKdcXe[ 14.5 74
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199 sifferentialKsusceptibilityKofKdifferentKcellKlinesKtoKswineXoriginKinfluenzaKpKw]“]WKseasonalKhumanK
influenzaKpKw]“]WKandKavianKinfluenzaKpKwd“]KvirusesYKJournalaofaClinicalaVirologyWK2009WKceWKbadXb[ 14.5 71

198 vuidelinesKforKinterpretationKofK]eöKrR“pKgeneKsequenceXbasedKresultsKforKidentificationKofK
medicallyKimportantKaerobicKvramXpositiveKbacteriaYKJournalaofaMedicalaMicrobiologyWK2009WKdgWK][b[X][be3.2 40

197 romparativeKanalysisKofKcompleteKgenomeKsequencesKofKthreeKavianKcoronavirusesKrevealsKaKnovelK
groupKbcKcoronavirusYKJournalaofaVirologyWK2009WKgbWKh[gX]f 6.6 170

196 rlinicalKfeaturesKandKmolecularKepidemiologyKofKcoronavirusXwzβ]XassociatedKcommunityXacquiredK
pneumoniaYKHongaKongaMedicalaJournalWK2009WK]dKöupplKhWKceXf 0.7 8

195 ühenKandKnowiKuseKofK]eöKrs“pKgeneKsequencingKforKbacterialKidentificationKandKdiscoveryKofKnovelK
bacteriaKinKclinicalKmicrobiologyKlaboratoriesYKClinicalaMicrobiologyaandaInfectionWK2008WK]cWKh[gXbc 9.5 480

194 üheKoralKcavityKasKaKnaturalKreservoirKforKötreptococcusKsinensisYKClinicalaMicrobiologyaandaInfectionWK
2008WK]cWK][fdXh 9.5 13

193
selayedKantiviralKplusKimmunomodulatorKtreatmentKstillKreducesKmortalityKinKmiceKinfectedKbyKhighK
inoculumKofKinfluenzaKpZwd“]KvirusYKProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUniteda
StatesaofaAmericaWK2008WK][dWKg[h]Xe

11.5 257

192 xdentificationKofKnovelKporcineKandKbovineKparvovirusesKcloselyKrelatedKtoKhumanKparvovirusKcYK
JournalaofaGeneralaVirologyWK2008WKghWK]gc[X]gcg 4.9 131

191 öpikeKproteinWKöWKofKhumanKcoronavirusKwzβ]iKroleKinKviralKlifeKcycleKandKapplicationKinKantibodyK
detectionYKExperimentalaBiologyaandaMedicineWK2008WKabbWK]dafXbe 3.7 21

190 roγsqiKaKcomprehensiveKdatabaseKforKcomparativeKanalysisKofKcoronavirusKgenesKandKgenomesYK
NucleicaAcidsaResearchWK2008WKbeWKsd[cX]] 20.1 38

189 WellXcharacterizedKmonoclonalKantibodiesKagainstKcellKwallKantigenKofKpspergillusKspeciesKimproveK
immunoassayKspecificityKandKsensitivityYKVaccineaJournalWK2008WK]dWK]hcXa[a 23

188 LasiodiplodiaKtheobromaeKpneumoniaKinKaKliverKtransplantKrecipientYKJournalaofaClinicalaMicrobiologyWK
2008WKceWKbg[Xc 9.7 43

187 sistributionKandKmolecularKcharacterizationKofKtetracyclineKresistanceKinKLaribacterKhongkongensisYK
JournalaofaAntimicrobialaChemotherapyWK2008WKe]WKcggXhf 5.1 24

186 qatsKasKaKcontinuingKsourceKofKemergingKinfectionsKinKhumansYKReviewsainaMedicalaVirologyWK2007WK]fWKefXh]11.7 223

185 xsolationKofKLaribacterKhongkongensisWKaKnovelKbacteriumKassociatedKwithKgastroenteritisWKfromK
drinkingKwaterKreservoirsKinKwongKzongYKJournalaofaAppliedaMicrobiologyWK2007WK][bWKd[fX]d 4.7 31

184
öeasonalKandKtissueKdistributionKofKLaribacterKhongkongensisWKaKnovelKbacteriumKassociatedKwithK
gastroenteritisWKinKretailKfreshwaterKfishKinKwongKzongYKInternationalaJournalaofaFoodaMicrobiologyWK
2007WK]]bWKeaXe

5.8 30

183 –robioticKLactobacillusKrhamnosusKvvKenhancesKgastricKulcerKhealingKinKratsYKEuropeanaJournalaofa
PharmacologyWK2007WKdedWK]f]Xh 5.3 61

182
rompleteKgenomeKsequenceKofKbatKcoronavirusKwzβaKfromKrhineseKhorseshoeKbatsKrevealedKaK
muchKsmallerKspikeKgeneKwithKaKdifferentKevolutionaryKlineageKfromKtheKrestKofKtheKgenomeYK
VirologyWK2007WKbefWKcagXbh

3.6 134
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181 rytosineKdeaminationKandKselectionKofKrpvKsuppressedKclonesKareKtheKtwoKmajorKindependentK
biologicalKforcesKthatKshapeKcodonKusageKbiasKinKcoronavirusesYKVirologyWK2007WKbehWKcb]Xca 3.6 61

180
”utbreakKofKhumanKmetapneumovirusKinfectionKinKpsychiatricKinpatientsiKimplicationsKforKdirectlyK
observedKuseKofKalcoholKhandKrubKinKpreventionKofKnosocomialKoutbreaksYKJournalaofaHospitala
InfectionWK2007WKefWKbbeXcb

6.9 63

179 –lasmidKprofileKandKconstructionKofKaKsmallKshuttleKvectorKinKLaribacterKhongkongensisYK
BiotechnologyaLettersWK2007WKahWK]dfdXga 3 7

178 xnKsilicoKanalysisKofK]eöKribosomalKR“pKgeneKsequencingXbasedKmethodsKforKidentificationKofK
medicallyKimportantKanaerobicKbacteriaYKJournalaofaClinicalaPathologyWK2007WKe[WKdfeXh 3.9 16

177 pscarisXinducedKeosinophilicKpneumonitisKinKanKwxγXinfectedKpatientYKJournalaofaClinicalaPathologyWK
2007WKe[WKa[aXb 3.9 4

176
rlinicalKfeaturesKandKcompleteKgenomeKcharacterizationKofKaKdistinctKhumanKrhinovirusKSwRγTK
geneticKclusterWKprobablyKrepresentingKaKpreviouslyKundetectedKwRγKspeciesWKwRγXrWKassociatedK
withKacuteKrespiratoryKillnessKinKchildrenYKJournalaofaClinicalaMicrobiologyWK2007WKcdWKbeddXec

