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k Paper IF Citations

316 vntegrationGofGsoftwareGtoolsGforGintegrativeGmodelingGofGbiomolecularGsystemsUUGJournaleofe
StructuraleBiologySG2022SGXWdeaX 3.4 0

315 zodularGautomatedGbottomTupGproteomicGsampleGpreparationGforGhighTthroughputGapplicationsUUG
PLoSeONESG2022SGXdSGeWYcaacd 3.7

314
nGβyntheticGteneGyibraryGYieldsGaGPreviouslyGUnknownGtlycosideGPhosphorylaseGThatGqegradesGandG
nssemblesGPolyT˛†TXS_Ttlc ncSGpompletingGtheGβuiteGofG˛†TyinkedGtlc ncGPolysaccharidesUUGACSe
CentraleScienceSG2022SGeSGa_WTaaW

16.8 0

313 βtructuralGdynamicsGinGtheGwaterGandGprotonGchannelsGofGphotosystemGvvGduringGtheGβGtoGβGtransitionUG
NatureeCommunicationsSG2021SGXYSGcb_X 17.4 6

312 PotentGandGβelectiveGpovalentGvnhibitorsGofGtheGPapainTlikeGProteaseGfromGβnαβTpoVTYG2021SG 4

311 ProteinGidentificationGfromGelectronGcryomicroscopyGmapsGbyGautomatedGmodelGbuildingGandG
sideTchainGmatchingUGActaeCrystallographicaeSectioneD:eStructuraleBiologySG2021SGddSGabdTacY 5.5 2

310 zechanismGncrossGβcalesgGnGuolisticGzodelingGsrameworkGvntegratingGyaboratoryGandGsieldGβtudiesG
forGzicrobialGrcologyUGFrontierseineMicrobiologySG2021SGXYSGcaYaYY 5.7 4

309 rfficientGproductionGofGoxidizedGterpenoidsGviaGengineeringGfusionGproteinsGofGterpeneGsynthaseG
andGcytochromeGPabWUGMetaboliceEngineeringSG2021SGcaSGaXTbX 9.7 11

308 rngineeringGβaccharomycesGcerevisiaeGforGisoprenolGproductionUGMetaboliceEngineeringSG2021SGcaSGXbaTXcc9.7 7

307
rxperimentalGandGtheoreticalGinsightsGintoGtheGeffectsGofGpuGonGcatalysisGofGbondTcleavageGbyGtheG
ligninGperoxidaseGisozymeGueGfromGPhanerochaeteGchrysosporiumUGBiotechnologyeforeBiofuelsSG2021SG
XaSGXWe

7.8 2

306 nGmultiplexedGnanostructureTinitiatorGmassGspectrometryGO vzβPGassayGforGsimultaneouslyG
detectingGglycosylGhydrolaseGandGligninGmodifyingGenzymeGactivitiesUGScientificeReportsSG2021SGXXSGXXeW_ 4.9 1

305
αeplyGtoGWangGetGalUgGplearGevidenceGofGbindingGofGÅxGtoGtheGoxygenTevolvingGcomplexGofG
photosystemGvvGisGbestGobservedGinGtheGomitGmapUGProceedingseofetheeNationaleAcademyeofeScienceseofe
theeUnitedeStateseofeAmericaSG2021SGXXeSG

11.5 3

304 ÅTV TVβTβpecificityGinGtlycosyltransferaseGpatalysisgGsromGzechanisticGUnderstandingGtoG
rngineeringUGACSeCatalysisSG2021SGXXSGXeXWTXeXb 13.1 10

303 pryoTrzGmodelGvalidationGrecommendationsGbasedGonGoutcomesGofGtheGYWXfGrzqataαesourceG
challengeUGNatureeMethodsSG2021SGXeSGXbcTXca 21.6 22

302 nccurateGpredictionGofGproteinGstructuresGandGinteractionsGusingGaGthreeTtrackGneuralGnetworkUG
ScienceSG2021SG_d_SGedXTedc 33.3 522

301 zacromolecularGrefinementGofGXTrayGandGcryoelectronGmicroscopyGstructuresGwithGPhenixVÅPyβ_eG
forGimprovedGstructureGandGligandGqualityUGStructureSG2021SGYfSGfX_TfYXUea 5.2 12

300 prαrβgGaGcryoTrzGreTrefinementGsystemGforGcontinuousGimprovementGofGdepositedGmodelsUGActae
CrystallographicaeSectioneD:eStructuraleBiologySG2021SGddSGaeTcX 5.5 3
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299 nGtlobalGαamachandranGβcoreGvdentifiesGProteinGβtructuresGwithGUnlikelyGβtereochemistryUG
StructureSG2020SGYeSGXYafTXYbeUeY 5.2 23

298 vmplementationGofGtheGridingGhydrogenGmodelGinGppToXGtoGsupportGtheGnextGgenerationGofGXTrayG
andGneutronGjointGrefinementGinGPhenixUGMethodseineEnzymologySG2020SGc_aSGXddTXff 1.7 2

297 nnGironGOvvPGdependentGoxygenaseGperformsGtheGlastGmissingGstepGofGplantGlysineGcatabolismUGNaturee
CommunicationsSG2020SGXXSGYf_X 17.4 2

