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m Paper IF Citations

361 βhotgunKbisulphiteKsequencingKofKtheKrrabidopsisKgenomeKrevealsKuïrKmethylationKpatterningYK
NatureWK2008WKefcWKcbfXj 50.4 1704

360 rssigningKproteinKfunctionsKbyKcomparativeKgenomeKanalysiskKproteinKphylogeneticKprofilesYK
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK1999WKjgWKecifXi 11.5 1460

359 uetectingKproteinKfunctionKandKproteinXproteinKinteractionsKfromKgenomeKsequencesYKScienceWK1999
WKcifWKhfbXd 33.3 1397

358 xenomeXwideKhighXresolutionKmappingKandKfunctionalKanalysisKofKuïrKmethylationKinKarabidopsisYK
CellWK2006WKbcgWKbbijXcab 56.2 1366

357 tonservationKandKdivergenceKofKmethylationKpatterningKinKplantsKandKanimalsYKProceedingsdofdthed
NationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK2010WKbahWKigijXje 11.5 884

356 rKcombinedKalgorithmKforKgenomeXwideKpredictionKofKproteinKfunctionYKNatureWK1999WKeacWKidXg 50.4 773

355 xenomeXwideKerasureKofKuïrKmethylationKinKmouseKprimordialKgermKcellsKisKaffectedKbyKrzuK
deficiencyYKNatureWK2010WKegdWKbbabXf 50.4 697

354 αelationshipKbetweenKnucleosomeKpositioningKandKuïrKmethylationYKNatureWK2010WKeggWKdiiXjc 50.4 555

353 WholeXgenomeKanalysisKofKhistoneKydKlysineKchKtrimethylationKinKrrabidopsisYKPLoSdBiologyWK2007WKfWKebcj9.7 528

352 PioneerKtranscriptionKfactorsKtargetKpartialKuïrKmotifsKonKnucleosomesKtoKinitiateKreprogrammingYK
CellWK2015WKbgbWKfffXfgi 56.2 430

351 xenomeXwideKanalysisKofKmonoXWKdiXKandKtrimethylationKofKhistoneKydKlysineKeKinKrrabidopsisK
thalianaYKGenomedBiologyWK2009WKbaWKαgc 18.3 381

350 PromoterKtpxKmethylationKcontributesKtoKvβKcellKgeneKregulationKinKparallelKwithKOcteZïanogWKPcxK
complexWKandKhistoneKydKKeZKchKtrimethylationYKCelldStemdCellWK2008WKcWKbgaXj 18 362

349
γhreeKacyltransferasesKandKnitrogenXresponsiveKregulatorKareKimplicatedKinKnitrogenK
starvationXinducedKtriacylglycerolKaccumulationKinKthlamydomonasYKJournaldofdBiologicaldChemistryWK
2012WKcihWKbfibbXcf

5.4 317

348 rKcensusKofKproteinKrepeatsYKJournaldofdMoleculardBiologyWK1999WKcjdWKbfbXga 6.5 313

347 uistinctKβhiftsKinKéicrobiotaKtompositionKduringKurosophilaKrgingKzmpairKzntestinalKwunctionKandK
uriveKéortalityYKCelldReportsWK2015WKbcWKbgfgXgh 10.6 258

346 sβXβeekerckKaKversatileKaligningKpipelineKforKbisulfiteKsequencingKdataYKBMCdGenomicsWK2013WKbeWKhhe 4.5 248

345 uïrKmethylationKdynamicsWKmetabolicKfluxesWKgeneKsplicingWKandKalternativeKphenotypesKinKhoneyK
beesYKProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK2012WKbajWKejgiXhd11.5 245
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344 xenomeXwideKassociationKofKhistoneKydKlysineKnineKmethylationKwithKtyxKuïrKmethylationKinK
rrabidopsisKthalianaYKPLoSdONEWK2008WKdWKedbfg 3.7 242

343 xeneticKéechanismsKofKzmmuneKvvasionKinKtolorectalKtancerYKCancerdDiscoveryWK2018WKiWKhdaXhej 24.4 235

342 ïitrogenXβparingKéechanismsKinKthlamydomonasKrffectKtheKγranscriptomeWKtheKProteomeWKandK
PhotosyntheticKéetabolismYKPlantdCellWK2014WKcgWKbebaXbedf 11.6 231

341 ProlinkskKaKdatabaseKofKproteinKfunctionalKlinkagesKderivedKfromKcoevolutionYKGenomedBiologyWK2004WK
fWKαdf 18.3 230

340 éOαtKfamilyKrγPasesKrequiredKforKheterochromatinKcondensationKandKgeneKsilencingYKScienceWK
2012WKddgWKbeeiXfb 33.3 220

339 rγXαfKandKrγXαgKareKydKchKmonomethyltransferasesKrequiredKforKchromatinKstructureKandKgeneK
silencingYKNaturedStructuraldanddMoleculardBiologyWK2009WKbgWKhgdXi 17.6 217

338 xenomeXwideKyiXtKanalysesKinKwildXtypeKandKmutantsKrevealKhighXresolutionKchromatinKinteractionsK
inKrrabidopsisYKMoleculardCellWK2014WKffWKgjeXhah 17.6 216

337 vvolutionWKgenomicKanalysisWKandKreconstructionKofKisobutanolKtoleranceKinKvscherichiaKcoliYK
MoleculardSystemsdBiologyWK2010WKgWKeej 12.2 216

336 γranscriptomeKsequencingKidentifiesKβPLhXregulatedKcopperKacquisitionKgenesKwαOeZwαOfKandKtheK
copperKdependenceKofKironKhomeostasisKinKrrabidopsisYKPlantdCellWK2012WKceWKhdiXgb 11.6 215

335 αïrXseqKanalysisKofKsulfurXdeprivedKthlamydomonasKcellsKrevealsKaspectsKofKacclimationKcriticalKforK
cellKsurvivalYKPlantdCellWK2010WKccWKcafiXie 11.6 214

334 βαrXKandKβvγXdomainXcontainingKproteinsKlinkKαïrKpolymeraseKVKoccupancyKtoKuïrKmethylationYK
NatureWK2014WKfahWKbceXbci 50.4 199

333 rKuesignedKznhibitorKofKpfdKrggregationKαescuesKpfdKγumorKβuppressionKinKOvarianKtarcinomasYK
CancerdCellWK2016WKcjWKjaXbad 24.3 192

332 rKrevisedKmineralKnutrientKsupplementKincreasesKbiomassKandKgrowthKrateKinKthlamydomonasK
reinhardtiiYKPlantdJournalWK2011WKggWKhhaXia 6.9 187

331 sβKβeekerkKpreciseKmappingKforKbisulfiteKsequencingYKBMCdBioinformaticsWK2010WKbbWKcad 3.6 181

330 vpigeneticKreprogrammingKbyKadenovirusKebaYKScienceWK2008WKdcbWKbaigXi 33.3 179

329
XXinactivationKinKfemaleKhumanKembryonicKstemKcellsKisKinKaKnonrandomKpatternKandKproneKtoK
epigeneticKalterationsYKProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofd
AmericaWK2008WKbafWKehajXbe

11.5 173

328 βystemsKbiologyKapproachKinKthlamydomonasKrevealsKconnectionsKbetweenKcopperKnutritionKandK
multipleKmetabolicKstepsYKPlantdCellWK2011WKcdWKbchdXjc 11.6 170

327 PlantsKregeneratedKfromKtissueKcultureKcontainKstableKepigenomeKchangesKinKriceYKELifeWK2013WKcWKeaadfe8.9 167

(2013-2008)
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326 ProteomicKandKgenomicKapproachesKrevealKcriticalKfunctionsKofKydKjKmethylationKandK
heterochromatinKproteinXb˛‡KinKreprogrammingKtoKpluripotencyYKNaturedCelldBiologyWK2013WKbfWKihcXic 23.4 164

325 γheKontogenyKofKcKzγVKhumanKprimordialKgermKcellsKprovesKtoKbeKaKresourceKforKhumanKgermKlineK
reprogrammingWKimprintKerasureKandKinKvitroKdifferentiationYKNaturedCelldBiologyWK2013WKbfWKbbdXcc 23.4 154

324 γranscriptomeKandKmethylomeKinteractionsKinKriceKhybridsYKProceedingsdofdthedNationaldAcademydofd
SciencesdofdthedUniteddStatesdofdAmericaWK2012WKbajWKbcaeaXf 11.5 153

323 βystemsXlevelKanalysisKofKnitrogenKstarvationXinducedKmodificationsKofKcarbonKmetabolismKinKaK
thlamydomonasKreinhardtiiKstarchlessKmutantYKPlantdCellWK2013WKcfWKedafXcd 11.6 145

322 γranscriptomeXwideKchangesKinKthlamydomonasKreinhardtiiKgeneKexpressionKregulatedKbyKcarbonK
dioxideKandKtheKtOcXconcentratingKmechanismKregulatorKtzrfZttébYKPlantdCellWK2012WKceWKbihgXjd 11.6 141

321 βtageXspecificKrolesKforKtetbKandKtetcKinKuïrKdemethylationKinKprimordialKgermKcellsYKCelldStemdCellWK
2013WKbcWKehaXi 18 137

320 xenomeKresequencingKrevealsKmultiscaleKgeographicKstructureKandKextensiveKlinkageKdisequilibriumK
inKtheKforestKtreeKPopulusKtrichocarpaYKNewdPhytologistWK2012WKbjgWKhbdXhcf 9.8 134

319 éolecularKanalysesKofKhumanKinducedKpluripotentKstemKcellsKandKembryonicKstemKcellsYKCelldStemd
CellWK2010WKhWKcgdXj 18 133

318 βclKrepressesKcardiomyogenesisKinKprospectiveKhemogenicKendotheliumKandKendocardiumYKCellWK
2012WKbfaWKfjaXgaf 56.2 121

317 tαzβPαZtasjXéediatedKtorrectionKofKtheKβickleKéutationKinKyumanKtudeVKcellsYKMoleculardTherapyWK
2016WKceWKbfgbXj 11.7 118

316 vvolutionKofKanKexpandedKsexXdeterminingKlocusKinKVolvoxYKScienceWK2010WKdciWKdfbXe 33.3 118

315 γheKpathKtoKtriacylglycerideKobesityKinKtheKstagKstrainKofKthlamydomonasKreinhardtiiYKEukaryoticdCell
WK2014WKbdWKfjbXgbd 114

314 znKvivoKtargetingKofKdeKnovoKuïrKmethylationKbyKhistoneKmodificationsKinKyeastKandKmouseYKELifeWK
2015WKeWKeagcaf 8.9 107