9.7 279

175 rlinicalKandKmolecularKepidemiologyKofKhumanKbocavirusKinKrespiratoryKandKfecalKsamplesKfromK
childrenKinKwongKzongYKJournalaofaInfectiousaDiseasesWK2007WK]heWKhgeXhb 7 150

174 romparativeKanalysisKofKtwelveKgenomesKofKthreeKnovelKgroupKacKandKgroupKadKcoronavirusesK
revealsKuniqueKgroupKandKsubgroupKfeaturesYKJournalaofaVirologyWK2007WKg]WK]dfcXgd 6.6 202

173 –yogenicKliverKabscessesKcausedKbyKzlebsiellaKpneumoniaeiKβöKappearanceKandKaspirationKfindingsYK
RadiologyWK2007WKacaWKfehXfe 20.5 51

172 M–]KhomologueXbasedKmultilocusKsequenceKsystemKforKtypingKtheKpathogenicKfungusK–enicilliumK
marneffeiiKaKnovelKapproachKusingKlineageXspecificKgenesYKJournalaofaClinicalaMicrobiologyWK2007WKcdWKbecfXdc9.7 26

171 ratabacterKhongkongensisKgenYKnovYWKspYKnovYWKisolatedKfromKbloodKculturesKofKpatientsKfromKwongK
zongKandKranadaYKJournalaofaClinicalaMicrobiologyWK2007WKcdWKbhdXc[] 9.7 44

170 öevereKacuteKrespiratoryKsyndromeKcoronavirusKasKanKagentKofKemergingKandKreemergingKinfectionYK
ClinicalaMicrobiologyaReviewsWK2007WKa[WKee[Xhc 34 661

169
uangiaKhongkongensisKgenYKnovYWKspYKnovYWKaKnovelKgammaproteobacteriumKofKtheKorderK
ühiotrichalesKisolatedKfromKcoastalKseawaterKofKwongKzongYKInternationalaJournalaofaSystematicaanda
EvolutionaryaMicrobiologyWK2007WKdfWKaeedXaeeh

2.2 21

168 RhinovirusKinfectionKinKhospitalizedKchildrenKinKwongKzongiKaKprospectiveKstudyYKPediatricaInfectiousa
DiseaseaJournalWK2007WKaeWKhhdX][[[ 3.4 65

167 öurgicalKsiteKabscessKcausedKbyKLactobacillusKfermentumKidentifiedKbyK]eöKribosomalKR“pKgeneK
sequencingYKDiagnosticaMicrobiologyaandaInfectiousaDiseaseWK2007WKdgWKad]Xc 2.9 13

166 tnhancementKofKgastricKmucosalKintegrityKbyKLactobacillusKrhamnosusKvvYKLifeaSciencesWK2007WKg[WKa]agXa]be6.8 68

165 pKpatientKwithKrelapsingKpacemakerKinfectionKdueKtoKMvramXpositiveKbacilliMYKInternationalaJournalaofa
CardiologyWK2007WK]]cWKtc[X] 3.2 14

164 rharacterizationKofKaKnovelKcrypticKplasmidWKpwLwzaeWKinKLaribacterKhongkongensisYKNewa
MicrobiologicaWK2007WKb[WK]bhXcf 1.1 3
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163 pcceleratedKevolutionaryKrateKmayKbeKresponsibleKforKtheKemergenceKofKlineageXspecificKgenesKinK
ascomycotaYKJournalaofaMolecularaEvolutionWK2006WKebWK]X]] 3.1 48

162 MolecularKdiversityKofKcoronavirusesKinKbatsYKVirologyWK2006WKbd]WK]g[Xf 3.6 228

161 qacteremiaKcausedKbyKöolobacteriumKmooreiKinKaKpatientKwithKacuteKproctitisKandKcarcinomaKofKtheK
cervixYKJournalaofaClinicalaMicrobiologyWK2006WKccWKb[b]Xc 9.7 27

160 qacteraemiaKcausedKbyKpnaerotruncusKcolihominisKandKemendedKdescriptionKofKtheKspeciesYKJournala
ofaClinicalaPathologyWK2006WKdhWKfcgXda 3.9 34

159 βsefulnessKofKtheKMicroöeqKd[[K]eöKrs“pKbacterialKidentificationKsystemKforKidentificationKofK
anaerobicKvramKpositiveKbacilliKisolatedKfromKbloodKculturesYKJournalaofaClinicalaPathologyWK2006WKdhWKa]hXaa3.9 37

158 romparativeKanalysisKofKaaKcoronavirusKwzβ]KgenomesKrevealsKaKnovelKgenotypeKandKevidenceKofK
naturalKrecombinationKinKcoronavirusKwzβ]YKJournalaofaVirologyWK2006WKg[WKf]beXcd 6.6 162

157 vlobicatellaKbacteraemiaKidentifiedKbyK]eöKribosomalKR“pKgeneKsequencingYKJournalaofaClinicala
PathologyWK2006WKdhWKb[bXf 3.9 21

156 roronavirusKwzβ]KandKotherKcoronavirusKinfectionsKinKwongKzongYKJournalaofaClinicalaMicrobiologyWK
2006WKccWKa[ebXf] 9.7 298

155 venomicKandKexperimentalKevidenceKforKaKpotentialKsexualKcycleKinKtheKpathogenicKthermalK
dimorphicKfungusK–enicilliumKmarneffeiYKFEBSaLettersWK2006WKdg[WKbc[hX]e 3.8 53

154
rorrigendumKtoKâ��venomicKandKexperimentalKevidenceKforKaKpotentialKsexualKcycleKinKtheKpathogenicK
thermalKdimorphicKfungusK–enicilliumKmarneffeiâ��K[utqöKLettYKdg[KSa[[eTKbc[hâ��bc]e]YKFEBSaLettersWK
2006WKdg[WKchfeXchff

3.8

153 rlinicalKisolatesKofKötreptococcusKiniaeKfromKpsiaKareKmoreKmucoidKandKbetaXhemolyticKthanKthoseK
fromK“orthKpmericaYKDiagnosticaMicrobiologyaandaInfectiousaDiseaseWK2006WKdcWK]ffXg] 2.9 55

152 rlinicalWKphenotypicWKandKgenotypicKevidenceKforKötreptococcusKsinensisKasKtheKcommonKancestorKofK
anginosusKandKmitisKgroupsKofKstreptococciYKMedicalaHypothesesWK2006WKeeWKbcdXd] 3.8 10

151
venomicKevidenceKforKantibioticKresistanceKgenesKofKactinomycetesKasKoriginsKofKantibioticK
resistanceKgenesKinKpathogenicKbacteriaKsimplyKbecauseKactinomycetesKareKmoreKancestralKthanK
pathogenicKbacteriaYKMedicalaHypothesesWK2006WKefWK]ahfXb[c

