
Feng Gao

ListjofjPublicationsjbyjCitations

Source:jhttps://exaly.com/authorypdf/2105189/fengygaoypublicationsybyycitations.pdf

Version:j2024y04y19j

Thisjdocumentjhasjbeenjgeneratedjbasedjonjthejpublicationsjandjcitationsjrecordedjbyjexaly.com.jForj

thejlatestjversionjofjthisjpublicationjlistxjvisitjthejlinkjgivenjabove.

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalxjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticle.

48
papers

1,214
citations

20
h-index

33
g-index

48
ext. papers

1,493
ext. citations

4.2
avg, IF

4.67
L-index



m Paper IF Citations

48 TheNylleDataezasedN“volutionaryNHypothesisNofNCiliatedNProtistsNwithNaNRevisedNClassificationNofNtheN
PhylumNCiliophoraNW“ukaryotadNylveolataafNScientificlReportsdN2016dNndNjlpol 4.9 199

47 zeyondNtheNPCodePrNyNGuideNtoNtheNDescriptionNandNDocumentationNofNziodiversityNinNCiliatedN
ProtistsNWylveolatadNCiliophoraafNJournalloflEukaryoticlMicrobiologydN2017dNnldNmkqemml 3.6 68

46
”urtherNanalysesNofNvariationNofNribosomeNDNyNcopyNnumberNandNpolymorphismNinNciliatesNprovideN
insightsNrelevantNtoNstudiesNofNbothNmolecularNecologyNandNphylogenyfNSciencelChinalLifelSciencesdN
2019dNnjdNjhkejil

8.5 64

45
MultigeneebasedNanalysesNonNevolutionaryNphylogenyNofNtwoNcontroversialNciliateNordersrN
PleuronematidaNandNLoxocephalidaNWProtistadNCiliophoradNOligohymenophoreaafNMolecularl
PhylogeneticslandlEvolutiondN2013dNnpdNmmenk

4.1 56

44
InsightsNintoNtheNphylogeneticNandNtaxonomyNofNphilasteridNciliatesNWProtozoadNCiliophoradN
ScuticociliatiaaNbasedNonNanalysesNofNmultipleNmolecularNmarkersfNMolecularlPhylogeneticslandl
EvolutiondN2012dNnldNkhpeio

4.1 53

43
PhylogeneticNanalysesNofNcyclidiidsNWProtistadNCiliophoradNScuticociliatiaaNbasedNonNmultipleNgenesN
suggestNtheirNcloseNrelationshipNwithNthigmotrichidsfNMolecularlPhylogeneticslandlEvolutiondN2014dN
omdNjiqejn

4.1 52

42
DisentanglingNsourcesNofNvariationNinNSSUNrDNyNsequencesNfromNsingleNcellNanalysesNofNciliatesrN
impactNofNcopyNnumberNvariationNandNexperimentalNerrorfNProceedingsloflthelRoyallSocietylB:l
BiologicallSciencesdN2017dNjpldN

4.4 51

41 SystematicNstudiesNonNciliatesNWylveolatadNCiliophoraaNinNChinarNProgressNandNachievementsNbasedNonN
molecularNinformationfNEuropeanlJournalloflProtistologydN2017dNnidNlhqeljk 3.6 50

40 MultigeneebasedNphylogenyNofNtheNciliateNfamiliesNymphisiellidaeNandNTrachelostylidaeNWProtozoarN
CiliophorarNHypotrichiaafNMolecularlPhylogeneticslandlEvolutiondN2016dNihidNihieiih 4.1 42

39 GenomeNanalysesNofNtheNnewNmodelNprotistN“uplotesNvannusNfocusingNonNgenomeNrearrangementN
andNresistanceNtoNenvironmentalNstressorsfNMolecularlEcologylResourcesdN2019dNiqdNijqjeikhp 8.4 37

