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j Paper IF Citations

57 GenerationNandNnetworkNanalysisNofNanNRNxcseqNtranscriptionalNatlasNforNtheNratddNNARiGenomicsiandi
BioinformaticsbN2022bNkbNlqacfgn 3.7 0

56
xnalysisNofNhomozygousNandNheterozygousNzsfgrNknockoutNinNtheNratNasNaNmodelNforNunderstandingN
microglialNfunctionNinNbrainNdevelopmentNandNtheNimpactsNofNhumanNzSFgRNmutationsdNNeurobiologyi
ofiDiseasebN2021bNglgbNgflhmo

7.5 11

55 zRISPRczaspNEditingNofNHumanNHistoneN eubiquitinaseNGeneNinNHumanNMonocyticNLeukemiaNzellN
LineNTHPcgdNFrontiersiiniCelliandiDevelopmentaliBiologybN2021bNpbNmnplkk 5.7 2

54 TheNMononuclearNPhagocyteNSystemNofNtheNRatdNJournaliofiImmunologybN2021bNhfmbNhhlgchhmi 5.3 5

53 zSFgRcdependentNmacrophagesNcontrolNpostnatalNsomaticNgrowthNandNorganNmaturationdNPLoSi
GeneticsbN2021bNgnbNegffpmfl 6 10

52 Me xSqNaNMetazoanN evelopmentalNxlternativeNSplicingNdatabasedNNucleiciAcidsiResearchbN2021bNkpbN gkkc glf20.1 1

51 QuantitativeNtraitNlociNandNtranscriptomeNsignaturesNassociatedNwithNavianNheritableNresistanceNtoN
zampylobacterdNScientificiReportsbN2021bNggbNgmhi 4.9 7

50 GeneralizableNcharacteristicsNofNfalsecpositiveNbacterialNvariantNcallsdNMicrobialiGenomicsbN2021bNnbN 4.4 3

49 RatsNexhibitNagecrelatedNmosaicNlossNofNchromosomeNYddNCommunicationsiBiologybN2021bNkbNgkgo 6.7 1

48 TranscriptomicNprofilingNofNfelineNteethNhighlightsNtheNroleNofNmatrixNmetalloproteinaseNpNVMMPpWNinN
toothNresorptiondNScientificiReportsbN2020bNgfbNgoplo 4.9 4

47 xmbivalencebNxvoidancebNandNxppealqNxlliterativeNxspectsNofNxngloNxnthroponymsdNNamesbN2020bN
mobNgkgcgll 0.2 0

46 TheNTranscriptionalNNetworkNThatNzontrolsNGrowthNxrrestNandNMacrophageN ifferentiationNinNtheN
HumanNMyeloidNLeukemiaNzellNLineNTHPcgdNFrontiersiiniCelliandiDevelopmentaliBiologybN2020bNobNkpo 5.7 10

45 GenomicNdiversityNaffectsNtheNaccuracyNofNbacterialNsinglecnucleotideNpolymorphismccallingN
pipelinesdNGigaSciencebN2020bNpbN 7.6 42

44 ReadNtrimmingNhasNminimalNeffectNonNbacterialNSNPccallingNaccuracydNMicrobialiGenomicsbN2020bNmbN 4.4 2

43 NetworkNanalysisNofNtranscriptomicNdiversityNamongstNresidentNtissueNmacrophagesNandNdendriticN
cellsNinNtheNmouseNmononuclearNphagocyteNsystemdNPLoSiBiologybN2020bNgobNeifffolp 9.7 28

42 ExpressionNofNzalcificationNandNExtracellularNMatrixNGenesNinNtheNzardiovascularNSystemNofNtheN
HealthyN omesticNSheepNVWdNFrontiersiiniGeneticsbN2020bNggbNpgp 4.5 1

41 SpeciescSpecificityNofNTranscriptionalNRegulationNandNtheNResponseNtoNLipopolysaccharideNinN
MammalianNMacrophagesdNFrontiersiiniCelliandiDevelopmentaliBiologybN2020bNobNmmg 5.7 11
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40 EvaluationNofNmethodsNforNdetectingNhumanNreadsNinNmicrobialNsequencingNdatasetsdNMicrobiali
GenomicsbN2020bNmbN 4.4 2