3.8 7

150 xnfectiousKdiseasesKemergingKfromKrhineseKwetXmarketsiKzoonoticKoriginsKofKsevereKrespiratoryKviralK
infectionsYKCurrentaOpinionainaInfectiousaDiseasesWK2006WK]hWKc[]Xf 5.4 114

149
pKnovelKapproachKforKscreeningKimmunogenicKproteinsKinK–enicilliumKmarneffeiKusingKtheK
seltapuM–]seltapuM–aKdeletionKmutantKofKpspergillusKfumigatusYKFEMSaMicrobiologyaLettersWK
2006WKaeaWK]bgXcf

2.9 9

148 rharacterizationKandKcompleteKgenomeKsequenceKofKaKnovelKcoronavirusWKcoronavirusKwzβ]WKfromK
patientsKwithKpneumoniaYKJournalaofaVirologyWK2005WKfhWKggcXhd 6.6 1028

147 tcoepidemiologyKofKLaribacterKhongkongensisWKaKnovelKbacteriumKassociatedKwithKgastroenteritisYK
JournalaofaClinicalaMicrobiologyWK2005WKcbWKh]hXaa 9.7 43

146 öevereKacuteKrespiratoryKsyndromeKcoronavirusXlikeKvirusKinKrhineseKhorseshoeKbatsYKProceedingsaofa
theaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaWK2005WK][aWK]c[c[Xd 11.5 1108
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145
öpRöKcoronavirusKspikeKpolypeptideKs“pKvaccineKprimingKwithKrecombinantKspikeKpolypeptideKfromK
tscherichiaKcoliKasKboosterKinducesKhighKtiterKofKneutralizingKantibodyKagainstKöpRöKcoronavirusYK
VaccineWK2005WKabWKchdhXeg

4.1 48

144 rurrentKstatusKandKfutureKdirectionsKforKLaribacterKhongkongensisWKaKnovelKbacteriumKassociatedK
withKgastroenteritisKandKtravellerRsKdiarrhoeaYKCurrentaOpinionainaInfectiousaDiseasesWK2005WK]gWKc]bXh 5.4 36

143 ronstructionKofKanKinducibleKexpressionKshuttleKvectorKforKLaribacterKhongkongensisWKaKnovelK
bacteriumKassociatedKwithKgastroenteritisYKFEMSaMicrobiologyaLettersWK2005WKadaWKdfXed 2.9 14

142 –enicilliumKmarneffeiKfungaemiaKinKanKallogeneicKboneKmarrowKtransplantKrecipientYKBoneaMarrowa
TransplantationWK2005WKbdWKgb]Xb 4.4 38

141 plkanindigesKhongkongensisKspYKnovYKpKnovelKplkanindigesKspeciesKisolatedKfromKaKpatientKwithK
parotidKabscessYKSystematicaandaAppliedaMicrobiologyWK2005WKagWKb]eXaa 4.2 20

140 –hylogeneticKandKrecombinationKanalysisKofKcoronavirusKwzβ]WKaKnovelKcoronavirusKfromKpatientsK
withKpneumoniaYKArchivesaofaVirologyWK2005WK]d[WKaahhXb]] 2.6 45

139 “ewKlymphogranulomaKvenereumKrhlamydiaKtrachomatisKvariantWKpmsterdamYKEmergingaInfectiousa
DiseasesWK2005WK]]WK][h[Xa 10.2 67

138 öpRöKcoronavirusKdetectionKmethodsYKEmergingaInfectiousaDiseasesWK2005WK]]WK]][gX]] 10.2 49

137 rloningKandKcharacterizationKofKaKchromosomalKclassKrKbetaXlactamaseKandKitsKregulatoryKgeneKinK
LaribacterKhongkongensisYKAntimicrobialaAgentsaandaChemotherapyWK2005WKchWK]hdfXec 5.9 29

136 LifeXthreateningKinvasiveKwelcococcusKkunziiKinfectionsKinKintravenousXdrugKusersKandK
ermpXmediatedKerythromycinKresistanceYKJournalaofaClinicalaMicrobiologyWK2005WKcbWKea[dXg 9.7 32

135 öerologicalKresponsesKinKpatientsKwithKsevereKacuteKrespiratoryKsyndromeKcoronavirusKinfectionKandK
crossXreactivityKwithKhumanKcoronavirusesKaahtWK”rcbWKandK“LebYKVaccineaJournalWK2005WK]aWK]b]fXa] 82

134 uatalKinteractionKbetweenKclarithromycinKandKcolchicineKinKpatientsKwithKrenalKinsufficiencyiKaK
retrospectiveKstudyYKClinicalaInfectiousaDiseasesWK2005WKc]WKah]Xb[[ 11.6 85

133 rlostridiumKbacteraemiaKcharacterisedKbyK]eöKribosomalKR“pKgeneKsequencingYKJournalaofaClinicala
PathologyWK2005WKdgWKb[]Xf 3.9 39

132 xnKsilicoKanalysisKofK”Ru]abKinKcoronavirusKwzβ]KgenomeKrevealsKaKuniqueKputativeKcleavageKsiteKofK
coronavirusKwzβ]KbrXlikeKproteaseYKMicrobiologyaandaImmunologyWK2005WKchWKghhXh[g 2.7 30

131
pnaerosporaKhongkongensisKgenYKnovYKspYKnovYWKaKnovelKgenusKandKspeciesKwithKribosomalKs“pK
operonKheterogeneityKisolatedKfromKanKintravenousKdrugKabuserKwithKpseudobacteremiaYK
MicrobiologyaandaImmunologyWK2005WKchWKb]Xh

2.7 11

130 βnusualKlaboratoryKfindingsKinKaKcaseKofK“orwegianKscabiesKprovidedKaKclueKtoKdiagnosisYKJournalaofa
ClinicalaMicrobiologyWK2005WKcbWKadcaXc 9.7 11

129
sifferentialKsensitivitiesKofKsevereKacuteKrespiratoryKsyndromeKSöpRöTKcoronavirusKspikeK
polypeptideKenzymeXlinkedKimmunosorbentKassayKStLxöpTKandKöpRöKcoronavirusKnucleocapsidK
proteinKtLxöpKforKserodiagnosisKofKöpRöKcoronavirusKpneumoniaYKJournalaofaClinicalaMicrobiologyWK
2005WKcbWKb[dcXg