296 αesponseGofGPseudomonasGputidaGtoGpomplexSGnromaticTαichGsractionsGfromGoiomassUG
ChemSusChemSG2020SGX_SGaabbTaacd 8.3 9

295 WhatGareGtheGcurrentGlimitsGonGdeterminationGofGprotonationGstateGusingGneutronGmacromolecularG
crystallographylUGMethodseineEnzymologySG2020SGc_aSGYYbTYbb 1.7

294 βtructureGandGsunctionGofGooroSGtheGTypeGvvGThioesteraseGfromGtheGoorrelidinGoiosyntheticGteneG
plusterUGBiochemistrySG2020SGbfSGXc_WTXc_f 3.2 4

293 vmprovedGchemistryGrestraintsGforGcrystallographicGrefinementGbyGintegratingGtheGnmberGforceGfieldG
intoGPhenixUGActaeCrystallographicaeSectioneD:eStructuraleBiologySG2020SGdcSGbXTcY 5.5 16

292 qensityGmodificationGofGcryoTrzGmapsUGActaeCrystallographicaeSectioneD:eStructuraleBiologySG2020SGdcSGfXYTfYb5.5 11

291 nrginineGoffTkiltergGguanidiniumGisGnotGasGplanarGasGrestraintsGdenoteUGActaeCrystallographicaeSectione
D:eStructuraleBiologySG2020SGdcSGXXbfTXXcc 5.5 2

290
UntanglingGtheGsequenceGofGeventsGduringGtheGβGTkGβGtransitionGinGphotosystemGvvGandGimplicationsGforG
theGwaterGoxidationGmechanismUGProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitede
StateseofeAmericaSG2020SGXXdSGXYcYaTXYc_b

11.5 65

289 pryoTrzGmapGinterpretationGandGproteinGmodelTbuildingGusingGiterativeGmapGsegmentationUGProteine
ScienceSG2020SGYfSGedTff 6.3 18

288 βtructuralGzechanismGofGαegioselectivityGinGanGUnusualGoacterialGncylTponGqehydrogenaseUGJournale
ofetheeAmericaneChemicaleSocietySG2020SGXaYSGe_bTeac 16.4 3

287 pharacterizationGofGaGzetalTαesistantGβtrainGWithGaGuighGzolybdateGnffinityGzodnGsromG
pontaminatedGβedimentsGatGtheGÅakGαidgeGαeservationUGFrontierseineMicrobiologySG2020SGXXSGbedXYd 5.7 4

286  ovelGbacterialGcladeGrevealsGoriginGofGformGvGαubiscoUGNatureePlantsSG2020SGcSGXXbeTXXcc 11.5 13

285 vmprovementGofGcryoTrzGmapsGbyGdensityGmodificationUGNatureeMethodsSG2020SGXdSGfY_TfYd 21.6 123

284 nutomatedGIpellsTToTPeptidesIGβampleGPreparationGWorkflowGforGuighTThroughputSG₅uantitativeG
ProteomicGnssaysGofGzicrobesUGJournaleofeProteomeeResearchSG2019SGXeSG_dbYT_dcX 5.6 17

283 ÅptimizationGofGtheGvPPTbypassGmevalonateGpathwayGandGfedTbatchGfermentationGforGtheG
productionGofGisoprenolGinGrscherichiaGcoliUGMetaboliceEngineeringSG2019SGbcSGebTfc 9.7 25

282 βtructuralGinsightsGintoGdehydrataseGsubstrateGselectionGforGtheGborrelidinGandGfluvirucinGpolyketideG
synthasesUGJournaleofeIndustrialeMicrobiologyeandeBiotechnologySG2019SGacSGXYYbTXY_b 4.2 3

(2019-2020)
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281 zassivelyGParallelGsitnessGProfilingGαevealsGzultipleG ovelGrnzymesGinGyysineGzetabolismUGMBioSG
2019SGXWSG 7.8 28

280 zethylGketoneGproductionGbyGPseudomonasGputidaGisGenhancedGbyGplantTderivedGaminoGacidsUG
BiotechnologyeandeBioengineeringSG2019SGXXcSGXfWfTXfYY 4.9 15

279 pryo_fitgGqemocratizationGofGflexibleGfittingGforGcryoTrzUGJournaleofeStructuraleBiologySG2019SGYWeSGXTc 3.4 15

278 vronTsulfurGclustersGhaveGnoGrightGanglesUGActaeCrystallographicaeSectioneD:eStructuraleBiologySG2019SG
dbSGXcTYW 5.5 9

277 zacromolecularGstructureGdeterminationGusingGXTraysSGneutronsGandGelectronsgGrecentG
developmentsGinGPhenixUGActaeCrystallographicaeSectioneD:eStructuraleBiologySG2019SGdbSGecXTedd 5.5 1527

276 nGrapidGmethodsGdevelopmentGworkflowGforGhighTthroughputGquantitativeGproteomicGapplicationsUG
PLoSeONESG2019SGXaSGeWYXXbeY 3.7 13

275 nnnouncingGmandatoryGsubmissionGofGPqoxVmmpvsGformatGfilesGforGcrystallographicGdepositionsGtoG
theGProteinGqataGoankGOPqoPUGActaeCrystallographicaeSectioneD:eStructuraleBiologySG2019SGdbSGabXTaba 5.5 32