313 ïovelKstemZprogenitorKcellKpopulationKfromKmurineKtrachealKsubmucosalKglandKductsKwithK
multipotentKregenerativeKpotentialYKStemdCellsWK2011WKcjWKbcidXjd 5.8 104

312 βystemsKandKtransXsystemKlevelKanalysisKidentifiesKconservedKironKdeficiencyKresponsesKinKtheKplantK
lineageYKPlantdCellWK2012WKceWKdjcbXei 11.6 104

311 uynamicKuïrKcytosineKmethylationKinKtheKPopulusKtrichocarpaKgenomekKtissueXlevelKvariationKandK
relationshipKtoKgeneKexpressionYKBMCdGenomicsWK2012WKbdWKch 4.5 102

310 yybridKmouseKdiversityKpanelkKaKpanelKofKinbredKmouseKstrainsKsuitableKforKanalysisKofKcomplexK
geneticKtraitsYKMammaliandGenomeWK2012WKcdWKgiaXjc 3.2 101

309 rnKasthmaXassociatedKzLeαKvariantKexacerbatesKairwayKinflammationKbyKpromotingKconversionKofK
regulatoryKγKcellsKtoKγybhXlikeKcellsYKNaturedMedicineWK2016WKccWKbabdXcc 50.5 100
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308 ωnravelingKinflammatoryKresponsesKusingKsystemsKgeneticsKandKgeneXenvironmentKinteractionsKinK
macrophagesYKCellWK2012WKbfbWKgfiXha 56.2 96

307
thromosomeXlevelKgenomeKassemblyKandKtranscriptomeKofKtheKgreenKalgaKilluminatesKastaxanthinK
productionYKProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK2017WK
bbeWKvecjgXvedaf

11.5 95

306 γheKeffectsKofKperinatalKtestosteroneKexposureKonKtheKuïrKmethylomeKofKtheKmouseKbrainKareK
lateXemergingYKBiologydofdSexdDifferencesWK2014WKfWKi 9.3 93

305 tonditionalKuepletionKofKtheKthlamydomonasKthloroplastKtlpPKProteaseKrctivatesKïuclearKxenesK
znvolvedKinKrutophagyKandKPlastidKProteinKΔualityKtontrolYKPlantdCellWK2014WKcgWKccabXcccc 11.6 90

304 βubunitKasymmetryKinKtheKthreeXdimensionalKstructureKofKaKhumanKtuZnβOuKmutantKfoundKinK
familialKamyotrophicKlateralKsclerosisYKProteindScienceWK1998WKhWKfefXff 6.3 90

303 βpeciesXwideKpatternsKofKuïrKmethylationKvariationKinKΔuercusKlobataKandKtheirKassociationKwithK
climateKgradientsYKMoleculardEcologyWK2016WKcfWKbggfXia 5.7 88

302 zLXdcKisKaKmolecularKmarkerKofKaKhostKdefenseKnetworkKinKhumanKtuberculosisYKSciencedTranslationald
MedicineWK2014WKgWKcfarabbe 17.5 87

301 rnKepigeneticKagingKclockKforKdogsKandKwolvesYKAgingWK2017WKjWKbaffXbagi 5.6 86

300 rKmultiXtissueKfullKlifespanKepigeneticKclockKforKmiceYKAgingWK2018WKbaWKcidcXcife 5.6 86

299 xlucoseKinhibitsKcardiacKmuscleKmaturationKthroughKnucleotideKbiosynthesisYKELifeWK2017WKgWK 8.9 85

298 rKlargeXscaleKzebrafishKgeneKknockoutKresourceKforKtheKgenomeXwideKstudyKofKgeneKfunctionYK
GenomedResearchWK2013WKcdWKhchXdf 9.7 84

297 βynapticKïXmethyladenosineKSmrTKepitranscriptomeKrevealsKfunctionalKpartitioningKofKlocalizedK
transcriptsYKNaturedNeuroscienceWK2018WKcbWKbaaeXbabe 25.5 83

296 αetrogradeKbilinKsignalingKenablesKthlamydomonasKgreeningKandKphototrophicKsurvivalYK
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK2013WKbbaWKdgcbXg 11.5 81

295
βzïxLvγKOXYxvïKαvβzβγrïγKbKlinksKreactiveKelectrophileKsignalingKtoKsingletKoxygenKacclimationKinK
thlamydomonasKreinhardtiiYKProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofd
AmericaWK2012WKbajWKvbdacXbb

11.5 81

294 yighXαesolutionKéappingKofKthromatinKtonformationKinKtardiacKéyocytesKαevealsKβtructuralK
αemodelingKofKtheKvpigenomeKinKyeartKwailureYKCirculationWK2017WKbdgWKbgbdXbgcf 16.7 80

293 zmpactKofKoxidativeKstressKonKascorbateKbiosynthesisKinKthlamydomonasKviaKregulationKofKtheKVγtcK
geneKencodingKaKxuPXLXgalactoseKphosphorylaseYKJournaldofdBiologicaldChemistryWK2012WKcihWKbecdeXef 5.4 80

292 topyKnumberKvariationKinfluencesKgeneKexpressionKandKmetabolicKtraitsKinKmiceYKHumandMoleculard
GeneticsWK2009WKbiWKebbiXcj 5.6 79

291 znferenceKofKproteinKfunctionKandKproteinKlinkagesKinKéycobacteriumKtuberculosisKbasedKonK
prokaryoticKgenomeKorganizationkKaKcombinedKcomputationalKapproachYKGenomedBiologyWK2003WKeWKαfj 18.3 79

(2003-2012)
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290 zntestinalKsubepithelialKmyofibroblastsKsupportKtheKgrowthKofKintestinalKepithelialKstemKcellsYKPLoSd
ONEWK2014WKjWKeiegfb 3.7 75

289 rKcomparativeKanalysisKofKuïrKmethylationKacrossKhumanKembryonicKstemKcellKlinesYKGenomed
BiologyWK2011WKbcWKαgc 18.3 75

288 yumanKvmbryonicKβtemKtellsKuoKïotKthangeKγheirKXKznactivationKβtatusKduringKuifferentiationYKCelld
ReportsWK2017WKbiWKfeXgh 10.6 72

287
βimilarityKbetweenKsoybeanKandKseedKmethylomesKandKlossKofKnonXtxKmethylationKdoesKnotKaffectK
seedKdevelopmentYKProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK
2017WKbbeWKvjhdaXvjhdj

11.5 72

286 rdenovirusKsmallKvbrKemploysKtheKlysineKacetylasesKpdaaZtsPKandKtumorKsuppressorKαbKtoKrepressK
selectKhostKgenesKandKpromoteKproductiveKvirusKinfectionYKCelldHostdanddMicrobeWK2014WKbgWKggdXhg 23.4 72

285 rllXtransKretinoicKacidXtriggeredKantimicrobialKactivityKagainstKéycobacteriumKtuberculosisKisK
dependentKonKïPtcYKJournaldofdImmunologyWK2014WKbjcWKcciaXccja 5.3 72

284 letXhKmiαïrsKcanKactKthroughKnotchKtoKregulateKhumanKgliogenesisYKStemdCelldReportsWK2014WKdWKhfiXhd 8 72

283 zntrauterineKcalorieKrestrictionKaffectsKplacentalKuïrKmethylationKandKgeneKexpressionYK
PhysiologicaldGenomicsWK2013WKefWKfgfXhg 3.6 72

282 PathwayKandKgeneXsetKactivationKmeasurementKfromKmαïrKexpressionKdatakKtheKtissueKdistributionK
ofKhumanKpathwaysYKGenomedBiologyWK2006WKhWKαjd 18.3 71

281 xenomeXwideKsignatureKofKlocalKadaptationKlinkedKtoKvariableKtpxKmethylationKinKoakKpopulationsYK
MoleculardEcologyWK2015WKceWKdicdXda 5.7 70

280 rlgalKwunctionalKrnnotationKγoolkKaKwebXbasedKanalysisKsuiteKtoKfunctionallyKinterpretKlargeKgeneK
listsKusingKintegratedKannotationKandKexpressionKdataYKBMCdBioinformaticsWK2011WKbcWKcic 3.6 70

279 trystalKstructureKofKaKcrossXreactionKcomplexKbetweenKwabKwjYbdYhKandKguineaKfowlKlysozymeYK
JournaldofdBiologicaldChemistryWK1995WKchaWKbiaghXhg 5.4 70

278 vpigenomeXwideKassociationKofKliverKmethylationKpatternsKandKcomplexKmetabolicKtraitsKinKmiceYK
CelldMetabolismWK2015WKcbWKjafXbh 24.6 68

277 PropionibacteriumKacnesKbacteriophagesKdisplayKlimitedKgeneticKdiversityKandKbroadKkillingKactivityK
againstKbacterialKskinKisolatesYKMBioWK2012WKdWK 7.8 68

276 γargetedKmutagenesisKinKaKhumanXparasiticKnematodeYKPLoSdPathogensWK2017WKbdWKebaagghf 7.6 68

275 αemodelingKofKmembraneKlipidsKinKironXstarvedKthlamydomonasYKJournaldofdBiologicaldChemistryWK
2013WKciiWKdacegXdacfi 5.4 67

274 WidespreadKuseKofKnonXproductiveKalternativeKspliceKsitesKinKβaccharomycesKcerevisiaeYKPLoSd
GeneticsWK2014WKbaWKebaaecej 6 67

273 wunctionalKreprogrammingKofKregulatoryKγKcellsKinKtheKabsenceKofKwoxpdYKNaturedImmunologyWK2019WK
caWKbcaiXbcbj 19.1 66
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272 tardiacKwibroblastsKrdoptKOsteogenicKwatesKandKtanKseKγargetedKtoKrttenuateKPathologicalKyeartK
talcificationYKCelldStemdCellWK2017WKcaWKcbiXcdcYef 18 65

271 γheKproteomeKofKcopperWKironWKzincWKandKmanganeseKmicronutrientKdeficiencyKinKthlamydomonasK
reinhardtiiYKMoleculardanddCellulardProteomicsWK2013WKbcWKgfXig 7.6 65

270 αeversibleKαegulationKofKPromoterKandKvnhancerKyistoneKLandscapeKbyKuïrKéethylationKinKéouseK
vmbryonicKβtemKtellsYKCelldReportsWK2016WKbhWKcijXdac 10.6 65

269 thlamydomonasKxenomeKαesourceKforKLaboratoryKβtrainsKαevealsKaKéosaicKofKβequenceKVariationWK
zdentifiesKγrueKβtrainKyistoriesWKandKvnablesKβtrainXβpecificKβtudiesYKPlantdCellWK2015WKchWKcddfXfc 11.6 63

268 topperKresponseKregulatorbXdependentKandKXindependentKresponsesKofKtheKthlamydomonasK
reinhardtiiKtranscriptomeKtoKdarkKanoxiaYKPlantdCellWK2013WKcfWKdbigXcbb 11.6 62