9.7 100

128
romparativeKhostKgeneKtranscriptionKbyKmicroarrayKanalysisKearlyKafterKinfectionKofKtheKwuhfKcellK
lineKbyKsevereKacuteKrespiratoryKsyndromeKcoronavirusKandKhumanKcoronavirusKaahtYKJournalaofa
VirologyWK2005WKfhWKe]g[Xhb

6.6 76
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127 xdentificationKofKaKnovelKcoronavirusKinKbatsYKJournalaofaVirologyWK2005WKfhWKa[[]Xh 6.6 285

126 rlinicalKandKmolecularKepidemiologicalKfeaturesKofKcoronavirusKwzβ]XassociatedK
communityXacquiredKpneumoniaYKJournalaofaInfectiousaDiseasesWK2005WK]haWK]ghgXh[f 7 193

125 üyphoidKfeverKassociatedKwithKacuteKappendicitisKcausedKbyKanKw]XjKstrainKofKöalmonellaKentericaK
serotypeKüyphiYKJournalaofaClinicalaMicrobiologyWK2005WKcbWK]cf[Xa 9.7 15

124 wumanKparainfluenzaKvirusKcKoutbreakKandKtheKroleKofKdiagnosticKtestsYKJournalaofaClinicala
MicrobiologyWK2005WKcbWKcd]dXa] 9.7 73

123 qiliaryKtractKdiseaseKasKaKriskKfactorKforK–lesiomonasKshigelloidesKbacteraemiaiKaKnineXyearK
experienceKinKaKwongKzongKhospitalKandKreviewKofKtheKliteratureYKNewaMicrobiologicaWK2005WKagWKcdXdd 1.1 11

122 öyntheticKpeptidesKoutsideKtheKspikeKproteinKheptadKrepeatKregionsKasKpotentKinhibitorsKofK
öpRöXassociatedKcoronavirusYKAntiviralaTherapyWK2005WK][WKbhbXc[b 1.6 35

121 öyntheticK–eptidesKoutsideKtheKöpikeK–roteinKweptadKRepeatKRegionsKasK–otentKxnhibitorsKofK
öarsXpssociatedKroronavirusYKAntiviralaTherapyWK2005WK][WKbhbXc[b 1.6 33

120 γiralKloadsKinKclinicalKspecimensKandKöpRöKmanifestationsYKEmergingaInfectiousaDiseasesWK2004WK][WK]dd[Xf 10.2 199

119 rlinicalKdeteriorationKinKcommunityKacquiredKinfectionsKassociatedKwithKlymphocyteKupsurgeKinK
immunocompetentKhostsYKScandinavianaJournalaofaInfectiousaDiseasesWK2004WKbeWKfcbXd] 4

118
–henotypicKandKmolecularKcharacterizationKofKerythromycinKresistanceKinKfourKisolatesKofK
ötreptococcusXlikeKgramXpositiveKcocciKcausingKbacteremiaYKJournalaofaClinicalaMicrobiologyWK2004WK
caWKbb[bXd

9.7 7

117 puM–aKencodesKaKnovelKimmunogenicKproteinKofKtheKantigenicKmannoproteinKsuperfamilyKinK
pspergillusKfumigatusYKJournalaofaClinicalaMicrobiologyWK2004WKcaWKaagfXh] 9.7 29

116 üwoKcasesKofKcontinuousKambulatoryKperitonealKdialysisXassociatedKperitonitisKdueKtoK–lesiomonasK
shigelloidesYKJournalaofaClinicalaMicrobiologyWK2004WKcaWKhbbXd 9.7 13

115 pssociationKofKpresenceKofKpspergillusKantibodiesKwithKhemoptysisKinKpatientsKwithKoldKtuberculosisK
orKbronchiectasisKbutKnoKradiologicallyKvisibleKmycetomaYKJournalaofaClinicalaMicrobiologyWK2004WKcaWKeedXh9.7 18

114
setectionKofKspecificKantibodiesKtoKsevereKacuteKrespiratoryKsyndromeKSöpRöTKcoronavirusK
nucleocapsidKproteinKforKserodiagnosisKofKöpRöKcoronavirusKpneumoniaYKJournalaofaClinicala
MicrobiologyWK2004WKcaWKab[eXh

9.7 101

113 qacteremiaKdueKtoKrlostridiumKhathewayiKinKaKpatientKwithKacuteKappendicitisYKJournalaofaClinicala
MicrobiologyWK2004WKcaWKdhcfXh 9.7 45

112 rlinicalKevaluationKofKtheKpolymeraseKchainKreactionKforKtheKrapidKdiagnosisKofKtuberculosisYKJournala
ofaClinicalaPathologyWK2004WKdfWKag]Xd 3.9 74

111 tnterococcusKcecorumKempyemaKthoracisKsuccessfullyKtreatedKwithKcefotaximeYKJournalaofaClinicala
MicrobiologyWK2004WKcaWKh]hXaa 9.7 39

110 ötreptococcusKsinensisKmayKreactKwithKLancefieldKgroupKuKantiserumYKJournalaofaMedicala
MicrobiologyWK2004WKdbWK][gbX][gg 3.2 21
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109 LackKofKevidenceKthatKs“pKinKantibioticKpreparationsKisKaKsourceKofKantibioticKresistanceKgenesKinK
bacteriaKfromKanimalKorKhumanKsourcesYKAntimicrobialaAgentsaandaChemotherapyWK2004WKcgWKb]c]Xe 5.9 9

108
LongitudinalKprofileKofKimmunoglobulinKvKSxgvTWKxgMWKandKxgpKantibodiesKagainstKtheKsevereKacuteK
respiratoryKsyndromeKSöpRöTKcoronavirusKnucleocapsidKproteinKinKpatientsKwithKpneumoniaKdueKtoK
theKöpRöKcoronavirusYKVaccineaJournalWK2004WK]]WKeedXg

132

107 setectionKofKsevereKacuteKrespiratoryKsyndromeKSöpRöTKcoronavirusKnucleocapsidKproteinKinKsarsK
patientsKbyKenzymeXlinkedKimmunosorbentKassayYKJournalaofaClinicalaMicrobiologyWK2004WKcaWKaggcXh 9.7 101

106
rontinuousKambulatoryKperitonealKdialysisXrelatedKperitonitisKassociatedKwithKLancefieldKgroupKvK
betaXhemolyticKstreptococcusiKreportKofKtwoKcasesKrequiringKüenckhoffKcatheterKremovalYKJournalaofa
ClinicalaMicrobiologyWK2004WKcaWKcbhhXc[a

9.7 5

105 rharacterizationKofKwaemophilusKsegnisWKanKimportantKcauseKofKbacteremiaWKbyK]eöKrR“pKgeneK
sequencingYKJournalaofaClinicalaMicrobiologyWK2004WKcaWKgffXg[ 9.7 37