274 vronTGandGaluminiumTinducedGdepletionGofGmolybdenumGinGacidicGenvironmentsGimpedesGtheG
nitrogenGcycleUGEnvironmentaleMicrobiologySG2019SGYXSGXbYTXc_ 5.2 10

273 zicrobialGsunctionalGteneGqiversityGPredictsGtroundwaterGpontaminationGandGrcosystemG
sunctioningUGMBioSG2018SGfSG 7.8 37

272 vntegratedGanalysisGofGisopentenylGpyrophosphateGOvPPPGtoxicityGinGisoprenoidTproducingGrscherichiaG
coliUGMetaboliceEngineeringSG2018SGadSGcWTdY 9.7 62

271
TowardGindustrialGproductionGofGisoprenoidsGinGrscherichiaGcoligGyessonsGlearnedGfromGpαvβPαTpasfG
basedGoptimizationGofGaGchromosomallyGintegratedGmevalonateGpathwayUGBiotechnologyeande
BioengineeringSG2018SGXXbSGXWWWTXWX_

4.9 25

270 rmployingGaGbiochemicalGprotectingGgroupGforGaGsustainableGindigoGdyeingGstrategyUGNaturee
ChemicaleBiologySG2018SGXaSGYbcTYcX 11.7 85

269 gGaGsoftwareGlibraryGforGasphericalGatomGmodelGXTrayGscatteringGfactorGcalculationsGwithGpPUsGandG
tPUsUGJournaleofeAppliedeCrystallographySG2018SGbXSGXf_TXff 3.8 12

268 qiscoveryGofGenzymesGforGtolueneGsynthesisGfromGanoxicGmicrobialGcommunitiesUGNatureeChemicale
BiologySG2018SGXaSGabXTabd 11.7 28

267 vnteractiveGcomparisonGandGremediationGofGcollectionsGofGmacromolecularGstructuresUGProteine
ScienceSG2018SGYdSGXeYTXfa 6.3 10

266 zolProbitygGzoreGandGbetterGreferenceGdataGforGimprovedGallTatomGstructureGvalidationUGProteine
ScienceSG2018SGYdSGYf_T_Xb 6.3 1169

265 zapGsegmentationSGautomatedGmodelTbuildingGandGtheirGapplicationGtoGtheGpryoTrzGzodelG
phallengeUGJournaleofeStructuraleBiologySG2018SGYWaSG__eT_a_ 3.4 5

264 rvaluationGsystemGandGwebGinfrastructureGforGtheGsecondGcryoTrzGmodelGchallengeUGJournaleofe
StructuraleBiologySG2018SGYWaSGfcTXWe 3.4 9
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263
sromGdeepGTyβGvalidationGtoGensemblesGofGatomicGmodelsGbuiltGfromGelementalGmotionsUGvvUGnnalysisG
ofGTyβGrefinementGresultsGbyGexplicitGinterpretationUGActaeCrystallographicaeSectioneD:eStructurale
BiologySG2018SGdaSGcYXTc_X

5.5 4

262 rvaluationGofGmodelsGdeterminedGbyGneutronGdiffractionGandGproposedGimprovementsGtoGtheirG
validationGandGdepositionUGActaeCrystallographicaeSectioneD:eStructuraleBiologySG2018SGdaSGeWWTeX_ 5.5 10

261 nutomatedGmapGsharpeningGbyGmaximizationGofGdetailGandGconnectivityUGActaeCrystallographicae
SectioneD:eStructuraleBiologySG2018SGdaSGbabTbbf 5.5 132

260 αealTspaceGrefinementGinGPur vXGforGcryoTrzGandGcrystallographyUGActaeCrystallographicaeSectioneD:e
StructuraleBiologySG2018SGdaSGb_XTbaa 5.5 917

259  ewGtoolsGforGtheGanalysisGandGvalidationGofGcryoTrzGmapsGandGatomicGmodelsUGActae
CrystallographicaeSectioneD:eStructuraleBiologySG2018SGdaSGeXaTeaW 5.5 291

258 nGbacterialGpioneerGproducesGcellulaseGcomplexesGthatGpersistGthroughGcommunityGsuccessionUG
NatureeMicrobiologySG2018SG_SGffTXWd 26.6 19

257 βtructuresGofGtheGintermediatesGofGxokNsGphotosyntheticGwaterGoxidationGclockUGNatureSG2018SGbc_SGaYXTaYb50.4 261

256 qistributionGofGevaluationGscoresGforGtheGmodelsGsubmittedGtoGtheGsecondGcryoTrzGmodelGchallengeUG
DataeineBriefSG2018SGYWSGXcYfTXc_e 1.2 4

255 αapidGcharacterizationGofGtheGactivitiesGofGligninTmodifyingGenzymesGbasedGonG
nanostructureTinitiatorGmassGspectrometryGO vzβPUGBiotechnologyeforeBiofuelsSG2018SGXXSGYcc 7.8 6

254 αenewableGproductionGofGhighGdensityGjetGfuelGprecursorGsesquiterpenesGfromUGBiotechnologyefore
BiofuelsSG2018SGXXSGYeb 7.8 24