267 xenomeKandKmethylomeKofKtheKoleaginousKdiatomKrevealKgeneticKflexibilityKtowardKaKhighKlipidK
phenotypeYKBiotechnologydfordBiofuelsWK2016WKjWKcfi 7.8 61

266 txmapγoolsKimprovesKtheKprecisionKofKheterozygousKβïVKcallsKandKsupportsKalleleXspecificK
methylationKdetectionKandKvisualizationKinKbisulfiteXsequencingKdataYKBioinformaticsWK2018WKdeWKdibXdih 7.2 60

265 ZincKdeficiencyKimpactsKtOcKassimilationKandKdisruptsKcopperKhomeostasisKinKthlamydomonasK
reinhardtiiYKJournaldofdBiologicaldChemistryWK2013WKciiWKbaghcXid 5.4 59

264 rzuXinducedKgenotoxicKstressKpromotesKsKcellKdifferentiationKinKtheKgerminalKcenterKviaKrγéKandK
LKsbKsignalingYKMoleculardCellWK2010WKdjWKihdXif 17.6 59

263 znferringKproteinKinteractionsKfromKphylogeneticKdistanceKmatricesYKBioinformaticsWK2003WKbjWKcadjXef 7.2 59

262 rKfastKalgorithmKforKgenomeXwideKanalysisKofKproteinsKwithKrepeatedKsequencesYKProteins:dStructurerd
FunctiondanddBioinformaticsWK1999WKdfWKeeaXeeg 4.2 59

261 éolecularKprofilingKofKpremalignantKlesionsKinKlungKsquamousKcellKcarcinomasKidentifiesK
mechanismsKinvolvedKinKstepwiseKcarcinogenesisYKCancerdPreventiondResearchWK2014WKhWKeihXjf 3.2 57

260 xenomeXwideKevaluationKofKhistoneKmethylationKchangesKassociatedKwithKleafKsenescenceKinK
rrabidopsisYKPLoSdONEWK2012WKhWKeddbfb 3.7 57

259 wirstKuraftKrssemblyKandKrnnotationKofKtheKxenomeKofKaKtaliforniaKvndemicKOakKïˆ'eKSwagaceaeTYK
Gy:dGenesrdGenomesrdGeneticsWK2016WKgWKdeifXdejf 3.2 57

258 éergeomicskKmultidimensionalKdataKintegrationKtoKidentifyKpathogenicKperturbationsKtoKbiologicalK
systemsYKBMCdGenomicsWK2016WKbhWKihe 4.5 56

257 γheKlichenKsymbiosisKreXviewedKthroughKtheKgenomesKofKtladoniaKgrayiKandKitsKalgalKpartnerK
rsterochlorisKglomerataYKBMCdGenomicsWK2019WKcaWKgaf 4.5 54

256 rnKepigeneticKsignatureKinKperipheralKbloodKassociatedKwithKtheKhaplotypeKonKbhqcbYdbWKaKriskK
factorKforKneurodegenerativeKtauopathyYKPLoSdGeneticsWK2014WKbaWKebaaecbb 6 54

255 zdentificationKofKgenesKrequiredKforKdeKnovoKuïrKmethylationKinKrrabidopsisYKEpigeneticsWK2011WKgWKdeeXfe5.7 54

(2011-2017)
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254
yighXthroughputKsequencingKofKtheKchloroplastKandKmitochondrionKofKthlamydomonasKreinhardtiiK
toKgenerateKimprovedKdeKnovoKassembliesWKanalyzeKexpressionKpatternsKandKtranscriptKspeciationWK
andKevaluateKdiversityKamongKlaboratoryKstrainsKandKwildKisolatesYKPlantdJournalWK2018WKjdWKfefXfgf

6.9 54

253 rKxenomeXWideKthronologicalKβtudyKofKxeneKvxpressionKandKγwoKyistoneKéodificationsWKydKemedK
andKydKjacWKduringKuevelopmentalKLeafKβenescenceYKPlantdPhysiologyWK2015WKbgiWKbcegXgb 6.6 53

252 zncreasedKintermediateKébXécKmacrophageKpolarizationKandKimprovedKcognitionKinKmildKcognitiveK
impairmentKpatientsKonKˇ�XdKsupplementationYKFASEBdJournalWK2017WKdbWKbeiXbga 0.9 53

251 xlobalKphosphoproteomicsKrevealsKcrosstalkKbetweenKscrXrblKandKnegativeKfeedbackKmechanismsK
controllingKβrcKsignalingYKSciencedSignalingWK2011WKeWKrabi 8.8 52

250 ProteinKinteractionKnetworksYKExpertdReviewdofdProteomicsWK2004WKbWKcdjXej 4.2 52

249 γheKconcertedKimpactKofKdomesticationKandKtransposonKinsertionsKonKmethylationKpatternsK
betweenKdogsKandKgreyKwolvesYKMoleculardEcologyWK2016WKcfWKbidiXff 5.7 52

248 αeorganizationKofKtheKhostKepigenomeKbyKaKviralKoncogeneYKGenomedResearchWK2012WKccWKbcbcXcb 9.7 51

247 αeviewKofKtheKalgalKbiologyKprogramKwithinKtheKïationalKrllianceKforKrdvancedKsiofuelsKandK
sioproductsYKAlgaldResearchWK2017WKccWKbihXcbf 5 50

246 βclKbindsKtoKprimedKenhancersKinKmesodermKtoKregulateKhematopoieticKandKcardiacKfateKdivergenceYK
EMBOdJournalWK2015WKdeWKhfjXhh 13 50

245 rnKapoptosisXenhancingKdrugKovercomesKplatinumKresistanceKinKaKtumourXinitiatingKsubpopulationK
ofKovarianKcancerYKNaturedCommunicationsWK2015WKgWKhjfg 17.4 49

244 ïonXexhaustiveKuïrKmethylationXmediatedKtransposonKsilencingKinKtheKblackKtruffleKgenomeWKaK
complexKfungalKgenomeKwithKmassiveKrepeatKelementKcontentYKGenomedBiologyWK2014WKbfWKebb 18.3 47

243 éethylomeKreorganizationKduringKinKvitroKdedifferentiationKandKregenerationKofKPopulusK
trichocarpaYKBMCdPlantdBiologyWK2013WKbdWKjc 5.3 46

242 VisualizationKandKinterpretationKofKproteinKnetworksKinKéycobacteriumKtuberculosisKbasedKonK
hierarchicalKclusteringKofKgenomeXwideKfunctionalKlinkageKmapsYKNucleicdAcidsdResearchWK2003WKdbWKhajjXbaj20.1 46

241 βystemsKïutrigenomicsKαevealsKsrainKxeneKïetworksKLinkingKéetabolicKandKsrainKuisordersYK
EBioMedicineWK2016WKhWKbfhXgg 8.8 46

240 zdentificationKofKαïrKpolymeraseKzzzXtranscribedKrluKlociKbyKcomputationalKscreeningKofKαïrXβeqK
dataYKNucleicdAcidsdResearchWK2015WKedWKibhXdf 20.1 45

239 rtγzïïkKautomatedKidentificationKofKcellKtypesKinKsingleKcellKαïrKsequencingYKBioinformaticsWK2020WK
dgWKfddXfdi 7.2 44

238 tharacterizingKtheKstrandXspecificKdistributionKofKnonXtpxKmethylationKinKhumanKpluripotentKcellsYK
NucleicdAcidsdResearchWK2014WKecWKdaajXbg 20.1 44

237 vpigeneticKdifferencesKbetweenKshootsKandKrootsKinKrrabidopsisKrevealsKtissueXspecificKregulationYK
EpigeneticsWK2014WKjWKcdgXec 5.7 44
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236
sioXcrudeKtranscriptomicskKgeneKdiscoveryKandKmetabolicKnetworkKreconstructionKforKtheK
biosynthesisKofKtheKterpenomeKofKtheKhydrocarbonKoilXproducingKgreenKalgaWKsotryococcusKbrauniiK
raceKsKSβhowaTYKBMCdGenomicsWK2012WKbdWKfhg

4.5 44

235 βbaarbcKzsKPartKofKtheKrntimicrobialKïetworkKagainstKéycobacteriumKlepraeKinKyumanK
éacrophagesYKPLoSdPathogensWK2016WKbcWKebaafhaf 7.6 43

234 trossXspeciesKanalysisKofKgenicKxtdKcontentKandKuïrKmethylationKpatternsYKGenomedBiologydandd
EvolutionWK2013WKfWKbeedXfg 3.9 42

233 PancreaticKcancerKpatientKsurvivalKcorrelatesKwithKuïrKmethylationKofKpancreasKdevelopmentK
genesYKPLoSdONEWK2015WKbaWKeabciibe 3.7 41

232 αepressionKofKβoxjKbyK agbKisKcontinuouslyKrequiredKtoKsuppressKtheKdefaultKchondrogenicKfateKofK
vascularKsmoothKmuscleKcellsYKDevelopmentaldCellWK2014WKdbWKhahXcb 10.2 41

231 ïewKtransgenicKreportersKidentifyKsomatosensoryKneuronKsubtypesKinKlarvalKzebrafishYK
DevelopmentaldNeurobiologyWK2013WKhdWKbfcXgh 3.2 41

230 éefctKisKaKlineageXrestrictedKtargetKofKβclZγalbKandKregulatesKmegakaryopoiesisKandKsXcellK
homeostasisYKBloodWK2009WKbbdWKdegbXhb 2.2 40

229 rnKimprovedKmethodKforKidentifyingKfunctionallyKlinkedKproteinsKusingKphylogeneticKprofilesYKBMCd
BioinformaticsWK2007WKiKβupplKeWKβh 3.6 39

228 vpigeneticKchangesKinKγXcellKandKmonocyteKsignaturesKandKproductionKofKneurotoxicKcytokinesKinK
rLβKpatientsYKFASEBdJournalWK2016WKdaWKdegbXdehd 0.9 39

227 uetectingKcommunitiesKbasedKonKnetworkKtopologyYKScientificdReportsWK2014WKeWKfhdj 4.9 38

226 ProteinKflexibilityKinKsolutionKandKinKcrystalsYKJournaldofdChemicaldPhysicsWK1999WKbbaWKbabebXbabfc 3.9 38

225 αapidKthangesKinKtheKγranslatomeKduringKtheKtonversionKofKxrowthKtonesKtoKβynapticKγerminalsYK
CelldReportsWK2016WKbeWKbcfiXbchb 10.6 36

224 ïkxcXfKsuppressesKtheKproliferationKofKatrialKmyocytesKandKconductionKsystemYKCirculationdResearchWK
2014WKbbeWKbbadXbd 15.7 36