104
ualseXpositiveKresultsKinKaKrecombinantKsevereKacuteKrespiratoryKsyndromeXassociatedKcoronavirusK
SöpRöXroγTKnucleocapsidKenzymeXlinkedKimmunosorbentKassayKdueKtoKwroγX”rcbKandKwroγXaahtK
rectifiedKbyKWesternKblottingKwithKrecombinantKöpRöXroγKspikeKpolypeptideYKJournalaofaClinicala
MicrobiologyWK2004WKcaWKdggdXg

9.7 66

103 pnaerobicWKnonXsporulatingWKvramXpositiveKbacilliKbacteraemiaKcharacterizedKbyK]eöKrR“pKgeneK
sequencingYKJournalaofaMedicalaMicrobiologyWK2004WKdbWK]acfX]adb 3.2 72

102 MötreptococcusKmilleriMKendocarditisKcausedKbyKötreptococcusKanginosusYKDiagnosticaMicrobiologya
andaInfectiousaDiseaseWK2004WKcgWKg]Xg 2.9 59

101
tggerthellaKhongkongensisKspYKnovYKandKeggerthellaKsinensisKspYKnovYWKtwoKnovelKtggerthellaK
speciesWKaccountKforKhalfKofKtheKcasesKofKtggerthellaKbacteremiaYKDiagnosticaMicrobiologyaanda
InfectiousaDiseaseWK2004WKchWKaddXeb

2.9 90

100 qacteremiaKinKaKpatientKwithKcolonicKcarcinomaKcausedKbyKaKnovelKöedimentibacterKspeciesiK
öedimentibacterKhongkongensisKspYKnovYKDiagnosticaMicrobiologyaandaInfectiousaDiseaseWK2004WKd[WKg]Xf 2.9 7

99 RelativeKratesKofKnonXpneumonicKöpRöKcoronavirusKinfectionKandKöpRöKcoronavirusKpneumoniaYK
LancetmaTheWK2004WKbebWKgc]Xd 40 114

98 pssociationKofKLaribacterKhongkongensisKinKcommunityXacquiredKgastroenteritisKwithKtravelKandK
eatingKfishiKaKmulticentreKcaseXcontrolKstudyYKLancetmaTheWK2004WKbebWK]hc]Xf 40 76

97 βseKofKcefoperazoneKMacronkeyKagarKforKselectiveKisolationKofKLaribacterKhongkongensisYKJournala
ofaClinicalaMicrobiologyWK2003WKc]WKcgbhXc] 9.7 37

96 vranulicatellaKadiacensKandKpbiotrophiaKdefectivaKbacteraemiaKcharacterizedKbyK]eöKrR“pKgeneK
sequencingYKJournalaofaMedicalaMicrobiologyWK2003WKdaWK]bfX]c[ 3.2 71

95
βsefulnessKofKtheKMicroöeqKd[[K]eöKribosomalKs“pXbasedKbacterialKidentificationKsystemKforK
identificationKofKclinicallyKsignificantKbacterialKisolatesKwithKambiguousKbiochemicalKprofilesYKJournala
ofaClinicalaMicrobiologyWK2003WKc]WK]hheXa[[]

9.7 135

94 –seudobacteraemiaKinKaKpatientKwithKneutropenicKfeverKcausedKbyKaKnovelKpaenibacillusKspeciesiK
–aenibacillusKhongkongensisKspYKnovYKJournalaofaClinicalaPathologyWK2003WKdeWKahXbd 37

93 txploringKtheK–enicilliumKmarneffeiKgenomeYKArchivesaofaMicrobiologyWK2003WK]fhWKbbhXdb 3 42

92 –eripartumKtuberculosisKasKaKformKofKimmunorestitutionKdiseaseYKEuropeanaJournalaofaClinicala
MicrobiologyaandaInfectiousaDiseasesWK2003WKaaWKb]bXf 5.3 33
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91 rontinuousKambulatoryKperitonealKdialysisXrelatedKperitonitisKcausedKbyKötreptococcusKbovisYK
EuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesWK2003WKaaWKcacXe 5.3 15

90 RiskKfactorsKforKdevelopmentKofKparadoxicalKresponseKduringKantituberculosisKtherapyKinK
wxγXnegativeKpatientsYKEuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesWK2003WKaaWKdhfXe[a5.3 124

89 pctinomycesKhongkongensisKspYKnovYKaKnovelKpctinomycesKspeciesKisolatedKfromKaKpatientKwithK
pelvicKactinomycosisYKSystematicaandaAppliedaMicrobiologyWK2003WKaeWKd]gXaa 4.2 31

88 üheKmitochondrialKgenomeKofKtheKthermalKdimorphicKfungusK–enicilliumKmarneffeiKisKmoreKcloselyK
relatedKtoKthoseKofKmoldsKthanKyeastsYKFEBSaLettersWK2003WKdddWKcehXff 3.8 54

87 uacilitationKofKhorizontalKtransferKofKantimicrobialKresistanceKbyKtransformationKofK
antibioticXinducedKcellXwallXdeficientKbacteriaYKMedicalaHypothesesWK2003WKe]WKd[bXg 3.8 18

86 tarlyKdiagnosisKofKtxophialaKrp–sKperitonitisKbyK]göKribosomalKR“pKgeneKsequencingKandKitsK
clinicalKsignificanceYKDiagnosticaMicrobiologyaandaInfectiousaDiseaseWK2003WKceWKhdX][a 2.9 17

85 LaribacterKhongkongensisiKaKpotentialKcauseKofKinfectiousKdiarrheaYKDiagnosticaMicrobiologyaanda
InfectiousaDiseaseWK2003WKcfWKdd]Xe 2.9 44

84
pnalysisKofKaKviridansKgroupKstrainKrevealsKaKcaseKofKbacteremiaKdueKtoKlancefieldKgroupKvK
alphaXhemolyticKötreptococcusKdysgalactiaeKsubspKequisimilisKinKaKpatientKwithKpyomyositisKandK
reactiveKarthritisYKJournalaofaClinicalaMicrobiologyWK2003WKc]WKe]bXg

9.7 33

83 rlinicalKandKmolecularKepidemiologyKofKerythromycinXresistantKbetaXhemolyticKlancefieldKgroupKvK
streptococciKcausingKbacteremiaYKJournalaofaClinicalaMicrobiologyWK2003WKc]WKd]ggXh] 9.7 26

82 vemellaKbacteraemiaKcharacterisedKbyK]eöKribosomalKR“pKgeneKsequencingYKJournalaofaClinicala
PathologyWK2003WKdeWKeh[Xb 3.9 61

81 veographicalKdifferenceKofKdiseaseKassociationKinKötreptococcusKbovisKbacteraemiaYKJournalaofa
MedicalaMicrobiologyWK2003WKdaWKh[bXh[g 3.2 54