253 rngineeringGglycosideGhydrolaseGstabilityGbyGtheGintroductionGofGzincGbindingUGActaeCrystallographicae
SectioneD:eStructuraleBiologySG2018SGdaSGdWYTdXW 5.5 1

252 nGfullyGautomaticGmethodGyieldingGinitialGmodelsGfromGhighTresolutionGcryoTelectronGmicroscopyG
mapsUGNatureeMethodsSG2018SGXbSGfWbTfWe 21.6 82

251 wungleGrxpressGisGaGversatileGrepressorGsystemGforGtightGtranscriptionalGcontrolUGNaturee
CommunicationsSG2018SGfSG_cXd 17.4 13

250 nutomatedGflowTbasedVdigitalGmicrofluidicGplatformGintegratedGwithGonsiteGelectroporationGprocessG
forGmultiplexGgeneticGengineeringGapplicationsG2018SG 3

249 nccurateGmodelGannotationGofGaGnearTatomicGresolutionGcryoTrzGmapUGProceedingseofetheeNationale
AcademyeofeScienceseofetheeUnitedeStateseofeAmericaSG2017SGXXaSG_XW_T_XWe 11.5 92

248 βtructureGofGtheGhumanGTαipVppTGβubunitGbGassociatedGwithGhereditaryGsensoryGneuropathyUG
ScientificeReportsSG2017SGdSG_cd_ 4.9 20

247
βtructureGofGarylGTdemethylaseGoffersGmolecularGinsightGintoGaGcatalyticGtyrosineTdependentG
mechanismUGProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaSG2017SG
XXaSGr_YWbTr_YXa

11.5 21

246 ProductionGofGjetGfuelGprecursorGmonoterpenoidsGfromGengineeredGrscherichiaGcoliUGBiotechnologye
andeBioengineeringSG2017SGXXaSGXdW_TXdXY 4.9 56

(2017-2018)
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245 ÅnTchipGintegrationGofGdropletGmicrofluidicsGandGnanostructureTinitiatorGmassGspectrometryGforG
enzymeGscreeningUGLabeoneAeChipSG2017SGXdSG_Y_T__X 7.2 33

244 PlantGcellGwallGglycosyltransferasesgGuighTthroughputGrecombinantGexpressionGscreeningGandG
generalGrequirementsGforGtheseGchallengingGenzymesUGPLoSeONESG2017SGXYSGeWXddbfX 3.7 15

243 rxpressionGofGnaturallyGionicGliquidTtolerantGthermophilicGcellulasesGinGnspergillusGnigerUGPLoSeONESG
2017SGXYSGeWXefcWa 3.7 8

242 XTrayGdiffractionGanalysisGandGinGvitroGcharacterizationGofGtheGUnzYGproteinGfromGÅryzaGsativaUGActae
CrystallographicaeSectioneFseStructuraleBiologyeCommunicationsSG2017SGd_SGYaXTYab 1.1 1

241 TheGrxperimentGqataGqepotgGnGWebToasedGβoftwareGToolGforGoiologicalGrxperimentalGqataGβtorageSG
βharingSGandGVisualizationUGACSeSyntheticeBiologySG2017SGcSGYYaeTYYbf 5.7 34

240 TheGcryoTelectronGmicroscopyGstructureGofGhumanGtranscriptionGfactorGvvuUGNatureSG2017SGbafSGaXaTaXd 50.4 60

239 pomprehensiveGinGVitroGnnalysisGofGncyltransferaseGqomainGrxchangesGinGzodularGPolyketideG
βynthasesGandGvtsGnpplicationGforGβhortTphainGxetoneGProductionUGACSeSyntheticeBiologySG2017SGcSGX_fTXad5.7 71

238 PolderGmapsgGimprovingGÅzvTGmapsGbyGexcludingGbulkGsolventUGActaeCrystallographicaeSectioneD:e
StructuraleBiologySG2017SGd_SGXaeTXbd 5.5 335

237 αeplyGtoGxisergGqioxygenGbindingGinG ÅVXGcrystalGstructuresUGProceedingseofetheeNationaleAcademyeofe
ScienceseofetheeUnitedeStateseofeAmericaSG2017SGXXaSGrcWYfTrcW_W 11.5 3

236 oerkeleyGβcreengGaGsetGofGfcGsolutionsGforGgeneralGmacromolecularGcrystallizationUGJournaleofeAppliede
CrystallographySG2017SGbWSGX_bYTX_be 3.8 6

235 nnGeditorGforGtheGgenerationGandGcustomizationGofGgeometryGrestraintsUGActaeCrystallographicae
SectioneD:eStructuraleBiologySG2017SGd_SGXY_TX_W 5.5 22

234 pomparativeGpommunityGProteomicsGqemonstratesGtheGUnexpectedGvmportanceGofGnctinobacterialG
tlycosideGuydrolaseGsamilyGXYGProteinGforGprystallineGpelluloseGuydrolysisUGMBioSG2016SGdSG 7.8 12

233 βtructureGofGphotosystemGvvGandGsubstrateGbindingGatGroomGtemperatureUGNatureSG2016SGbaWSGab_Tabd 50.4 260