39 TranscriptomicNxnalysisNofNRatNMacrophagesdNFrontiersiiniImmunologybN2020bNggbNlpklpk 8.4 7

38 xrginineNtoNGlutamineNVariantNinNOlfactomedinNLikeNiNVWNIsNaNzandidateNforNSevereNGoniodysgenesisN
andNGlaucomaNinNtheNyorderNzollieN ogNyreeddNG3:iGenesziGenomesziGeneticsbN2019bNpbNpkicplk 3.2 9

37 RecusingNtheNnamesNofNnewbornsqNsymbolicNreincarnationNinNanNageNofNinfantNmortalitydNNamesbN2019bN
mnbNgffcggh 0.2 2

36 FunctionalNxnnotationNofNtheNTranscriptomeNofNtheNPigbNbNyasedNUponNNetworkNxnalysisNofNanN
RNxseqNTranscriptionalNxtlasdNFrontiersiiniGeneticsbN2019bNgfbNgill 4.5 11

35 xNGeneNExpressionNxtlasNofNtheN omesticNWaterNyuffaloNVWdNFrontiersiiniGeneticsbN2019bNgfbNmmo 4.5 18

34 EliminationNofNReferenceNMappingNyiasNRevealsNRobustNImmuneNRelatedNxllelecSpecificNExpressionN
inNzrossbredNSheepdNFrontiersiiniGeneticsbN2019bNgfbNomi 4.5 9

33 LargeNexpertccuratedNdatabaseNforNbenchmarkingNdocumentNsimilarityNdetectionNinNbiomedicalN
literatureNsearchdNDatabase:itheiJournaliofiBiologicaliDatabasesiandiCurationbN2019bNhfgpbN 5 4

32 GeneticNandNgenomicNanalysesNunderpinNtheNfeasibilityNofNconcomitantNgeneticNimprovementNofNmilkN
yieldNandNmastitisNresistanceNinNdairyNsheepdNPLoSiONEbN2019bNgkbNefhgkikm 3.7 4

31 xNMinicxtlasNofNGeneNExpressionNforNtheN omesticNGoatNVWdNFrontiersiiniGeneticsbN2019bNgfbNgfof 4.5 6

30 xnalysisNofNtheNProgenyNofNSiblingNMatingsNRevealsNRegulatoryNVariationNImpactingNtheN
TranscriptomeNofNImmuneNzellsNinNzommercialNzhickensdNFrontiersiiniGeneticsbN2019bNgfbNgfih 4.5 5

29
zomprehensiveNTranscriptionalNProfilingNofNtheNGastrointestinalNTractNofNRuminantsNfromNyirthNtoN
xdulthoodNRevealsNStrongN evelopmentalNStageNSpecificNGeneNExpressiondNG3:iGenesziGenomeszi
GeneticsbN2019bNpbNilpcini

3.2 6

28 zharacterizationNofNSubpopulationsNofNzhickenNMononuclearNPhagocytesNThatNExpressNTIMkNandN
zSFgRdNJournaliofiImmunologybN2019bNhfhbNggomcggpp 5.3 22

27 zombinationNofNnovelNandNpublicNRNxcseqNdatasetsNtoNgenerateNanNmRNxNexpressionNatlasNforNtheN
domesticNchickendNBMCiGenomicsbN2018bNgpbNlpk 4.5 14

26 zrosscspeciesNinferenceNofNlongNnonccodingNRNxsNgreatlyNexpandsNtheNruminantNtranscriptomedN
GeneticsiSelectioniEvolutionbN2018bNlfbNhf 4.9 24

25 SpeciescSpecificNTranscriptionalNRegulationNofNGenesNInvolvedNinNNitricNOxideNProductionNandN
xrginineNMetabolismNinNMacrophagesdNImmunoHorizonsbN2018bNhbNhncin 2.7 31

24 zharacterisationNofNtheNyritishNhoneyNbeeNmetagenomedNNatureiCommunicationsbN2018bNpbNkppl 17.4 22

23 NetworkNanalysisNofNtheNsocialNandNdemographicNinfluencesNonNnameNchoiceNwithinNtheNUKN
VgoiochfgmWdNPLoSiONEbN2018bNgibNefhflnlp 3.7 4
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22 PleiotropicNImpactsNofNMacrophageNandNMicroglialN eficiencyNonN evelopmentNinNRatsNwithN
TargetedNMutationNofNtheNLocusdNJournaliofiImmunologybN2018bNhfgbNhmoichmpp 5.3 60

