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Structure and functional analysis reveal an important regulated role of arginine kinase in
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Sea cucumber genome provides insights into saponin biosynthesis and aestivation regulation. Cell 6.7 -
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Impact of Ocean Acidification on the Energy Metabolism and Antioxidant Responses of the Yesso
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Mapping toll-ike receptor signaling pathway genes of Zhikong scallop (Chlamys farreri) with FISH.
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