232 panGvGsolveGmyGstructureGbyGβnqGphasinglGnnomalousGsignalGinGβnqGphasingUGActaeCrystallographicae
SectioneD:eStructuraleBiologySG2016SGdYSG_acTbe 5.5 26

231 nGsecondTgenerationGexpressionGsystemGforGtyrosineTsulfatedGproteinsGandGitsGapplicationGinGcropG
protectionUGIntegrativeeBiologyenUnitedeKingdomoSG2016SGeSGbaYTb 3.7 12

230 nGqropletGzicrofluidicGPlatformGforGnutomatingGteneticGrngineeringUGACSeSyntheticeBiologySG2016SG
bSGaYcT__ 5.7 46

229 rxploitingGtheGβubstrateGPromiscuityGofGuydroxycinnamoylTpongβhikimateGuydroxycinnamoylG
TransferaseGtoGαeduceGyigninUGPlanteandeCellePhysiologySG2016SGbdSGbceTdf 4.9 54

228 βtructuralGoasisGofGβtereospecificityGinGtheGoacterialGrnzymaticGpleavageGofG˛†TnrylGrtherGoondsGinG
yigninUGJournaleofeBiologicaleChemistrySG2016SGYfXSGbY_aTac 5.4 27
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227 nGnewGdefaultGrestraintGlibraryGforGtheGproteinGbackboneGinGPhenixgGaGconformationTdependentG
geometryGgoesGmainstreamUGActaeCrystallographicaeSectioneD:eStructuraleBiologySG2016SGdYSGXdcTf 5.5 27

226 vmprovedGligandGgeometriesGinGcrystallographicGrefinementGusingGnsvTTGinGPur vXUGActae
CrystallographicaeSectioneD:eStructuraleBiologySG2016SGdYSGXWcYTdY 5.5 22

225 βtructureGandGmechanismGofG ÅVXSGaGresveratrolTcleavingGdioxygenaseUGProceedingseofetheeNationale
AcademyeofeScienceseofetheeUnitedeStateseofeAmericaSG2016SGXX_SGXa_YaTXa_Yf 11.5 40

224
panGvGsolveGmyGstructureGbyGβnqGphasinglGPlanningGanGexperimentSGscalingGdataGandGevaluatingGtheG
usefulGanomalousGcorrelationGandGanomalousGsignalUGActaeCrystallographicaeSectioneD:eStructurale
BiologySG2016SGdYSG_bfTda

5.5 23

223  oGobservableGconformationalGchangesGinGPβvvUGNatureSG2016SGb__SGrXTY 50.4 31

222  onTinvasiveGimagingGofGcelluloseGmicrofibrilGorientationGwithinGplantGcellGwallsGbyGpolarizedGαamanG
microspectroscopyUGBiotechnologyeandeBioengineeringSG2016SGXX_SGeYTfW 4.9 17

221 βtructuralGandGoiochemicalGpharacterizationGofGtheGrarlyGandGyateGrnzymesGinGtheGyigninG˛†TnrylG
rtherGpleavageGPathwayGfromGβphingobiumGspUGβYxTcUGJournaleofeBiologicaleChemistrySG2016SGYfXSGXWYYeT_e5.4 36

220 pharacterizingGβtrainGVariationGinGrngineeredGrU´ coliGUsingGaGzultiTÅmicsToasedGWorkflowUGCelle
SystemsSG2016SGYSG__bTac 10.6 59

219 zetabolicGengineeringGforGtheGhighTyieldGproductionGofGisoprenoidTbasedGpâ��GalcoholsGinGrUGcoliUG
ScientificeReportsSG2015SGbSGXXXYe 4.9 109

218 vdentificationGandGpharacterizationGofGaGtolgiTyocalizedGUqPTXyloseGTransporterGsamilyGfromG
nrabidopsisUGPlanteCellSG2015SGYdSGXYXeTYd 11.6 46

217 srzgGfeatureTenhancedGmapUGActaeCrystallographicaeSectioneD:eBiologicaleCrystallographySG2015SGdXSGcacTcc 113

216 nGVersatileGzicrofluidicGqeviceGforGnutomatingGβyntheticGoiologyUGACSeSyntheticeBiologySG2015SGaSGXXbXTca5.7 57

215 ÅutcomeGofGtheGsirstGwwPqoGuybridVvntegrativeGzethodsGTaskGsorceGWorkshopUGStructureSG2015SG
Y_SGXXbcTcd 5.2 131

214 vndexingGamyloidGpeptideGdiffractionGfromGserialGfemtosecondGcrystallographygGnewGalgorithmsGforG
sparseGpatternsUGActaeCrystallographicaeSectioneD:eBiologicaleCrystallographySG2015SGdXSG_bdTcc 12

213 UsingGsupportGvectorGmachinesGtoGimproveGelementalGionGidentificationGinGmacromolecularGcrystalG
structuresUGActaeCrystallographicaeSectioneD:eBiologicaleCrystallographySG2015SGdXSGXXadTbe 4

212 βtandardGflowGliquidGchromatographyGforGshotgunGproteomicsGinGbioenergyGresearchUGFrontierseine
BioengineeringeandeBiotechnologySG2015SG_SGaa 5.8 33

211 rzαingergGsideGchainTdirectedGmodelGandGmapGvalidationGforG_qGcryoTelectronGmicroscopyUGNaturee
MethodsSG2015SGXYSGfa_Tc 21.6 523