223 vstrogenKandKprogesteroneKtogetherKexpandKmurineKendometrialKepithelialKprogenitorKcellsYKStemd
CellsWK2013WKdbWKiaiXcc 5.8 36

222 ueterminingKuïrKmethylationKprofilesKusingKsequencingYKMethodsdindMoleculardBiologyWK2011WKhddWKccdXdi1.4 36

221 γypeKVKtollagenKinKβcarKγissueKαegulatesKtheKβizeKofKβcarKafterKyeartKznjuryYKCellWK2020WKbicWKfefXfgcYecd 56.2 35

220 tutaneousKwoundKhealingKthroughKparadoxicalKérPKKactivationKbyKsαrwKinhibitorsYKNatured
CommunicationsWK2016WKhWKbcdei 17.4 35

219 uynamicKthangesKinKtheKγranscriptomeKandKéethylomeKofKthlamydomonasKreinhardtiiKthroughoutK
ztsKLifeKtycleYKPlantdPhysiologyWK2015WKbgjWKchdaXed 6.6 34

(2015-2012)
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218 zdentificationKofKnovelKtargetsKofKtβLXdependentKïotchKsignalingKinKhematopoiesisYKPLoSdONEWK2011
WKgWKecaacc 3.7 34

217 yumanKantimicrobialKcytotoxicKγKlymphocytesWKdefinedKbyKïKKreceptorsKandKantimicrobialKproteinsWK
killKintracellularKbacteriaYKSciencedImmunologyWK2018WKdWK 28 34

216 tomparisonKofKtheKéitochondrialKxenomesKandKβteadyKβtateKγranscriptomesKofKγwoKβtrainsKofKtheK
γrypanosomatidKParasiteWKLeishmaniaKtarentolaeYKPLoSdNeglecteddTropicaldDiseasesWK2015WKjWKeaaadieb 4.8 32

215 PhosphoproteinKβrKbKisKaKregulatorKofKacclimationKtoKsingletKoxygenKinKthlamydomonasKreinhardtiiYK
ELifeWK2014WKdWKeaccig 8.9 32

214 tαzβPαXéediatedKVyLKKnockoutKxeneratesKanKzmprovedKéodelKforKéetastaticKαenalKtellK
tarcinomaYKScientificdReportsWK2016WKgWKcjadc 4.9 32

213 γheKéemoryKofKvnvironmentalKthemicalKvxposureKinKtY´ elegansKzsKuependentKonKtheK umonjiK
uemethylasesKjmjdXcKandKjmjdXdZutxXbYKCelldReportsWK2018WKcdWKcdjcXceae 10.6 32

212 rKcomparisonKbetweenKwholeKtranscriptKandKdRKαïrKsequencingKmethodsKusingKKapaKandKLexogenK
libraryKpreparationKmethodsYKBMCdGenomicsWK2019WKcaWKj 4.5 31

211
γranscriptomeKandKuïrKmethylationKchangesKmodulatedKbyKsulforaphaneKinduceKcellKcycleKarrestWK
apoptosisWKuïrKdamageWKandKsuppressionKofKproliferationKinKhumanKliverKcancerKcellsYKFooddandd
ChemicaldToxicologyWK2020WKbdgWKbbbaeh

4.7 31

210 βingleXcellKsequencingKofKhumanKwhiteKadiposeKtissueKidentifiesKnewKcellKstatesKinKhealthKandK
obesityYKNaturedImmunologyWK2021WKccWKgdjXgfd 19.1 31

209 rKmammalianKmethylationKarrayKforKprofilingKmethylationKlevelsKatKconservedKsequences 31

208 uiscoveringKcommunitiesKinKcomplexKnetworksKbyKedgeKlabelKpropagationYKScientificdReportsWK2016WK
gWKcceha 4.9 30

207 rKpanelKofKtpxKmethylationKsitesKdistinguishesKhumanKembryonicKstemKcellsKandKinducedK
pluripotentKstemKcellsYKStemdCelldReportsWK2014WKcWKdgXed 8 30

206 γopologicalKrrrangementKofKtardiacKwibroblastsKαegulatesKtellularKPlasticityYKCirculationdResearchWK
2018WKbcdWKhdXif 15.7 29

205
rKhighXthroughputKscreenKofKinactiveKXKchromosomeKreactivationKidentifiesKtheKenhancementKofK
uïrKdemethylationKbyKfXazaXcRXdtKuponKinhibitionKofKribonucleotideKreductaseYKEpigeneticsdandd
ChromatinWK2015WKiWKec

5.8 29

204 yighlyKconstrainedKmultipleXcopyKrefinementKofKproteinKcrystalKstructuresYKProteins:dStructurerd
FunctiondanddBioinformaticsWK1997WKcjWKecgXdc 4.2 29

203 zdentifyingKcognateKbindingKpairsKamongKaKlargeKsetKofKparalogskKtheKcaseKofKPvZPPvKproteinsKofK
éycobacteriumKtuberculosisYKPLoSdComputationaldBiologyWK2008WKeWKebaaabhe 5 29

202 éetabolicKreprogrammingKandKepigeneticKchangesKofKvitalKorgansKinKβrαβXtoVXcXinducedKsystemicK
toxicityYKJCIdInsightWK2021WKgWK 9.9 29

201 éodulationKofKinnateKimmunityKofKpatientsKwithKrlzheimerRsKdiseaseKbyKomegaXdKfattyKacidsYKFASEBd
JournalWK2017WKdbWKdccjXdcdj 0.9 28
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200 LossKofKévtPcKLeadsKtoKrctivationKofKPfdKandKïeuronalKβenescenceYKStemdCelldReportsWK2018WKbaWKbefdXbegd8 28

199 rKfastKalgorithmKforKgenomeXwideKanalysisKofKproteinsKwithKrepeatedKsequencesYKProteins:dStructurerd
FunctiondanddBioinformaticsWK1999WKdfWKeeaXg 4.2 28

198 tomparisonKofKmolecularKsignaturesKfromKmultipleKskinKdiseasesKidentifiesKmechanismsKofK
immunopathogenesisYKJournaldofdInvestigativedDermatologyWK2015WKbdfWKbfbXbfj 4.3 27

197
PrenatalKxrowthKPatternsKandKsirthweightKrreKrssociatedKWithKuifferentialKuïrKéethylationKandK
xeneKvxpressionKofKtardiometabolicKαiskKxenesKinKyumanKPlacentaskKrKuiscoveryXsasedKrpproachYK
ReproductivedSciencesWK2018WKcfWKfcdXfdj

3 27

196 xenomeXwideKbindingKmapKofKtheKyzVXbKγatKproteinKtoKtheKhumanKgenomeYKPLoSdONEWK2011WKgWKecgije 3.7 27

195 vxpressionKprofileKofKtαvsKknockdownKinKmyeloidKleukemiaKcellsYKBMCdCancerWK2008WKiWKcge 4.8 27

194 xenomewideKclonalKanalysisKofKlethalKmutationsKinKtheKurosophilaKmelanogasterKeyekKcomparisonKofK
theKXKchromosomeKandKautosomesYKGeneticsWK2007WKbhhWKgijXjh 4 27

193 uetectionKofKparallelKfunctionalKmodulesKbyKcomparativeKanalysisKofKgenomeKsequencesYKNatured
BiotechnologyWK2005WKcdWKcfdXga 44.5 27

192 ωsingKphylogeneticKprofilesKtoKpredictKfunctionalKrelationshipsYKMethodsdindMoleculardBiologyWK2012WK
iaeWKbghXhh 1.4 27

191 uualKαïrXβeqKofKyumanKLeprosyKLesionsKzdentifiesKsacterialKueterminantsKLinkedKtoKyostKzmmuneK
αesponseYKCelldReportsWK2019WKcgWKdfheXdfifYed 10.6 26

190 vndocardiallyKuerivedKéacrophagesKrreKvssentialKforKValvularKαemodelingYKDevelopmentaldCellWK
2019WKeiWKgbhXgdaYed 10.2 26

189 βaVanγkKaKwebXbasedKtoolKforKtheKsampleXlevelKvisualizationKofKmolecularKsignaturesKinKgeneK
expressionKprofilesYKBMCdGenomicsWK2017WKbiWKice 4.5 26

188 uïrKéethylationKzndicatesKβusceptibilityKtoKzsoproterenolXznducedKtardiacKPathologyKandKzsK
rssociatedKWithKthromatinKβtatesYKCirculationdResearchWK2016WKbbiWKhigXjh 15.7 26

187 yypothalamicKtranscriptomesKofKjjKmouseKstrainsKrevealKtransKeΔγLKhotspotsWKsplicingKΔγLsKandK
novelKnonXcodingKgenesYKELifeWK2016WKfWK 8.9 26

186 rctivationKofKtheKyzwb˛–ZPwKwsdKstressKresponseKpathwayKinKbetaKcellsKinKtypeKbKdiabetesYK
DiabetologiaWK2020WKgdWKbejXbgb 10.3 26

185 γowardsKaKunifiedKopenKaccessKdatasetKofKmolecularKinteractionsYKNaturedCommunicationsWK2020WKbbWKgbee17.4 26

184 znsightsKintoKtheKmechanismKofKcellKdeathKinducedKbyKsaporinKdeliveredKintoKcancerKcellsKbyKanK
antibodyKfusionKproteinKtargetingKtheKtransferrinKreceptorKbYKToxicologydindVitroWK2013WKchWKccaXdb 3.6 25

183 éodellingKtheKnetworkKofKcellKcycleKtranscriptionKfactorsKinKtheKyeastKβaccharomycesKcerevisiaeYK
BMCdBioinformaticsWK2006WKhWKdib 3.6 25

(2006-2018)
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182 PotentialsKofKmeanKforceKforKbiomolecularKsimulationskKγheoryKandKtestKonKalanineKdipeptideYK
JournaldofdChemicaldPhysicsWK1996WKbaeWKigdjXigei 3.9 25

181 tomputerKsimulationKofKantibodyKbindingKspecificityYKProteins:dStructurerdFunctiondanddBioinformatics
WK1993WKbfWKedgXee 4.2 25

180 zntergenerationalKgenomicKuïrKmethylationKpatternsKinKmouseKhybridKstrainsYKGenomedBiologyWK
2014WKbfWKαgi 18.3 24

179 βmallKmoleculeKinhibitionKofKcréPKresponseKelementKbindingKproteinKinKhumanKacuteKmyeloidK
leukemiaKcellsYKLeukemiaWK2016WKdaWKcdacXcdbb 10.7 24

178 tellXtypeKdeconvolutionKwithKimmuneKpathwaysKidentifiesKgeneKnetworksKofKhostKdefenseKandK
immunopathologyKinKleprosyYKJCIdInsightWK2016WKbWKeiiied 9.9 23