38 HowNdiscordantNmorphologicalNandNmolecularNevolutionNamongNmicroorganismsNcanNreviseNourN
notionsNofNbiodiversityNonN“arthfNBioEssaysdN2014dNkndNqmheq 4.1 31

37 OntogenesisNandNmolecularNphylogenyNofNaNnewNmarineNurostylidNciliatedNynteholostichaNpetziNnfNspfN
WCiliophoradNUrostylidaafNJournalloflEukaryoticlMicrobiologydN2011dNmpdNjmlenm 3.6 31

36 PhylogenomicNanalysesNsupportNtheNbifurcationNofNciliatesNintoNtwoNmajorNcladesNthatNdifferNinN
propertiesNofNnuclearNdivisionfNMolecularlPhylogeneticslandlEvolutiondN2014dNohdNjlhek 4.1 27

35 UnusualNfeaturesNofNnonedividingNsomaticNmacronucleiNinNtheNciliateNclassNKaryorelicteafNEuropeanl
JournalloflProtistologydN2017dNnidNkqqelhp 3.6 24

34 ”urtherNanalysesNonNtheNphylogenyNofNtheNsubclassNScuticociliatiaNWProtozoadNCiliophoraaNbasedNonN
bothNnuclearNandNmitochondrialNdatafNMolecularlPhylogeneticslandlEvolutiondN2019dNikqdNihnmnm 4.1 23

33 PhylogeneticNconsiderationNofNtwoNscuticociliateNgeneradNPhilasteridesNandNzoveriaNWProtozoadN
CiliophoraaNbasedNonNipNSNrRNyNgeneNsequencesfNParasitologylInternationaldN2010dNmqdNmlqemm 2.1 23

32 RedefinitionNofNtheNhypotrichousNciliateNUncinatadNwithNdescriptionsNofNtheNmorphologyNandN
phylogenyNofNthreeNurostylidsNWProtistadNCiliophoraafNSystematicslandlBiodiversitydN2015dNikdNlmmeloi 1.7 21

Feng Gao

2



31
PhylogeneticNanalysisNandNtaxonomicNdistinctionNofNsixNgeneraNofNpathogenicNscuticociliatesN
WProtozoadNCiliophoraaNinferredNfromNsmallesubunitNrRNyNgeneNsequencesfNInternationallJournallofl
SystematiclandlEvolutionarylMicrobiologydN2012dNnjdNjlnejmn

2.2 21

30 TimeecourseNanalysisNofNnuclearNeventsNduringNconjugationNinNtheNmarineNciliateN“uplotesNvannusNandN
comparisonNwithNotherNciliatesNWProtozoadNCiliophoraafNCelllCycledN2019dNipdNjppejqp 4.7 21

29
”urtherNconsiderationNonNtheNphylogenyNofNtheNCiliophorarNynalysesNusingNbothNmitochondrialNandN
nuclearNdataNwithNfocusNonNtheNextremelyNconfusedNclassNPhyllopharyngeafNMolecularlPhylogeneticsl
andlEvolutiondN2017dNiijdNqneihn

4.1 20

28
ComparativeNStudiesNonNtheNPolymorphismNandNCopyNNumberNVariationNofNmtSSUNrDNyNinNCiliatesN
WProtistadNCiliophoraarNImplicationsNforNPhylogeneticdN“nvironmentaldNandN“cologicalNResearchfN
MicroorganismsdN2020dNpdN

4.9 20

27
MultiegeneebasedNphylogeneticNanalysisNofNoligotrichNciliatesNwithNemphasisNonNtwoNdominantN
groupsrNCyrtostrombidiidsNandNstrombidiidsNWProtozoadNCiliophoraafNMolecularlPhylogeneticslandl
EvolutiondN2016dNihmdNjliejmh

4.1 20

26
yNparadoxrNrapidNevolutionNratesNofNgermlineelimitedNsequencesNareNassociatedNwithNconservedN
patternsNofNrearrangementsNinNcrypticNspeciesNofNChilodonellaNuncinataNWProtistadNCiliophoraafN
SciencelChinalLifelSciencesdN2018dNnidNihoieihop