210 zacromolecularGXTrayGstructureGdeterminationGusingGweakSGsingleTwavelengthGanomalousGdataUG
NatureeMethodsSG2015SGXYSGXYdT_W 21.6 27

(2015-2016)
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209 nGdropletTtoTdigitalGOqYqPGmicrofluidicGdeviceGforGsingleGcellGassaysUGLabeoneAeChipSG2015SGXbSGYYbT_c 7.2 53

208 PredictingGXTrayGdiffuseGscatteringGfromGtranslationTlibrationTscrewGstructuralGensemblesUGActae
CrystallographicaeSectioneD:eBiologicaleCrystallographySG2015SGdXSGXcbdTcd 9

207 nnalyticsGforGzetabolicGrngineeringUGFrontierseineBioengineeringeandeBiotechnologySG2015SG_SGX_b 5.8 59

206 qevelopmentGofGaGuighGThroughputGPlatformGforGβcreeningGtlycosideGuydrolasesGoasedGonG
ÅximeT vzβUGFrontierseineBioengineeringeandeBiotechnologySG2015SG_SGXb_ 5.8 14

205 UseGofG anostructureTvnitiatorGzassGβpectrometryGtoGqeduceGβelectivityGofGαeactionGinGtlycosideG
uydrolasesUGFrontierseineBioengineeringeandeBiotechnologySG2015SG_SGXcb 5.8 4

204  aturalGbacterialGcommunitiesGserveGasGquantitativeGgeochemicalGbiosensorsUGMBioSG2015SGcSGeWW_YcTXb 7.8 113

203 TheGoerkeleyGpenterGforGβtructuralGoiologyGatGtheGndvancedGyightGβourceUGSynchrotroneRadiatione
NewsSG2015SGYeSGYYTYd 0.6 2

202  zαGrxchangeGsormatgGaGunifiedGandGopenGstandardGforGrepresentationGofG zαGrestraintGdataUG
NatureeStructuraleandeMoleculareBiologySG2015SGYYSGa__Ta 17.6 26

201 zultifunctionalGcellulaseGcatalysisGtargetedGbyGfusionGtoGdifferentGcarbohydrateTbindingGmodulesUG
BiotechnologyeforeBiofuelsSG2015SGeSGYYW 7.8 38

200 ProgrammingGnewGgeometryGrestraintsgGparallelityGofGatomicGgroupsUGJournaleofeAppliede
CrystallographySG2015SGaeSGXX_WTXXaX 3.8 10

199 PrincipalGcomponentGanalysisGofGproteomicsGOPpnPPGasGaGtoolGtoGdirectGmetabolicGengineeringUG
MetaboliceEngineeringSG2015SGYeSGXY_TX__ 9.7 118

198 sromGdeepGTyβGvalidationGtoGensemblesGofGatomicGmodelsGbuiltGfromGelementalGmotionsUGActae
CrystallographicaeSectioneD:eBiologicaleCrystallographySG2015SGdXSGXcceTe_ 11

197 zacromolecularGcrystallographicGestructureGrefinementUGArborSG2015SGXfXSGaYXf 0.2 3

196 nccurateGmacromolecularGstructuresGusingGminimalGmeasurementsGfromGXTrayGfreeTelectronGlasersUG
NatureeMethodsSG2014SGXXSGbabTe 21.6 118

195 porrelationGanalysisGofGtargetedGproteinsGandGmetabolitesGtoGassessGandGengineerGmicrobialG
isopentenolGproductionUGBiotechnologyeandeBioengineeringSG2014SGXXXSGXcaeTbe 4.9 75

194 αapidGkineticGcharacterizationGofGglycosylGhydrolasesGbasedGonGoximeGderivatizationGandG
nanostructureTinitiatorGmassGspectrometryGO vzβPUGACSeChemicaleBiologySG2014SGfSGXadWTf 4.9 30

193 nnalysisGofGplantGnucleotideGsugarsGbyGhydrophilicGinteractionGliquidGchromatographyGandGtandemG
massGspectrometryUGAnalyticaleBiochemistrySG2014SGaaeSGXaTYY 3.1 40

192 ProductionGofGanteisoTbranchedGfattyGacidsGinGrscherichiaGcolihGnextGgenerationGbiofuelsGwithG
improvedGcoldTflowGpropertiesUGMetaboliceEngineeringSG2014SGYcSGXXXTXXe 9.7 45
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191 vnGvitroGanalysisGofGcarboxyacylGsubstrateGtoleranceGinGtheGloadingGandGfirstGextensionGmodulesGofG
borrelidinGpolyketideGsynthaseUGBiochemistrySG2014SGb_SGbfdbTd 3.2 18

190 vdentificationGofGaGsphingolipidG˛–TglucuronosyltransferaseGthatGisGessentialGforGpollenGfunctionGinG
nrabidopsisUGPlanteCellSG2014SGYcSG__XaTYb 11.6 59

189 nutomatedGidentificationGofGelementalGionsGinGmacromolecularGcrystalGstructuresUGActae
CrystallographicaeSectioneD:eBiologicaleCrystallographySG2014SGdWSGXXWaTXa 27