177 vndogenousKttLcKneutralizationKrestrictsKyzVXbKreplicationKinKprimaryKhumanKmacrophagesKbyK
inhibitingKviralKuïrKaccumulationYKRetrovirologyWK2015WKbcWKe 3.6 22

176 vpigenomeXwideKassociationKinKadiposeKtissueKfromKtheKévγβzéKcohortYKHumandMoleculardGeneticsWK
2018WKchWKbidaXbieg 5.6 22

175 ueterminingKtheKconservationKofKuïrKmethylationKinKrrabidopsisYKEpigeneticsWK2009WKeWKbbjXce 5.7 22

174 ïonsenseXmediatedKmαïrKdecayKmutesKtheKsplicingKdefectsKofKspliceosomeKcomponentKmutationsYK
RnaWK2009WKbfWKccdgXeh 5.8 22

173 tomputationalKmethodsKforKproteinKfunctionKanalysisYKCurrentdOpiniondindChemicaldBiologyWK2001WKfWKegXfa9.7 22

172 vpigeneticKanalysiskKthzPXchipKandKthzPXseqYKMethodsdindMoleculardBiologyWK2012WKiacWKdhhXih 1.4 21

171 tytoreductiveKconditioningKintensityKpredictsKclonalKdiversityKinKrurXβtzuKretroviralKgeneKtherapyK
patientsYKBloodWK2017WKbcjWKcgceXcgdf 2.2 20

170 zntegrativeKanalysisKofKhumanKproteinWKfunctionKandKdiseaseKnetworksYKScientificdReportsWK2015WKfWKbedee 4.9 20

169
βelectiveKdemethylationKandKalteredKgeneKexpressionKareKassociatedKwithKztwKsyndromeKinK
humanXinducedKpluripotentKstemKcellsKandKmesenchymalKstemKcellsYKHumandMoleculardGeneticsWK
2014WKcdWKgeeiXfh

5.6 20

168
zmatinibKγriggersKPhagolysosomeKrcidificationKandKrntimicrobialKrctivityKagainstKéycobacteriumK
bovisKsacilleKtalmetteXxuˆ'rinKinKxlucocorticoidXγreatedKyumanKéacrophagesYKJournaldofd
ImmunologyWK2016WKbjhWKcccXdc

5.3 20

167 rbfbKandKotherKgeneralKregulatoryKfactorsKcontrolKribosomeKbiogenesisKgeneKexpressionKinKbuddingK
yeastYKNucleicdAcidsdResearchWK2017WKefWKeejdXefag 20.1 19

166 tomputationalKmethodKtoKassignKmicrobialKgenesKtoKpathwaysYKJournaldofdCellulardBiochemistryWK
2001WKβupplKdhWKbagXj 4.7 19

165 γheKzévxKcoronavirusKinteractomekKanKevolvingKmapKofKtoronaviridaeXhostKmolecularKinteractionsYK
Database:dthedJournaldofdBiologicaldDatabasesdanddCurationWK2020WKcacaWK 5 19
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164 OmegaXdKfattyKacidsKincreaseKtheKunfoldedKproteinKresponseKandKimproveKamyloidX˛†KphagocytosisK
byKmacrophagesKofKpatientsKwithKmildKcognitiveKimpairmentYKFASEBdJournalWK2017WKdbWKedfjXedgj 0.9 18

163 PhenotypicKandKfunctionalKcharacterizationKofKcornealKendothelialKcellsKduringKinKvitroKexpansionYK
ScientificdReportsWK2020WKbaWKheac 4.9 18

162 LethalKironKdeprivationKinducedKbyKnonXneutralizingKantibodiesKtargetingKtransferrinKreceptorKbKinK
malignantKsKcellsYKLeukemiadanddLymphomaWK2011WKfcWKcbgjXhi 1.9 18

161 éodelingKtheKregulatoryKnetworkKofKhistoneKacetylationKinKβaccharomycesKcerevisiaeYKMoleculard
SystemsdBiologyWK2007WKdWKbfd 12.2 18

160 PlasticityKofKantimicrobialKandKphagocyticKprogramsKinKhumanKmacrophagesYKImmunologyWK2019WKbfgWKbgeXbhd7.8 18

159 yumanKepigeneticKageingKisKlogarithmicKwithKtimeKacrossKtheKentireKlifespanYKEpigeneticsWK2019WKbeWKjbcXjcg5.7 17

158 XKchromosomeKdosageKofKhistoneKdemethylaseKKuéftKdeterminesKsexKdifferencesKinKadiposityYK
JournaldofdClinicaldInvestigationWK2020WKbdaWKfgiiXfhac 15.9 17

157 uirectedKstrainKevolutionKrestructuresKmetabolismKforKbXbutanolKproductionKinKminimalKmediaYK
MetabolicdEngineeringWK2018WKejWKbfdXbgd 9.7 16

156 VavdXinducedKcytoskeletalKdynamicsKcontributeKtoKheterotypicKpropertiesKofKendothelialKbarriersYK
JournaldofdCelldBiologyWK2018WKcbhWKcibdXcida 7.3 16

155 αegulationKofKéarginalKZoneKsXtellKuifferentiationKbyKéicroαïrXbegaYKFrontiersdindImmunologyWK
2016WKhWKgha 8.4 15

154 rKmammalianKmethylationKarrayKforKprofilingKmethylationKlevelsKatKconservedKsequencesYYKNatured
CommunicationsWK2022WKbdWKhid 17.4 15

153 rKβtatisticalKwrameworkKtoKzdentifyKueviationKfromKγimeKLinearityKinKvpigeneticKrgingYKPLoSd
ComputationaldBiologyWK2016WKbcWKebaafbid 5 15

152 γheKzntrctKdatabasekKefficientKaccessKtoKfineXgrainedKmolecularKinteractionKdataYKNucleicdAcidsd
ResearchWK2021WK 20.1 15

151
xestationalKfoodKrestrictionKdecreasesKplacentalKinterleukinXbaKexpressionKandKmarkersKofK
autophagyKandKendoplasmicKreticulumKstressKinKmurineKintrauterineKgrowthKrestrictionYKNutritiond
ResearchWK2016WKdgWKbaffXbagh

4 15

150 znhibitionKofKmicrobiotaXdependentKγérOKproductionKattenuatesKchronicKkidneyKdiseaseKinKmiceYK
ScientificdReportsWK2021WKbbWKfbi 4.9 15

149 ydKdgKéethylationKandKtheKthromodomainKProteinKvafdKrreKαequiredKforKProperKtotranscriptionalK
βpliceosomeKrssemblyYKCelldReportsWK2019WKchWKdhgaXdhgjYee 10.6 14

148 ïovelKfeaturesKofKtelomereKbiologyKrevealedKbyKtheKabsenceKofKtelomericKuïrKmethylationYK
GenomedResearchWK2016WKcgWKbaehXfg 9.7 14

147 éodelingKsolvationKcontributionsKtoKconformationalKfreeKenergyKchangesKofKbiomoleculesKusingKaK
potentialKofKmeanKforceKexpansionYKJournaldofdChemicaldPhysicsWK1995WKbadWKcgjgXchac 3.9 14

(1995-2017)
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146 γargetingKmonoamineKoxidaseKrXregulatedKtumorXassociatedKmacrophageKpolarizationKforKcancerK
immunotherapyYKNaturedCommunicationsWK2021WKbcWKdfda 17.4 14

145 siasedKvxpressionKofKtheKwOXPd˛�dKzsoformKinKrggressiveKsladderKtancerKéediatesKuifferentiationK
andKtisplatinKthemotherapyKαesistanceYKClinicaldCancerdResearchWK2016WKccWKfdejXfdgb 12.9 14

144 βingleXbaseKmethylomeKprofilingKofKtheKgiantKkelpKβaccharinaKjaponicaKrevealsKsignificantK
differencesKinKuïrKmethylationKtoKmicroalgaeKandKplantsYKNewdPhytologistWK2020WKccfWKcdeXcej 9.8 14

143 tellXfreeKuïrKéethylationKandKγranscriptomicKβignatureKPredictionKofKPregnanciesKwithKrdverseK
OutcomesYKEpigeneticsWK2021WKbgWKgecXggb 5.7 14

142 éetabolicKrepairKthroughKemergenceKofKnewKpathwaysKinKvscherichiaKcoliYKNaturedChemicaldBiologyWK
2018WKbeWKbaafXbaaj 11.7 14

141 rKrandomizedWKphaseKbWKplaceboXcontrolledKtrialKofKrPxXbfhKinKoralKcancerKdemonstratesKsystemicK
absorptionKandKanKinhibitoryKeffectKonKcytokinesKandKtumorXassociatedKmicrobesYKCancerWK2020WKbcgWKbggiXbgic6.4 14

140 γransposonXassociatedKepigeneticKsilencingKduringKPleurotusKostreatusKlifeKcycleYKDNAdResearchWK
2018WKcfWKefbXege 4.5 13

139 zLXb˛†KznducesKtheKαapidKβecretionKofKtheKrntimicrobialKProteinKzLXcgKfromKγhbhKtellsYKJournaldofd
ImmunologyWK2019WKcadWKjbbXjcb 5.3 13

138 rddressingKtheKuigitalKuivideKinKtontemporaryKsiologykKLessonsKfromKγeachingKωïzXYKTrendsdind
BiotechnologyWK2017WKdfWKjabXjad 15.1 13

137
uivergenceKinKéorrisKWaterKéazeXsasedKtognitiveKPerformanceKunderKthronicKβtressKzsKrssociatedK
withKtheKyippocampalKWholeKγranscriptomicKéodificationKinKéiceYKFrontiersdindMoleculard
NeuroscienceWK2017WKbaWKchf

6.1 13

136 rKprimerKonKregressionKmethodsKforKdecodingKcisXregulatoryKlogicYKPLoSdComputationaldBiologyWK
2009WKfWKebaaacgj 5 13

135 βimulationKofKproteinKcrystalKnucleationYKProteins:dStructurerdFunctiondanddBioinformaticsWK1997WKciWKfbfXfcb4.2 13

134 γheKcellularKarchitectureKofKtheKantimicrobialKresponseKnetworkKinKhumanKleprosyKgranulomasYK
NaturedImmunologyWK2021WKccWKidjXifa 19.1 13

133 γïwXβignalingKéodulatesKïeutrophilXéediatedKzmmunityKatKtheKwetoXéaternalKznterfaceKuuringK
LPβXznducedKzntrauterineKznflammationYKFrontiersdindImmunologyWK2020WKbbWKffi 8.4 13

132 rKtemporalKtranscriptomeKandKmethylomeKinKhumanKembryonicKstemKcellXderivedKcardiomyocytesK
identifiesKnovelKregulatorsKofKearlyKcardiacKdevelopmentYKEpigeneticsWK2018WKbdWKbabdXbacg 5.7 13