21 x GREgNVEMRgbNFkeofWNIsNaNRapidlycEvolvingNGeneNExpressedNinNMammalianN
MonocytecMacrophagesdNFrontiersiiniImmunologybN2018bNpbNhhkm 8.4 51

20 EnvironmentallyNenrichedNpigsNhaveNtranscriptionalNprofilesNconsistentNwithNneuroprotectiveNeffectsN
andNreducedNmicroglialNactivitydNBehaviouraliBrainiResearchbN2018bNilfbNmcgl 3.4 6

19 xlternativeNsplicingNandNtheNevolutionNofNphenotypicNnoveltydNPhilosophicaliTransactionsiofitheiRoyali
SocietyiB:iBiologicaliSciencesbN2017bNinhbN 5.8 88

18 xNhighNresolutionNatlasNofNgeneNexpressionNinNtheNdomesticNsheepNVOvisNariesWdNPLoSiGeneticsbN2017bN
gibNegffmppn 6 79

17 TheNgenomicNarchitectureNofNmastitisNresistanceNinNdairyNsheepdNBMCiGenomicsbN2017bNgobNmhk 4.5 28

16 IntegrationNofNquantitatedNexpressionNestimatesNfromNpolyxcselectedNandNrRNxcdepletedNRNxcseqN
librariesdNBMCiBioinformaticsbN2017bNgobNifg 3.6 18

15 OptimizationNofNnextcgenerationNsequencingNtranscriptomeNannotationNforNspeciesNlackingN
sequencedNgenomesdNMoleculariEcologyiResourcesbN2016bNgmbNkkmclo 8.4 20

14 LineagecspecificNsequenceNevolutionNandNexonNedgeNconservationNpartiallyNexplainNtheNrelationshipN
betweenNevolutionaryNrateNandNexpressionNlevelNinNxd´ thalianadNMoleculariEcologybN2015bNhkbNifpicgfm 5.7 5

13 zorrectingNforNdifferentialNtranscriptNcoverageNrevealsNaNstrongNrelationshipNbetweenNalternativeN
splicingNandNorganismNcomplexitydNMoleculariBiologyiandiEvolutionbN2014bNigbNgkfhcgi 8.3 79

12 PresencecabsenceNvariationNinNxdNthalianaNisNprimarilyNassociatedNwithNgenomicNsignaturesNconsistentN
withNrelaxedNselectiveNconstraintsdNMoleculariBiologyiandiEvolutionbN2014bNigbNlpcmp 8.3 28

11 zomprehensiveNtranscriptionalNprofilingNofNtheNgastrointestinalNtractNofNruminantsNfromNbirthNtoN
adulthoodNrevealsNstrongNdevelopmentalNstageNspecificNgeneNexpression 1

10 EliminationNofNreferenceNmappingNbiasNrevealsNrobustNimmuneNrelatedNallelecspecificNexpressionNinN
crossbredNsheep 1

9 xNhighNresolutionNatlasNofNgeneNexpressionNinNtheNdomesticNsheepNVOvisNariesW 1

8 GeneticNcontrolNofNzampylobacterNcolonisationNinNbroilerNchickensqNgenomicNandNtranscriptomicNcharacterisation1

7 GeneNexpressionNinNtheNcardiovascularNsystemNofNtheNdomesticNsheepNVOvisNariesWrNaNnewNtoolNtoN
advanceNourNunderstandingNofNcardiovascularNdisease 1

6 zSFgRcdependentNmacrophagesNcontrolNpostnatalNsomaticNgrowthNandNorganNmaturation 1

5 zharacterisationNofNtheNUKNhoneyNbeeNVxpisNmelliferaWNmetagenome 3
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4 zharacterisationNofNsubpopulationsNofNchickenNmononuclearNphagocytesNthatNexpressNTIMkNandNtheN
macrophageNcolonycstimulatingNfactorNreceptorNVzSFgRW 1

3 zombinationNofNnovelNandNpublicNRNxcseqNdatasetsNtoNgenerateNanNmRNxNexpressionNatlasNforNtheN
domesticNchicken 1

2 GenomicNdiversityNaffectsNtheNaccuracyNofNbacterialNSNPNcallingNpipelines 6

1 xNminicatlasNofNgeneNexpressionNforNtheNdomesticNgoatNVzapraNhircusWNrevealsNtranscriptionalN
differencesNinNimmuneNsignaturesNbetweenNsheepNandNgoats 3
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