80
öeronegativeKbacteremicKmelioidosisKcausedKbyKqurkholderiaKpseudomalleiKwithKambiguousK
biochemicalKprofileiKclinicalKimportanceKofKaccurateKidentificationKbyK]eöKrR“pKgeneKandKgrotLKgeneK
sequencingYKJournalaofaClinicalaMicrobiologyWK2003WKc]WKbhfbXf

9.7 23

79 xnvasiveKötreptococcusKiniaeKinfectionsKoutsideK“orthKpmericaYKJournalaofaClinicalaMicrobiologyWK2003
WKc]WK][[cXh 9.7 101

78 üsukamurellaKconjunctivitisiKaKnovelKclinicalKsyndromeYKJournalaofaClinicalaMicrobiologyWK2003WKc]WKbbegXf]9.7 50

77 MolecularKcharacterizationKofKaKstrainKofKgroupKaKstreptococcusKisolatedKfromKaKpatientKwithKaKpsoasK
abscessYKJournalaofaClinicalaMicrobiologyWK2003WKc]WKcgggXh] 9.7 13

76 puLM–]KencodesKanKantigenicKcelKwallKproteinKinKpspergillusKflavusYKJournalaofaClinicalaMicrobiologyWK
2003WKc]WKgcdXd[ 9.7 40

75 ötaphylococcusKaureusKsubcutaneousKabscessKcomplicatingKacupunctureiKneedKforKimplementationK
ofKproperKinfectionKcontrolKguidelinesYKNewaMicrobiologicaWK2003WKaeWK]ehXfc 1.1 16

74
pKsingleKdoseKofKoralKs“pKimmunizationKdeliveredKbyKattenuatedKöalmonellaKtyphimuriumK
downXregulatesKtransgeneKexpressionKinKwqspgKtransgenicKmiceYKEuropeanaJournalaofaImmunologyWK
2002WKbaWKbahcXb[c

6.1 13
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73 üuberculosisKinKbloodKandKmarrowKtransplantKrecipientsYKHematologicalaOncologyWK2002WKa[WKd]Xea 1.3 43

72 rharacterizationKofKaKnovelKinsertionKsequenceWKxöKqp]WKinKqurkholderiaKpseudomalleiYKArchivesaofa
MicrobiologyWK2002WK]ffWKaefXfb 3 4

71 tmergenceKofKcotrimoxazoleXKandKquinoloneXresistantKrampylobacterKinfectionsKinKboneKmarrowK
transplantKrecipientsYKEuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesWK2002WKa]WK]afXh 5.3 8

70 ötreptococcusKagalactiaeKSLancefieldKgroupKqTKbacteraemiaKinKnonpregnantKadultsYKEuropeana
JournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesWK2002WKa]WK]c[Xa 5.3 6

69 rlinicalKspectrumKofKparadoxicalKdeteriorationKduringKantituberculosisKtherapyKinKnonXwxγXinfectedK
patientsYKEuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesWK2002WKa]WKg[bXh 5.3 207

68 ratheterXrelatedKMicrobacteriumKbacteremiaKidentifiedKbyK]eöKrR“pKgeneKsequencingYKJournalaofa
ClinicalaMicrobiologyWK2002WKc[WKaeg]Xd 9.7 54

67 setectionKofKantibodiesKspecificKtoKanKantigenicKcellKwallKgalactomannoproteinKforKserodiagnosisKofK
pspergillusKfumigatusKaspergillosisYKJournalaofaClinicalaMicrobiologyWK2002WKc[WKa[c]Xd 9.7 48

66 setectionKofKcellKwallKgalactomannoproteinKpfmp]pKinKcultureKsupernatantsKofKpspergillusK
fumigatusKandKinKseraKofKaspergillosisKpatientsYKJournalaofaClinicalaMicrobiologyWK2002WKc[WKcbgaXf 9.7 36

65 xdentificationKbyK]eöKrR“pKgeneKsequencingKofKLactobacillusKsalivariusKbacteremicKcholecystitisYK
JournalaofaClinicalaMicrobiologyWK2002WKc[WKaedXf 9.7 68

64 ötreptococcusKsinensisKspYKnovYWKaKnovelKspeciesKisolatedKfromKaKpatientKwithKinfectiveKendocarditisYK
JournalaofaClinicalaMicrobiologyWK2002WKc[WKg[dX][ 9.7 80

63 RelativelyKalcoholXresistantKmycobacteriaKareKemergingKpathogensKinKpatientsKreceivingK
acupunctureKtreatmentYKJournalaofaClinicalaMicrobiologyWK2002WKc[WK]a]hXac 9.7 63

62 xdentificationKbyK]eöKribosomalKR“pKgeneKsequencingKofKprcobacterKbutzleriKbacteraemiaKinKaK
patientKwithKacuteKgangrenousKappendicitisYKJournalaofaClinicalaPathologyWK2002WKddWK]gaXd 75

61 rloningKandKexpressionKofKclassKpKbetaXlactamaseKgeneKblapSq–öTKinKqurkholderiaKpseudomalleiYK
AntimicrobialaAgentsaandaChemotherapyWK2002WKceWK]]baXd 5.9 30

60 ”verXtheXcounterKmedicationKandKitsKeffectsYKLancetmaTheWK2002WKbdhWK]]a[ 40 5

59 siagnosisKofKpelvicKactinomycosisKbyK]eöKribosomalKR“pKgeneKsequencingKandKitsKclinicalK
significanceYKDiagnosticaMicrobiologyaandaInfectiousaDiseaseWK2002WKcbWK]]bXg 2.9 35

58
öingleKgeneKtargetKbacterialKidentificationYKgrotLKgeneKsequencingKforKdiscriminatingKclinicalK
isolatesKofKqurkholderiaKpseudomalleiKandKqurkholderiaKthailandensisYKDiagnosticaMicrobiologyaanda
InfectiousaDiseaseWK2002WKccWK]cbXh

2.9 43

57 s“pKimmunizationKusingKaKsecretedKcellKwallKantigenKMp]pKisKprotectiveKagainstK–enicilliumK
marneffeiKinfectionYKVaccineWK2002WKa[WKagfgXge 4.1 28

56 waemophilusKsegnisKpolymicrobialKandKmonomicrobialKbacteraemiaKidentifiedKbyK]eöKribosomalK
R“pKgeneKsequencingYKJournalaofaMedicalaMicrobiologyWK2002WKd]WKebdXec[ 3.2 12

(2002-2002)
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55
ühermoXtolerantKrampylobacterKfetusKbacteraemiaKidentifiedKbyK]eöKribosomalKR“pKgeneK
sequencingiKanKemergingKpathogenKinKimmunocompromisedKpatientsYKJournalaofaMedicala
MicrobiologyWK2002WKd]WKfc[Xfce