131 ZvsbKinsufficiencyKcausesKcornealKendothelialKcellKstateKtransitionKandKalteredKcellularKprocessingYK
PLoSdONEWK2019WKbeWKeacbichj 3.7 12

130
γheKdopamineKreceptorKantagonistKtrifluoperazineKpreventsKphenotypeKconversionKandKimprovesK
survivalKinKmouseKmodelsKofKglioblastomaYKProceedingsdofdthedNationaldAcademydofdSciencesdofdthed
UniteddStatesdofdAmericaWK2020WKbbhWKbbaifXbbajg

11.5 12

129 γransferKαïrKznducesKzLXbcphaKviaKβynergisticKrctivationKofKPatternKαecognitionKαeceptorsKwithinKaK
tellKïetworkYKJournaldofdImmunologyWK2018WKcaaWKdceeXdcfi 5.3 12
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128 tαrtαcrXéediatedKγtαKβignalingKPromotesKLocalKvffectorKγhbKandKγhbhKαesponsesYKJournaldofd
ImmunologyWK2018WKcabWKbbheXbbif 5.3 12

127 zdentificationKofKaKsystemicKinterferonX˛‡KinducibleKantimicrobialKgeneKsignatureKinKleprosyKpatientsK
undergoingKreversalKreactionYKPLoSdNeglecteddTropicaldDiseasesWK2019WKbdWKeaaahhge 4.8 12

126 xeneKexpressionKandKnucleotideKcompositionKareKassociatedKwithKgenicKmethylationKlevelKinKOryzaK
sativaYKBMCdBioinformaticsWK2014WKbfWKcd 3.6 12

125 uetectingKcoordinatedKregulationKofKmultiXproteinKcomplexesKusingKlogicKanalysisKofKgeneK
expressionYKBMCdSystemsdBiologyWK2009WKdWKbbf 3.5 12

124 WholeXgenomeKexpressionKanalysisKofKmammalianXwideKinterspersedKrepeatKelementsKinKhumanKcellK
linesYKDNAdResearchWK2017WKceWKfjXgj 4.5 12

123 znteractionsKbetweenKcoreKhistoneKmarksKandKuïrKmethyltransferasesKpredictKuïrKmethylationK
patternsKobservedKinKhumanKcellsKandKtissuesYKEpigeneticsWK2020WKbfWKchcXcic 5.7 12

122 rnKepigeneticKpacemakerKisKdetectedKviaKaKfastKconditionalKexpectationKmaximizationKalgorithmYK
EpigenomicsWK2018WKbaWKgjfXhag 4.4 11

121 βeedKgenomeKhypomethylatedKregionsKareKenrichedKinKtranscriptionKfactorKgenesYKProceedingsdofd
thedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK2018WKbbfWKvidbfXvidcc 11.5 11

120 βearchingKforKframeshiftKevolutionaryKrelationshipsKbetweenKproteinKsequenceKfamiliesYKProteins:d
StructurerdFunctiondanddBioinformaticsWK1999WKdhWKchiXcid 4.2 11

119 γheKxeneKvxpressionKueconvolutionKznteractiveKγoolKSxvuzγTkKaccurateKcellKtypeKquantificationKfromK
geneKexpressionKdataYKGigaScienceWK2021WKbaWK 7.6 11

118 rstrocytesKtanKrdoptKvndothelialKtellKwatesKinKaKpfdXuependentKéannerYKMoleculardNeurobiologyWK
2017WKfeWKefieXefjg 6.2 10

117 uïrKmethylationKestimationKusingKmethylationXsensitiveKrestrictionKenzymeKbisulfiteKsequencingK
SéαvsβTYKPLoSdONEWK2019WKbeWKeacbedgi 3.7 10

116 γheKsizeKofKcellXfreeKmitochondrialKuïrKinKbloodKisKinverselyKcorrelatedKwithKtumorKburdenKinKcancerK
patientsYKPrecisiondClinicaldMedicineWK2019WKcWKbdbXbdj 6.7 10

115 rKcomprehensiveKresourceKofKgenomicWKepigenomicKandKtranscriptomicKsequencingKdataKforKtheK
blackKtruffleKγuberKmelanosporumYKGigaScienceWK2014WKdWKcf 7.6 10

114 rKnaˆflveKsayesianKclassifierKforKidentifyingKplantKmicroαïrsYKPlantdJournalWK2016WKigWKeibXjc 6.9 10

113 γargetedKbisulfiteKsequencingKforKbiomarkerKdiscoveryYKMethodsWK2021WKbihWKbdXch 4.6 10

112 βingleXcellKαïrKsequencingKofKbatchKthlamydomonasKculturesKrevealsKheterogeneityKinKtheirKdiurnalK
cycleKphaseYKPlantdCellWK2021WKddWKbaecXbafh 11.6 10

111 βimulationsKofKtheKthermodynamicKpropertiesKofKaKshortKpolyalanineKpeptideKusingKpotentialsKofK
meanKforceYKPhysicadA:dStatisticaldMechanicsdanddItsdApplicationsWK1997WKcdjWKceeXcfe 3.3 9

(1997-2018)
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110 wastingXmimickingKdietKpreventsKhighXfatKdietKeffectKonKcardiometabolicKriskKandKlifespanYKNatured
MetabolismWK2021WKdWKbdecXbdfg 14.6 9

109 γargetingKmonoamineKoxidaseKrKforKγKcellXbasedKcancerKimmunotherapyYKSciencedImmunologyWK2021WK
gWK 28 9

108 zdentificationKandKtharacterizationKofKaKcisXαegulatoryKvlementKforKZygoticKxeneKvxpressionKinK
thlamydomonasKreinhardtiiYKGy:dGenesrdGenomesrdGeneticsWK2016WKgWKbfebXi 3.2 9

107 zmmunotherapyKofKéildKtognitiveKzmpairmentKbyKˇ�XdKβupplementationkKWhyKrreKrmyloidX˛†K
rntibodiesKandKˇ�XdKïotKWorkingKinKtlinicalKγrialspYKJournaldofdAlzheimerlsdDiseaseWK2018WKgcWKbabdXbacc 4.3 9

106 rlteredKmethylationKofKspecificKuïrKlociKinKtheKliverKofKXnullKmiceKresultsKinKrepressionKofKandKandKisK
associatedKwithKdevelopmentKofKpreneoplasticKfociYKFASEBdJournalWK2017WKdbWKcajaXcbad 0.9 8

105 rnKinKsituKhighXthroughputKscreenKidentifiesKinhibitorsKofKintracellularKwithKtherapeuticKefficacyYK
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK2019WKbbgWKbifjhXbigag11.5 8

104
tompleteKgenomicKsequencesKofKPropionibacteriumKfreudenreichiiKphagesKfromKβwissKcheeseK
revealKgreaterKdiversityKthanKtutibacteriumKSformerlyKPropionibacteriumTKacnesKphagesYKBMCd
MicrobiologyWK2018WKbiWKbj

4.5 8

103 αegulationKofKtheKyeastKmetabolicKcycleKbyKtranscriptionKfactorsKwithKperiodicKactivitiesYKBMCd
SystemsdBiologyWK2011WKfWKbga 3.5 8

102 rKratKepigeneticKclockKrecapitulatesKphenotypicKagingKandKcoXlocalizesKwithKheterochromatinYKELifeWK
2020WKjWK 8.9 8

101 siβulfiteKsoltkKrKbisulfiteKsequencingKanalysisKplatformYKGigaScienceWK2021WKbaWK 7.6 8

100 vxtracellularKtrapsKreleasedKbyKantimicrobialKγybhKcellsKcontributeKtoKhostKdefenseYKJournaldofd
ClinicaldInvestigationWK2021WKbdbWK 15.9 8

99 tomparisonKofKreprogrammingKfactorKtargetsKrevealsKbothKspeciesXspecificKandKconservedK
mechanismsKinKearlyKiPβtKreprogrammingYKBMCdGenomicsWK2018WKbjWKjfg 4.5 8

98 wamrnnkKanKautomatedKvariantKannotationKpipelineKtoKfacilitateKtargetKdiscoveryKforKfamilyXbasedK
sequencingKstudiesYKBioinformaticsWK2014WKdaWKbbhfXbbhg 7.2 7

97 sioinformaticKchallengesKforKtheKnextKdecadeSsTYKPhilosophicaldTransactionsdofdthedRoyaldSocietydB:d
BiologicaldSciencesWK2006WKdgbWKfcfXh 5.8 7

96 βequencingKofKcancerKcellKsubpopulationsKidentifiesKmicrometastasesKinKaKbladderKcancerKpatientYK
OncotargetWK2017WKiWKefgbjXefgcf 3.3 7

95 uevelopmentKofKallogeneicKyβtXengineeredKiïKγKcellsKforKoffXtheXshelfKcancerKimmunotherapyYKCelld
ReportsdMedicineWK2021WKcWKbaaeej 18 7

94 vpigeneticKβuppressionKofKγransgenicKγXcellKαeceptorKvxpressionKviaKxammaXαetroviralKVectorK
éethylationKinKrdoptiveKtellKγransferKγherapyYKCancerdDiscoveryWK2020WKbaWKbgefXbgfd 24.4 7

93 xLωγbKoverexpressionKenhancesKglucoseKmetabolismKandKpromotesKneonatalKheartKregenerationYK
ScientificdReportsWK2021WKbbWKiggj 4.9 7
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92 xeneticKγaggingKuuringKyumanKéesodermKuifferentiationKαevealsKγripotentKLateralKPlateK
éesodermalKProgenitorsYKStemdCellsWK2016WKdeWKbcdjXfa 5.8 7

91 vpigeneticKchangesKmediatedKbyKpolycombKrepressiveKcomplexKcKandKvcaKareKassociatedKwithKdrugK
resistanceKinKaKmouseKmodelKofKlymphomaYKGenomedMedicineWK2016WKiWKfe 14.4 7

90 xenomeXwideKrssociationKrnalysisKofKProinflammatoryKtytokinesKandKxeneXlifestyleKznteractionKforK
znvasiveKsreastKtancerKαiskkKγheKWyzKdbxaPKβtudyYKCancerdPreventiondResearchWK2021WKbeWKebXfe 3.2 7

89 γheKvpigeneticKPacemakerkKmodelingKepigeneticKstatesKunderKanKevolutionaryKframeworkYK
BioinformaticsWK2020WKdgWKeggcXeggd 7.2 6

88 αïrKéodulatesKtheKvxpressionKofKtellKtycleKxenesKinKyumanKwibroblastsYKInternationaldJournaldofd
MoleculardSciencesWK2019WKcaWK 6.3 6