8.5 19

25 InsightsNintoNanN“xtensivelyN”ragmentedN“ukaryoticNGenomerNDeNNovoNGenomeNSequencingNofNtheN
MultinuclearNCiliateNUroleptopsisNcitrinafNGenomelBiologylandlEvolutiondN2018dNihdNppkepql 3.9 18

24 MorphologydNmorphogenesisNandNmolecularNphylogenyNofNaNnewNmarineNciliatedNTrichototaxisNmarinaN
nfNspfNWCiliophoradNUrostylidaafNEuropeanlJournalloflProtistologydN2014dNmhdNmjleko 3.6 18

23
GenomeNstructureNdrivesNpatternsNofNgeneNfamilyNevolutionNinNciliatesdNaNcaseNstudyNusingN
ChilodonellaNuncinataNWProtistadNCiliophoradNPhyllopharyngeaafNEvolution;lInternationallJournallofl
OrganiclEvolutiondN2014dNnpdNjjpoeqm

3.8 18

22 TaxonomicNstudiesNonNsevenNspeciesNofNDysteriaNWCiliophoradNCyrtophoriaadNincludingNaNdescriptionNofN
DysteriaNparaproceraNspfNnfNEuropeanlJournalloflProtistologydN2015dNmidNjliemp 3.6 17

21 ynalysesNofNalternativelyNprocessedNgenesNinNciliatesNprovideNinsightsNintoNtheNoriginsNofNscrambledN
genomesNandNmayNprovideNaNmechanismNforNspeciationfNMBiodN2015dNndN 7.8 17

20 yNcaseNstudyNtoNestimateNtheNapplicabilityNofNsecondaryNstructuresNofNSSUerRNyNgeneNinNtaxonomyN
andNphylogeneticNanalysesNofNciliatesfNZoologicalScriptadN2015dNlldNmolempm 2.5 17

19
MorphologyNandNphylogenyNofNthreeNtrachelocercidNciliatesdNwithNdescriptionNofNaNnewNspeciesdN
TrachelocercaNorientalisNspecfNnovfNWCiliophoradNKaryorelicteaafNJournalloflEukaryoticlMicrobiologydN
2015dNnjdNimoenn

3.6 13

18 MorphologyNandNsystematicsNofNtwoNfreshwaterNurostylidNciliatesdNwithNdescriptionNofNaNnewNspeciesN
WProtistadNCiliophoradNHypotrichiaafNEuropeanlJournalloflProtistologydN2016dNmjdNokepl 3.6 13

17 ziodiversityebasedNdevelopmentNandNevolutionrNtheNemergingNresearchNsystemsNinNmodelNandN
nonemodelNorganismsfNSciencelChinalLifelSciencesdN2021dNnldNijkneijph 8.5 13

16
TetrahymenaNaustralisNWProtozoadNCiliophoraarNyNWelleKnownNzutNPNone“xistingPNTaxonNeN
ConsiderationNofNItsNIdentificationdNDefinitionNandNSystematicNPositionfNJournalloflEukaryoticl
MicrobiologydN2016dNnkdNonheooh

3.6 13

15 ConjugationNinNWProtistadNCiliophoraarNNewNInsightsNintoNNuclearN“ventsNandNMacronuclearN
DevelopmentNfromNMicronucleateNandNymicronucleateNCellsfNMicroorganismsdN2020dNpdN 4.9 12

14 MorphologyNandNsmallNsubunitNrRNyNgeneNsequenceNofNUronemitaNparabinucleataNnfNspfNWCiliophoradN
UronematidaeadNwithNanNimprovedNgenericNdiagnosisfNEuropeanlJournalloflProtistologydN2016dNmldNieih 3.6 11

(2016-2012)