188 PhylogenomicallyGguidedGidentificationGofGindustriallyGrelevantGtuXG˛†TglucosidasesGthroughGq nG
synthesisGandGnanostructureTinitiatorGmassGspectrometryUGACSeChemicaleBiologySG2014SGfSGYWeYTfX 4.9 45

187 ponstructingGtailoredGisoprenoidGproductsGbyGstructureTguidedGmodificationGofGgeranylgeranylG
reductaseUGStructureSG2014SGYYSGXWYeT_c 5.2 23

186 nGtargetedGproteomicsGtoolkitGforGhighTthroughputGabsoluteGquantificationGofGrscherichiaGcoliG
proteinsUGMetaboliceEngineeringSG2014SGYcSGaeTbc 9.7 41

185 TakingGsnapshotsGofGphotosyntheticGwaterGoxidationGusingGfemtosecondGXTrayGdiffractionGandG
spectroscopyUGNatureeCommunicationsSG2014SGbSGa_dX 17.4 184

184
oiochemicalGandGstructuralGstudiesGofG nquTdependentGsabtGusedGtoGincreaseGtheGbacterialG
productionGofGfattyGacidsGunderGanaerobicGconditionsUGAppliedeandeEnvironmentaleMicrobiologySG2014SG
eWSGafdTbWb

4.8 34

183 TheGplantGglycosyltransferaseGcloneGcollectionGforGfunctionalGgenomicsUGPlanteJournalSG2014SGdfSGbXdTYf 6.9 44

182 pellulosicGbiomassGpretreatmentGandGsugarGyieldsGasGaGfunctionGofGbiomassGparticleGsizeUGPLoSeONESG
2014SGfSGeXWWe_c 3.7 17

181 qevelopmentGofGaGnativeGrscherichiaGcoliGinductionGsystemGforGionicGliquidGtoleranceUGPLoSeONESG
2014SGfSGeXWXXXb 3.7 30

180 UnderstandingGtheGroleGofGhistidineGinGtheGtuβxtGacyltransferaseGactiveGsiteGmotifgGevidenceGforG
histidineGstabilizationGofGtheGmalonylTenzymeGintermediateUGPLoSeONESG2014SGfSGeXWfaYX 3.7 7

179 PressureGstabilizerGforGreproducibleGpicoinjectionGinGdropletGmicrofluidicGsystemsUGLabeoneAeChipSG
2014SGXaSGab__Tf 7.2 27

178 nGpeptideTbasedGmethodGforGX_pGzetabolicGsluxGnnalysisGinGmicrobialGcommunitiesUGPLoSe
ComputationaleBiologySG2014SGXWSGeXWW_eYd 5 43

177 nnGatomicGmodelGofGbromeGmosaicGvirusGusingGdirectGelectronGdetectionGandGrealTspaceG
optimizationUGNatureeCommunicationsSG2014SGbSGaeWe 17.4 95

176 βtructuralGandGbiochemicalGstudiesGofGactinGinGcomplexGwithGsyntheticGmacrolideGtailGanaloguesUG
ChemMedChemSG2014SGfSGYYecTf_ 3.7 15

175 ponformationTdependentGbackboneGgeometryGrestraintsGsetGaGnewGstandardGforGproteinG
crystallographicGrefinementUGFEBSeJournalSG2014SGYeXSGaWcXTdX 5.7 29

174
ponformationalGdynamicsGofGaGcrystallineGproteinGfromGmicrosecondTscaleGmolecularGdynamicsG
simulationsGandGdiffuseGXTrayGscatteringUGProceedingseofetheeNationaleAcademyeofeScienceseofethee
UnitedeStateseofeAmericaSG2014SGXXXSGXdeedTfY

11.5 38

(2014-2014)
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173 rrrorGαateGpomparisonGduringGPolymeraseGphainGαeactionGbyGq nGPolymeraseUGMoleculareBiologye
InternationalSG2014SGYWXaSGYeda_W 121

172 vmprovedGcrystalGorientationGandGphysicalGpropertiesGfromGsingleTshotGXsryGstillsUGActae
CrystallographicaeSectioneD:eBiologicaleCrystallographySG2014SGdWSG_YffT_Wf 34

171 zetricsGforGcomparisonGofGcrystallographicGmapsUGActaeCrystallographicaeSectioneD:eBiologicale
CrystallographySG2014SGdWSGYbf_TcWc 22

170 βtructureGofGtheGÅsβrαxYGleucineTrichGrepeatGextracellularGdomainUGActaeCrystallographicaeSectioneD:e
BiologicaleCrystallographySG2014SGdWSG_WeWTc 11

169 nutomatingGcrystallographicGstructureGsolutionGandGrefinementGofGproteinTligandGcomplexesUGActae
CrystallographicaeSectioneD:eBiologicaleCrystallographySG2014SGdWSGXaaTba 33

168 yigandGplacementGbasedGonGpriorGstructuresgGtheGguidedGligandTreplacementGmethodUGActae
CrystallographicaeSectioneD:eBiologicaleCrystallographySG2014SGdWSGX_aTa_ 11

167 slexibleGtorsionTangleGnoncrystallographicGsymmetryGrestraintsGforGimprovedGmacromolecularG
structureGrefinementUGActaeCrystallographicaeSectioneD:eBiologicaleCrystallographySG2014SGdWSGX_acTbc 13