87 γheKcellKfateKregulatorKïωPαbKisKinducedKbyKéycobacteriumKlepraeKviaKtypeKzKinterferonKinKhumanK
leprosyYKPLoSdNeglecteddTropicaldDiseasesWK2019WKbdWKeaaahfij 4.8 6

86 tardiacKfibroblastKproliferationKratesKandKcollagenKexpressionKmatureKearlyKandKareKunalteredKwithK
advancingKageYKJCIdInsightWK2020WKfWK 9.9 6

85 rntiXinflammatoryKtherapiesKofKamyotrophicKlateralKsclerosisKguidedKbyKimmuneKpathwaysYK
AmericandJournaldofdNeurodegenerativedDiseaseWK2015WKeWKciXdj 2.5 6

84 treatingKïewK˛†XxlobinXvxpressingKLentiviralKVectorsKbyKyighXαesolutionKéappingKofKLocusKtontrolK
αegionKvnhancerKβequencesYKMoleculardTherapydsdMethodsdanddClinicaldDevelopmentWK2020WKbhWKjjjXbabd 6.4 6

83
uynamicKchangesKinKchromatinKaccessibilityWKalteredKadipogenicKgeneKexpressionWKandKtotalKversusK
deKnovoKfattyKacidKsynthesisKinKsubcutaneousKadiposeKstemKcellsKofKnormalXweightKpolycysticKovaryK
syndromeKSPtOβTKwomenKduringKadipogenesiskKevidenceKofKcellularKprogrammingYKClinicald
EpigeneticsWK2020WKbcWKbib

7.7 6

82 zdentificationKofKsridgingKtentralityKinKtomplexKïetworksYKIEEEdAccessWK2019WKhWKjdbcdXjdbda 3.5 5

81 uysregulationKofKhsaXmiαXdeaKandKhsaXmiαXeejaKleadsKtoKoverexpressionKofKPrtβXbKandKlossKofKuïrK
damageKresponseKSuuαTKinKcervicalKcancerYKJournaldofdBiologicaldChemistryWK2020WKcjfWKbhbgjXbhbig 5.4 5

80 OmegaXdKfattyKacidsKincreaseKOXPyOβKenergyKforKimmuneKtherapyKofKrlzheimerKdiseaseKpatientsYK
FASEBdJournalWK2020WKdeWKjjicXjjje 0.9 5

79 uïrKéethylationKthangesKéoreKβlowlyKγhanKPhysiologicalKβtatesKinKαesponseKtoKWeightKLossKinK
xeneticallyKuiverseKéouseKβtrainsYKFrontiersdindEndocrinologyWK2019WKbaWKiic 5.7 5

78 ˛†XxlobinKLentiviralKVectorsKyaveKαeducedKγitersKdueKtoKzncompleteKVectorKαïrKxenomesKandK
LoweredKVirionKProductionYKStemdCelldReportsWK2021WKbgWKbjiXcbb 8 5

77 tellularWKéolecularWKandKzmmunologicalKtharacteristicsKofKLanghansKéultinucleatedKxiantKtellsK
ProgrammedKbyKzLXbfYKJournaldofdInvestigativedDermatologyWK2020WKbeaWKbiceXbidgYeh 4.3 4

76 éolecularKsignaturesKforKinflammationKvaryKacrossKcancerKtypesKandKcorrelateKsignificantlyKwithK
tumorKstageWKsexKandKvitalKstatusKofKpatientsYKPLoSdONEWK2020WKbfWKeaccbfef 3.7 4

75 vvolutionaryKdynamicsKandKinformationKhierarchiesKinKbiologicalKsystemsYKAnnalsdofdthedNewdYorkd
AcademydofdSciencesWK2013WKbdafWKbXbh 6.5 4

(2013-2016)
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74 uefiningKinteractingKpartnersKforKdrugKdiscoveryYKExpertdOpiniondondTherapeuticdTargetsWK2003WKhWKcihXjh 6.4 4

73 vpigeneticKmodelsKdevelopedKforKplainsKzebrasKpredictKageKinKdomesticKhorsesKandKendangeredK
equidsYYKCommunicationsdBiologyWK2021WKeWKbebc 6.7 4

72 γheKzévxKtoronavirusKinteractomekKanKevolvingKmapKofKtoronaviridaeXyostKmolecularKinteractionsK
2020WK 4

71
γranscriptomeKProfilingKofKyumanKéonocyteXuerivedKéacrophagesKωponKttLcKïeutralizationK
αevealsKanKrssociationKsetweenKrctivationKofKznnateKzmmuneKPathwaysKandKαestrictionKofKyzVXbK
xeneKvxpressionYKFrontiersdindImmunologyWK2020WKbbWKcbcj

8.4 4

70 zmpactKofKβoilKβalinityKonKtheKtowpeaKïoduleXéicrobiomeKandKtheKzsolationKofKyalotolerantKPxPαK
βtrainsKtoKPromoteKPlantKxrowthKunderKβalinityKβtressYKPhytobiomesdJournalWK2020WKeWKdgeXdhe 4.8 4

69 yibernationKslowsKepigeneticKagingKinKyellowXbelliedKmarmots 4

68 γranscriptomicKéodificationKinKtheKterebralKtortexKfollowingKïoninvasiveKsrainKβtimulationkK
αïrXβequencingKrpproachYKNeuraldPlasticityWK2016WKcabgWKfjecjia 3.3 4

67 varlyKadaptiveKchromatinKremodelingKeventsKprecedeKpathologicKphenotypesKandKareKreinforcedKinK
theKfailingKheartYKJournaldofdMoleculardanddCellulardCardiologyWK2021WKbgaWKhdXig 5.8 4

66 βimulationKofKproteinKcrystalKnucleationYKProteins:dStructurerdFunctiondanddBioinformaticsWK1997WKciWKfbfXcb4.2 4

65 βearchingKforKframeshiftKevolutionaryKrelationshipsKbetweenKproteinKsequenceKfamiliesYKProteins:d
StructurerdFunctiondanddBioinformaticsWK1999WKdhWKchiXid 4.2 4

64 éappingKhumanKhaematopoieticKstemKcellsKfromKhaemogenicKendotheliumKtoKbirthYYKNatureWK2022WK 50.4 4

63
OmegaXdKwattyKrcidsKzncreaseKrmyloidX˛†KzmmunityWKvnergyWKandKtircadianKαhythmKforKtognitiveK
ProtectionKofKrlzheimerRsKuiseaseKPatientsKseyondKtholinesteraseKznhibitorsYKJournaldofdAlzheimerlsd
DiseaseWK2020WKhfWKjjdXbaac

4.3 3

62 vαKβtressKαegulatesKzmmunosuppressiveKwunctionKofKéyeloidKuerivedKβuppressorKtellsKinKLeprosyK
thatKtanKseKOvercomeKinKtheKPresenceKofKzwïX˛‡YKIScienceWK2020WKcdWKbabafa 6.1 3

61 βingleKtellKandKβpatialKγranscriptomicsKuefinesKtheKtellularKrrchitectureKofKtheKrntimicrobialK
αesponseKïetworkKinKyumanKLeprosyKxranulomas 3

60 xenomeXwideKuïrKéethylationKProfilingKofKsloodKfromKéonozygoticKγwinsKuiscordantKforK
éyocardialKznfarctionYKIndVivoWK2020WKdeWKdgbXdgh 2.3 3

59
ProXinflammatoryKcytokineKpolymorphismsKandKinteractionsKwithKdietaryKalcoholKandKestrogenWKriskK
factorsKforKinvasiveKbreastKcancerKusingKaKpostKgenomeXwideKanalysisKforKgeneXgeneKandK
geneXlifestyleKinteractionYKScientificdReportsWK2021WKbbWKbafi

4.9 3

58
tomparativeKanalysisKofKembryoKproperKandKsuspensorKtranscriptomesKinKplantKembryosKwithK
differentKmorphologiesYKProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofd
AmericaWK2021WKbbiWK

11.5 3

57 yumanKuïrKmethylationKsignaturesKdifferentiateKpersistentKfromKresolvingKéαβrKbacteremiaYK
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK2021WKbbiWK 11.5 3
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56 rKphylogenomicKstudyKquantifiesKcompetingKmechanismsKforKpseudogenizationKinKprokaryotesXγheK
éycobacteriumKlepraeKcaseYKPLoSdONEWK2018WKbdWKeacaedcc 3.7 3

55 ïonlesionalKlupusKskinKcontributesKtoKinflammatoryKeducationKofKmyeloidKcellsKandKprimesKforK
cutaneousKinflammationYYKSciencedTranslationaldMedicineWK2022WKbeWKeabnccgd 17.5 3

54 xenomeXwideKgeneKorderKdistancesKsupportKclusteringKtheKgramXpositiveKbacteriaYKFrontiersdind
MicrobiologyWK2014WKfWKhif 5.7 2

53 véPcKzsKaKïovelKαegulatorKofKβtemnessKinKsreastKtancerKtellsYKMoleculardCancerdTherapeuticsWK2020WK
bjWKbgicXbgjf 6.1 2

52 zmpactsKofKciliaryKneurotrophicKfactorKonKtheKretinalKtranscriptomeKinKaKmouseKmodelKofK
photoreceptorKdegenerationYKScientificdReportsWK2020WKbaWKgfjd 4.9 2

51 rorticKintimalKresidentKmacrophagesKareKessentialKforKmaintenanceKofKtheKnonXthrombogenicK
intravascularKstateK2022WKbWKghXie 2

50 γranscriptionalKevaluationKofKtheKductusKarteriosusKatKtheKsingleXcellKlevelKuncoversKaKrequirementK
forKvimentinKforKcompleteKclosure 2

49 γheKcardiomyocyteKdisruptsKpyrimidineKbiosynthesisKinKnonXmyocytesKtoKregulateKheartKrepairYK
JournaldofdClinicaldInvestigationWK2021WK 15.9 2

48 yumanKvpigeneticKrgingKisKLogarithmicKwithKγimeKacrossKtheKvntireKLifeβpan 2

47 yighXqualityKgenomeKandKmethylomesKillustrateKfeaturesKunderlyingKevolutionaryKsuccessKofKoaks 2

46 βpeciesXβpecificKαelationshipsKbetweenKuïrKandKthromatinKPropertiesKofKtpxKzslandsKinKvmbryonicK
βtemKtellsKandKuifferentiatedKtellsYKStemdCelldReportsWK2021WKbgWKijjXjbc 8 2

45
xeneticallyKPredictedKtXαeactiveKProteinKrssociatedKWithKPostmenopausalKsreastKtancerKαiskkK
znterrelationKWithKvstrogenKandKtancerKéolecularKβubtypesKωsingKéendelianKαandomizationYK
FrontiersdindOncologyWK2020WKbaWKgdajje