3



13
MorphogeneticNcharactersNofNtheNmodelNciliateN“uplotesNvannusNWCiliophoradNSpirotricheaarNNotesNonN
corticalNpatternNformationNduringNconjugationalNandNpostconjugationalNreorganizationfNEuropeanl
JournalloflProtistologydN2020dNokdNijmnom

3.6 10

12
ReconsiderationNofNtheNsystematicsNofNPeniculidaNWProtistadNCiliophoraaNbasedNonNSSUNrRNyNgeneN
sequencesNandNnewNmorphologicalNfeaturesNofNMaritujaNandNDisematostomafNHydrobiologiadN2018dN
phndNkikekki

2.4 10

11 MorphologyNandNSSUNrRNyNgeneNsequencesNofNthreeN”rontoniaNspeciesdNincludingNaNdescriptionNofN”fN
subtropicaNspecfNnovfNWCiliophoradNPeniculidaafNEuropeanlJournalloflProtistologydN2013dNlqdNnoeoo 3.6 10

10
MorphologicalNreportsNonNtwoNspeciesNofNDexiotrichaNWCiliophoradNScuticociliatiaadNwithNaNnoteNonNtheN
phylogeneticNpositionNofNtheNgenusfNInternationallJournalloflSystematiclandlEvolutionaryl
MicrobiologydN2014dNnldNnphenpp

2.2 8

9 ”urtherNanalysesNonNtheNevolutionaryNâ��keyeprotistâ��NHalteriaNWProtistadNCiliophoraaNbasedNonN
transcriptomicNdatafNZoologicalScriptadN2019dNlpdNpikepjm 2.5 7

8
MorphologyNandNsystematicsNofNtwoNfreshwaterN”rontoniaNspeciesNWCiliophoradNPeniculidaaNfromN
northeasternNChinadNwithNcomparisonsNamongNtheNfreshwaterN”rontoniaNsppfNEuropeanlJournallofl
ProtistologydN2018dNnkdNihmeiin

3.6 3

7
LargeescaleNphylogenomicNanalysisNprovidesNnewNinsightsNintoNtheNphylogenyNofNtheNclassN
OligohymenophoreaNWProtistadNCiliophoraaNwithNestablishmentNofNaNnewNsubclassNUrocentriaNnovfN
subclfNMolecularlPhylogeneticslandlEvolutiondN2021dNimqdNihoiij

4.1 3

6 MorphogenesisNofNtheNCiliatureNDuringNSexualNProcessNofNConjugationNinNtheNCiliatedNProtistN
“uplotesNraikovifNFrontierslinlMarinelSciencedN2021dNodN 4.5 3

5
MorphologyNandNmolecularNphylogenyNofNtwoNcolepidNspeciesNfromNChinadNColepsNamphacanthusN
“hrenbergdNipkkNandNLevicolepsNbiwaeNjejuensisNChenNetNalfdNjhinNWCiliophoradNProstomatidaafN
ZoologicallResearchdN2016dNkodNionepm

2

4 GenomeNanalysisNofNtheNunicellularNeukaryoteN“uplotesNvannusNrevealsNmolecularNbasisNforNsexN
determinationNandNtoleranceNtoNenvironmentalNstresses 2

3 MorpholinoeMediatedNKnockdownNofNCiliaryNGenesNinNdNaNNovelNMarineNCiliatedNModelNOrganismfN
FrontierslinlMicrobiologydN2020dNiidNmlqopi 5.7 1

2
CharacterizationNandNComparativeNynalysesNofNMitochondrialNGenomesNinNSingleeCelledN“ukaryotesN
toNShedNLightNonNtheNDiversityNandN“volutionNofNLinearNMolecularNyrchitecturefNInternationallJournall
oflMolecularlSciencesdN2021dNjjdN

6.3 1

1 IntegrativeNstudiesNonNtheNtaxonomyNandNmolecularNphylogenyNofNfourNnewNPleuronemaNspeciesN
WProtozoadNCiliophoradNScuticociliatiaafNMarinelLifelSciencelandlTechnologydi 4.5 1

Feng Gao

4