3.2 22

54 RalstoniaKpickettiiKbacteraemiaKinKaKcordKbloodKtransplantKrecipientYKNewaMicrobiologicaWK2002WKadWKhfX][a1.1 7

53 xdentificationKofKslideKcoagulaseKpositiveWKtubeKcoagulaseKnegativeKötaphylococcusKaureusKbyK]eöK
ribosomalKR“pKgeneKsequencingYKJournalaofaClinicalaPathologyWK2001WKdcWKaccXf 41

52 randidaKtropicalisKandK–enicilliumKmarneffeiKmixedKfungaemiaKinKaKpatientKwithKWaldenstrˆ¶mRsK
macroglobulinaemiaYKEuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesWK2001WKa[WK]baXd 5.3 18

51 üwoKcasesKofKpyomyositisKcausedKbyKzlebsiellaKpneumoniaeKandKreviewKofKtheKliteratureYKEuropeana
JournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesWK2001WKa[WKdfeXg[ 5.3 21

50 rharacterizationKofKpuM–]iKaKnovelKtargetKforKserodiagnosisKofKaspergillosisYKJournalaofaClinicala
MicrobiologyWK2001WKbhWKbgb[Xf 9.7 55

49 βseKofKrecombinantKmitogillinKforKserodiagnosisKofKpspergillusKfumigatusXassociatedKdiseasesYK
JournalaofaClinicalaMicrobiologyWK2001WKbhWKcdhgXe[[ 9.7 7

48 xsolationKandKcharacterizationKofKaKöalmonellaKentericaKserotypeKüyphiKvariantKandKitsKclinicalKandK
publicKhealthKimplicationsYKJournalaofaClinicalaMicrobiologyWK2001WKbhWK]]h[Xc 9.7 38

47 vroupKvKbetaXhemolyticKstreptococcalKbacteremiaKcharacterizedKbyK]eöKribosomalKR“pKgeneK
sequencingYKJournalaofaClinicalaMicrobiologyWK2001WKbhWKb]cfXdd 9.7 89

46 grotLKencodesKaKhighlyKantigenicKproteinKinKqurkholderiaKpseudomalleiYKVaccineaJournalWK2001WKgWKgbaXe 37

45 qiotypingKofK–enicilliumKmarneffeiKrevealsKconcentrationXdependentKgrowthKinhibitionKbyK
galactoseYKJournalaofaClinicalaMicrobiologyWK2001WKbhWK]c]eXa] 9.7 12

44 LaribacterKhongkongensisKgenYKnovYWKspYKnovYWKaKnovelKgramXnegativeKbacteriumKisolatedKfromKaK
cirrhoticKpatientKwithKbacteremiaKandKempyemaYKJournalaofaClinicalaMicrobiologyWK2001WKbhWKcaafXba 9.7 105

43 pcupunctureKmycobacteriosisYKNewaEnglandaJournalaofaMedicineWK2001WKbcdWKgcaXb 59.2 42

42 βniqueKimmunogenicityKofKhepatitisKqKvirusKs“pKvaccineKpresentedKbyKliveXattenuatedKöalmonellaK
typhimuriumYKVaccineWK2001WK]hWKahcdXdc 4.1 51

41 pKcrucialKroleKofKmacrophagesKinKtheKimmuneKresponsesKtoKoralKs“pKvaccinationKagainstKhepatitisKqK
virusKinKaKmurineKmodelYKVaccineWK2001WKa[WK]c[Xf 4.1 20

40 βltrasonographicKfeaturesKofKpseudotumorousKformKofKascariasisYKEuropeanaJournalaofaRadiologyWK
2001WKbhWK]ggXhb 4.7 5

39
xdentificationKbyK]eöKribosomalKR“pKgeneKsequencingKofKanKtnterobacteriaceaeKspeciesKwithK
ambiguousKbiochemicalKprofileKfromKaKrenalKtransplantKrecipientYKDiagnosticaMicrobiologyaanda
InfectiousaDiseaseWK2001WKbhWKgdXhb

2.9 53

38 xdentificationKofKprcobacterKcryaerophilusKisolatedKfromKaKtrafficKaccidentKvictimKwithKbacteremiaKbyK
]eöKribosomalKR“pKgeneKsequencingYKDiagnosticaMicrobiologyaandaInfectiousaDiseaseWK2001WKc[WK]adXf 2.9 62
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37 rellXwallXdeficientKbacteriaKandKcultureXnegativeKfebrileKepisodesKinKboneXmarrowXtransplantK
recipientsYKLancetmaTheWK2001WKbdfWKefdXh 40 41

36 xmmunorestitutionKdiseasesKinKpatientsKnotKinfectedKwithKwxγYKEuropeanaJournalaofaClinicala
MicrobiologyaandaInfectiousaDiseasesWK2001WKa[WKc[aXe 5.3 30

35 –olymicrobialK”utbreakKofKxntermittentK–eritonealKsialysisK–eritonitisKduringKtxternalKWallK
RenovationKatKaKsialysisKrenterYKPeritonealaDialysisaInternationalWK2001WKa]WKaheXb[] 2.8 15

34 randidaKtropicalisKandK–enicilliumKmarneffeiKMixedKuungaemiaKinKaK–atientKwithKWaldenstrˆ¶mRsK
MacroglobulinaemiaYKEuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesWK2001WKa[WK[]baX[]bd5.3 3

33 rloningKandKcharacterisationKofKmaltKinKqurkholderiaKpseudomalleiYKJournalaofaMedicalaMicrobiologyWK
2001WKd[WKbb[Xbbg 3.2 10

32 tffectsKofKclarithromycinKonKoralKmucositisKinKboneKmarrowKtransplantKrecipientsYKHaematologicaWK
2001WKgeWKddcXd 6.6 14

31 pdultKcroupiKaKrareKbutKmoreKsevereKconditionYKRespirationWK2000WKefWKegcXg 3.7 24

30 xntestinalKinflammatoryKpseudotumourKwithKregionalKlymphKnodeKinvolvementiKidentificationKofKaK
newKbacteriumKasKtheKaetiologicalKagentYKJournalaofaPathologyWK2000WK]haWKaghXha 9.4 75

29 tnhancementKofKhumoralKandKprotectiveKimmuneKresponseKinducedKbyKliveXattenuatedKöalmonellaK
typhiKbyKampicillinYKApmisWK2000WK][gWKbcbXg 3.4 1

28 rellulitisKcomplicatingKlymphoedemaYKEuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousa
DiseasesWK2000WK]hWKahcXf 5.3 42