5.3 2

44 zαrKcKyasKaKtriticalKαoleKinKPromotingKweedXworwardKrmplificationKofKvpidermalKznflammatoryK
αesponsesYKJournaldofdInvestigativedDermatologyWK2021WKbebWKcedgXceei 4.3 2

43 yibernationKslowsKepigeneticKageingKinKyellowXbelliedKmarmotsYYKNaturedEcologydanddEvolutionWK2022
WK 12.3 2

42 yighXqualityKgenomeKandKmethylomesKillustrateKfeaturesKunderlyingKevolutionaryKsuccessKofKoaksYYK
NaturedCommunicationsWK2022WKbdWKcaeh 17.4 2

41 uevelopmentKofKeffectiveKtherapyKforKsporadicKrLβYKExpertdOpiniondondBiologicaldTherapyWK2015WKbfWKbcej5.4 1

40
vxpressionKofKβtromalKProgesteroneKαeceptorKandKuifferentialKéethylationKPatternsKinKtheK
vndometriumKéayKtorrelateKwithKαesponseKtoKProgesteroneKγherapyKinKvndometrialKtomplexK
rtypicalKyyperplasiaYKReproductivedSciencesWK2020WKchWKbhhiXbhja

3 1

39 αetractionKïotekKrnKapoptosisXenhancingKdrugKovercomesKplatinumKresistanceKinKaK
tumourXinitiatingKsubpopulationKofKovarianKcancerYKNaturedCommunicationsWK2020WKbbWKccbi 17.4 1

(2020-2018)
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38 rKnewKconstrainedKLangevinKmethodkKapplicationKtoKproteinKcrystallographicKrefinementYKPhysicadA:d
StatisticaldMechanicsdanddItsdApplicationsWK1998WKcgbWKcceXcdb 3.3 1

37 βwdsbXéutantKéyelodysplasticKβyndromeKwithKαingedKβideroblastsKSéuβXαβTKatKtheKβingleXtellK
LevelYKBloodWK2020WKbdgWKfaXfb 2.2 1

36 rKcomplexKnetworkKofKinteractionsKgovernsKuïrKmethylationKatKtelomericKregionsYYKNucleicdAcidsd
ResearchWK2022WK 20.1 1

35 γickKtockWKtickKtockkKéouseKcultureKandKtissueKagingKcapturedKbyKanKepigeneticKclockYYKAgingdCellWK
2022WKebdffd 9.9 1

34
ProXinflammatoryKcytokineKpolymorphismsKinKOïvtωγcKandKyïwerKandKprimaryKcolorectalK
carcinomakKaKpostKgenomeXwideKgeneXlifestyleKinteractionKstudyYKAmericandJournaldofdCancerd
ResearchWK2020WKbaWKcjffXcjhg

4.4 1

33 xeneticallyKdeterminedKelevatedKtXreactiveKproteinKassociatedKwithKprimaryKcolorectalKcancerKriskkK
éendelianKrandomizationKwithKlifestyleKinteractionsYKAmericandJournaldofdCancerdResearchWK2021WKbbWKbhddXbhfd4.4 1

32 yematopoiesisKunderKtelomereKattritionKatKtheKsingleXcellKresolutionYKNaturedCommunicationsWK2021WK
bcWKgifa 17.4 1

31 éedicagoKrootKnoduleKmicrobiomeskKinsightsKintoKaKcomplexKecosystemKwithKpotentialKcandidatesK
forKplantKgrowthKpromotionYKPlantdanddSoilWb 4.2 1

30 βingleXtellKαïrKβequencingKαevealsKuistinctKyematopoieticKβtemKtellKyierarchiesKinKéuβYKBloodWK
2019WKbdeWKhhbXhhb 2.2 1

29 tellularKagingKinKvitroKrecapitulatesKmultiXtissueKepigeneticKagingKinKvivo 1

28 siβulfiteKsoltkKrKsiβulfiteKβequencingKrnalysisKPlatform 1

27 uïrKmethylationKestimationKusingKmethylationXsensitiveKrestrictionKenzymeKbisulfiteKsequencingKSéαvsβT 1

26 uualKαïrseqKofKhumanKleprosyKlesionsKidentifiesKbacterialKdeterminantsKlinkedKtoKhostKimmuneKresponse 1

25 xlucoseKmetabolismKpromotesKneonatalKheartKregeneration 1

24
zntegrativeKrnalysisKofKxlucometabolicKγraitsWKrdiposeKγissueKuïrKéethylationWKandKxeneK
vxpressionKzdentifiesKvpigeneticKαegulatoryKéechanismsKofKznsulinKαesistanceKandKObesityKinK
rfricanKrmericansYKDiabetesWK2020WKgjWKchhjXchjd

0.9 1

23 rKyighXtontentKβcreenKzdentifiesKurugsKγhatKαestrictKγumorKtellKvxtravasationKacrossKtheK
vndothelialKsarrierYKCancerdResearchWK2021WKibWKgbjXgdd 10.1 1

22 zntegrativeKanalysisKofKchloroplastKuïrKmethylationKinKaKmarineKalgaXβaccharinaKjaponicaYKPlantd
MoleculardBiologyWK2021WKbafWKgbbXgcd 4.6 1

21 βystematicKevaluationKofKtranscriptomicsXbasedKdeconvolutionKmethodsKandKreferencesKusingK
thousandsKofKclinicalKsamplesYKBriefingsdindBioinformaticsWK2021WKccWK 13.4 1
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20 ïOγωéKpromotesKthermogenicKcapacityKandKprotectsKagainstKdietXinducedKobesityKinKmaleKmiceYK
ScientificdReportsWK2021WKbbWKbgeaj 4.9 1

19 γheKinductionKofKpretermKlaborKinKrhesusKmacaquesKisKdeterminedKbyKthe´ KstrengthKofKimmuneK
responseKtoKintrauterineKinfectionYKPLoSdBiologyWK2021WKbjWKedaabdif 9.7 1

18 tanonicalKWntKsignalingKinducesKfocalKadhesionKandKzntegrinKbetaXbKendocytosisYYKIScienceWK2022WKcfWKbaebcd6.1 1

17
vffectsKofKsulforaphaneKonKtheKoxidativeKresponseWKapoptosisWKandKtheKtranscriptionalKprofileKofK
humanKstomachKmucosaKcellsKinKvitroYKMutationdResearchdsdGeneticdToxicologydanddEnvironmentald
MutagenesisWK2020WKifeXiffWKfadcab

3 0

16
βynergisticKvffectsKofKxeneticKVariantsKofKxlucoseKyomeostasisKandKLifelongKvxposuresKtoKtigaretteK
βmokingWKwemaleKyormonesWKandKuietaryKwatKzntakeKonKPrimaryKtolorectalKtancerKuevelopmentKinK
rfricanKandKyispanicZLatinoKrmericanKWomenYKFrontiersdindOncologyWK2021WKbbWKhgaced

5.3 0

15 βingleKtellKγranscriptomicKrnalysesKαevealKtheKzmpactKofKbyLyKwactorsKonKyumanKαetinalKOrganoidK
uevelopmentYKFrontiersdindCelldanddDevelopmentaldBiologyWK2021WKjWKgfddaf 5.7 0

14 uïrKmethylationKprofilesKinKpneumoniaKpatientsKreflectKchangesKinKcellKtypesKandKpneumoniaK
severityYYKEpigeneticsWK2022WKbXbf 5.7 0

13
γranscriptionalKvvaluationKofKtheKuuctusKrrteriosusKatKtheKβingleXtellKLevelKωncoversKaK
αequirementKforKVimKSVimentinTKforKtompleteKtlosureYYKArteriosclerosisrdThrombosisrdanddVasculard
BiologyWK2022WKbabbgbrγVsryrbcbdbhbhc

9.4 0

12 γheKeffectsKofKageWKsexWKweightWKandKbreedKonKcanidKmethylomesYYKEpigeneticsWK2022WKbXbg 5.7 0

11 znsightsKintoKtheKxeneticKβignatureKrssociatedKwithKtellKueathKznducedKbyKanKrntibodyXrvidinK
wusionKProteinKβpecificKforKγransferrinKαeceptorYYKBloodWK2007WKbbaWKdehgXdehg 2.2

10 znterpretationKofKtheKxenomeKinKβynchronizedKthlamydomonasKtellsYKFASEBdJournalWK2015WKcjWKeifYb 0.9

9 αegulationKofKéarginalKZoneKsKtellKuifferentiationKsyKmicroαïrXbegaKViaKtheKïumbXïotchK
PathwayYKBloodWK2016WKbciWKdhabXdhab 2.2

8 PreservationKofKxeneKvditedKyematopoieticKβtemKtellsKsyKγransientKOverexpressionKofKstLXcK
mαïrYKBloodWK2016WKbciWKdgdgXdgdg 2.2

7
tellularKandKéolecularKéechanismsKofKβensitivityKandKαesistanceKofKyematopoieticKéalignantKtellsK
toKγreatmentKwithKchbciYbrvWKrnKrntibodyXrvidinKwusionKProteinKβpecificKforKyumanKγransferrinK
αeceptorKbKStuhbTYYKBloodWK2008WKbbcWKbgaiXbgai

2.2

6 βpecificationKandKéaintenanceKofKtheKβclKznducedKyematopoieticKβtemKtellKwateYYKBloodWK2009WKbbeWKbfaeXbfae2.2

5 zdentificationKofKxenesKvncodingKrntimicrobialKProteinsKinKLangerhansKtellsYKFrontiersdind
ImmunologyWK2021WKbcWKgjfdhd 8.4

4 rbstractKPcXbbXagkKuifferentialKgeneKexpressionKpatternsKinKhealthyKbreastKtissueKexhibitingK
epigeneticKageKaccelerationYKCancerdResearchWK2022WKicWKPcXbbXagXPcXbbXag 10.1

3 ˛†XcellXspecificKdeletionKofKPwKwsdKrestoresKcellKfitnessKcompetitionKandKphysiologicalKreplicationK
underKdiabetogenicKstressYYKCommunicationsdBiologyWK2022WKfWKcei 6.7

(2022-2021)
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2 zntegratedKanalysisKofKanKinKvivoKmodelKofKintraXnasalKexposureKtoKinstilledKairKpollutantsKrevealsK
cellXtypeKspecificKresponsesKinKtheKplacentaYYKScientificdReportsWK2022WKbcWKiedi 4.9

1 sruinsXinXxenomicskKvvaluationKofKtheKimpactKofKaKωtLrKundergraduateKsummerKprogramKinK
computationalKbiologyKonKparticipatingKstudentsYKPLoSdONEWK2022WKbhWKeacgiigb 3.7

Matteo Pellegrini
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