27 rlarithromycinKattenuatesKmastectomyXinducedKacuteKinflammatoryKresponseYKVaccineaJournalWK
2000WKfWKhadXb] 23

26 tnhancementKbyKampicillinKofKantibodyKresponsesKinducedKbyKaKproteinKantigenKandKaKs“pKvaccineK
carriedKbyKliveXattenuatedKöalmonellaKentericaKserovarKüyphiYKVaccineaJournalWK2000WKfWKdheXh 10

25 pKwomanKwithKascitesKandKabdominalKmassesYKLancetmaTheWK2000WKbddWKdce 40 3

24 LeukocytoclasticKvasculitisKcomplicatingKzlebsiellaKpneumoniaeKbacteremiaYKDiagnosticaMicrobiologya
andaInfectiousaDiseaseWK2000WKbfWKafdXf 2.9 13

23 qacteremiaKdueKtoKötaphylococcusKaureusKwithKreducedKsusceptibilityKtoKvancomycinYKDiagnostica
MicrobiologyaandaInfectiousaDiseaseWK2000WKbeWKae]Xg 2.9 44

22 rlarithromycinKattenuatesKcyclophosphamideXinducedKmucositisKinKmiceYKPharmacologicalaResearchWK
2000WKc]WKdafXba 10.2 22

21 xdentificationKbyK]eöKribosomalKR“pKgeneKsequencingKofKanKtnterobacteriaceaeKspeciesKfromKaK
boneKmarrowKtransplantKrecipientYKJournalaofaClinicalaPathologyWK2000WKdbWKa]]Xd 55

20 xdentificationKofKMycobacteriumKneoaurumKisolatedKfromKaKneutropenicKpatientKwithK
catheterXrelatedKbacteremiaKbyK]eöKrR“pKsequencingYKJournalaofaClinicalaMicrobiologyWK2000WKbgWKbd]dXf 9.7 72
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19 pntibioticsKmodulateKvaccineXinducedKhumoralKimmuneKresponseYKVaccineaJournalWK1999WKeWKgbaXf 39

18 qacteremiaKcausedKbyKstaphylococciKwithKinducibleKvancomycinKheteroresistanceYKClinicalaInfectiousa
DiseasesWK1999WKahWKfe[Xf 11.6 126

17 pcinetobacterKbacteremiaKinKwongKzongiKprospectiveKstudyKandKreviewYKClinicalaInfectiousaDiseasesWK
1999WKagWKaeXb[ 11.6 54

16 wotKspotKmutationsKinKmorphologicalKtransformingKregionKxxKS”RuKfhTKofKcytomegalovirusKstrainsK
causingKdiseaseKfromKboneKmarrowKtransplantKrecipientsYKArchivesaofaVirologyWK1999WK]ccWKe[]X]a 2.6 3

15 öusceptibilityKtestingKofKrlostridiumKdifficileKagainstKmetronidazoleKandKvancomycinKbyKdiskK
diffusionKandKttestYKDiagnosticaMicrobiologyaandaInfectiousaDiseaseWK1999WKbcWK]Xe 2.9 96

14 rlarithromycinKattenuatesKtheKinflammatoryKresponseKinducedKbyKsurgicalKtraumaKinKaKguineaKpigK
modelYKPharmacologicalaResearchWK1999WKbhWKchXdc 10.2 17

13 βniqueKriskKfactorsKforKbacteraemiaKinKallogeneicKboneKmarrowKtransplantKrecipientsKbeforeKandK
afterKengraftmentYKBoneaMarrowaTransplantationWK1998WKa]WK]]bfXcb 4.4 47

12 rlinicalKsignificanceKofKalimentaryKtractKmicrobesKinKboneKmarrowKtransplantKrecipientsYKDiagnostica
MicrobiologyaandaInfectiousaDiseaseWK1998WKb[WKfdXg] 2.9 57

11 qiliaryKtractKinfectionKdueKtoKbileXsolubleKbacteriaiKanKintriguingKparadoxYKClinicalaInfectiousaDiseasesWK
1998WKaeWK][][Xa 11.6 14

10 RiskKfactorsKforKpulmonaryKtuberculosisKinKboneKmarrowKtransplantKrecipientsYKAmericanaJournalaofa
RespiratoryaandaCriticalaCareaMedicineWK1998WK]dgWK]]fbXf 10.2 75

9 xnpatientKemergenciesKencounteredKbyKanKinfectiousKdiseaseKconsultativeKserviceYKClinicalaInfectiousa
DiseasesWK1998WKaeWKehdXf[] 11.6 26

8 rlonorchiasisKinKboneKmarrowKtransplantKrecipientsYKClinicalaInfectiousaDiseasesWK1998WKafWKbgaXc 11.6 12

7 xdentificationKofKacinetobactersKonKbloodKagarKinKpresenceKofKsXglucoseKbyKuniqueKbrowningKeffectYK
JournalaofaClinicalaMicrobiologyWK1998WKbeWK]c[cXf 9.7 3

6 ötageXspecificKmanifestationKofKmoldKinfectionsKinKboneKmarrowKtransplantKrecipientsiKriskKfactorsK
andKclinicalKsignificanceKofKpositiveKconcentratedKsmearsYKClinicalaInfectiousaDiseasesWK1997WKadWKbfXca 11.6 79

5 setectionKofKrMγKs“pKinKboneKmarrowKtransplantKrecipientsiKplasmaKversusKleucocyteKpolymeraseK
chainKreactionYKJournalaofaClinicalaPathologyWK1997WKd[WKab]Xd 3.9 19

4 sistinctKgenotypicKdistributionsKofKcytomegalovirusKSrMγTKenvelopeKglycoproteinKinKboneKmarrowK
andKrenalKtransplantKrecipientsKwithKrMγKdiseaseYKVaccineaJournalWK1997WKcWKd]dXg 52

3 rostXeffectivenessKofKrapidKdiagnosisKofKviralKrespiratoryKtractKinfectionsKinKpediatricKpatientsYK
JournalaofaClinicalaMicrobiologyWK1997WKbdWK]dfhXg] 9.7 214

2 tvidenceKforKpotentialKapplicationKofKzincKasKanKantidoteKtoKacetaminophenXinducedKhepatotoxicityYK
EuropeanaJournalaofaPharmacologyanaEnvironmentalaToxicologyaandaPharmacologyaSectionWK1995WKahbWKa]fXac 12

P C Woo

32



1 tffectsKofKbetaXadrenoceptorKantagonistsKonKportalKveinKhypertensionKandKethanolXinducedKgastricK
mucosalKdamageKinKratsYKJournalaofaPharmacyaandaPharmacologyWK1994WKceWKhdXf 4.8 7

List of Publications

33