166 ndditionGofGaGcarbohydrateTbindingGmoduleGenhancesGcellulaseGpenetrationGintoGcelluloseG
substratesUGBiotechnologyeforeBiofuelsSG2013SGcSGf_ 7.8 51

165
npplicationGofGtargetedGproteomicsGandGbiologicalGpartsGassemblyGinGrUGcoliGtoGoptimizeGtheG
biosynthesisGofGanGantiTmalarialGdrugGprecursorSGamorphaTaSXXTdieneUGChemicaleEngineeringeScienceSG
2013SGXW_SGYXTYe

4.4 12

164 UnderstandingGtheGimpactGofGionicGliquidGpretreatmentGonGcelluloseGandGligninGviaGthermochemicalG
analysisUGBiomasseandeBioenergySG2013SGbaSGYdcTYe_ 5.3 46

163 zetabolicGengineeringGofGrscherichiaGcoliGforGlimoneneGandGperillylGalcoholGproductionUGMetabolice
EngineeringSG2013SGXfSG__TaX 9.7 281

162 rngineeringGdynamicGpathwayGregulationGusingGstressTresponseGpromotersUGNatureeBiotechnologySG
2013SG_XSGXW_fTac 44.5 338

161 fromGfundamentalsGtoGpracticeUGCrystallographyeReviewsSG2013SGXfSGY_WTYdW 1.3 27

160 nGuniversalGflowGcytometryGassayGforGscreeningGcarbohydrateTactiveGenzymesGusingGglycanG
microspheresUGChemicaleCommunicationsSG2013SGafSGbaaXT_ 5.8 5

159 vmprovedGlowTresolutionGcrystallographicGrefinementGwithGPhenixGandGαosettaUGNatureeMethodsSG
2013SGXWSGXXWYTa 21.6 137

158 vmprovedGcrystallographicGstructuresGusingGextensiveGcombinatorialGrefinementUGStructureSG2013SGYXSGXfY_T_W5.2 15

157 βimultaneousGfemtosecondGXTrayGspectroscopyGandGdiffractionGofGphotosystemGvvGatGroomG
temperatureUGScienceSG2013SG_aWSGafXTb 33.3 334

156 UtilizingGaGhighlyGresponsiveGgeneSGyhjXSGinGrUGcoliGbasedGproductionGofGXSaTbutanediolUGChemicale
EngineeringeScienceSG2013SGXW_SGceTd_ 4.4 7
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155 ndvancesSGinteractionsSGandGfutureGdevelopmentsGinGtheGp βSGPhenixSGandGαosettaGstructuralGbiologyG
softwareGsystemsUGAnnualeRevieweofeBiophysicsSG2013SGaYSGYcbTed 21.1 76

154 βurveyGofGrenewableGchemicalsGproducedGfromGlignocellulosicGbiomassGduringGionicGliquidG
pretreatmentUGBiotechnologyeforeBiofuelsSG2013SGcSGXa 7.8 132

153 qropletTbasedGmicrofluidicGplatformGforGheterogeneousGenzymaticGassaysUGLabeoneAeChipSG2013SGX_SGXeXdTYY7.2 35

152 ThreeG ovelGαiceGtenesGploselyGαelatedGtoGtheGnrabidopsisGvαXfSGvαXfySGandGvαXXaGtenesGandGTheirG
αolesGinGXylanGoiosynthesisUGFrontierseinePlanteScienceSG2013SGaSGe_ 6.2 54

151 sromGsoilGtoGstructureSGaGnovelGdimericG˛†TglucosidaseGbelongingGtoGglycosideGhydrolaseGfamilyG_G
isolatedGfromGcompostGusingGmetagenomicGanalysisUGJournaleofeBiologicaleChemistrySG2013SGYeeSGXafebTfY5.4 35

150 uighGthroughputGnanostructureTinitiatorGmassGspectrometryGscreeningGofGmicrobialGgrowthG
conditionsGforGmaximalG˛†TglucosidaseGproductionUGFrontierseineMicrobiologySG2013SGaSG_cb 5.7 11

149 vntensityGstatisticsGinGtheGpresenceGofGtranslationalGnoncrystallographicGsymmetryUGActae
CrystallographicaeSectioneD:eBiologicaleCrystallographySG2013SGcfSGXdcTe_ 34

148 oulkTsolventGandGoverallGscalingGrevisitedgGfasterGcalculationsSGimprovedGresultsUGActae
CrystallographicaeSectioneD:eBiologicaleCrystallographySG2013SGcfSGcYbT_a 57

147 zodelGmorphingGandGsequenceGassignmentGafterGmolecularGreplacementUGActaeCrystallographicae
SectioneD:eBiologicaleCrystallographySG2013SGcfSGYYaaTbW 24

146 PhaserUzαagegGautomatedGmolecularGreplacementUGActaeCrystallographicaeSectioneD:eBiologicale
CrystallographySG2013SGcfSGYYdcTec 144

145
ValidatedGnearTatomicGresolutionGstructureGofGbacteriophageGepsilonXbGderivedGfromGcryoTrzGandG
modelingUGProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaSG2013SG
XXWSGXY_WXTc

11.5 58

144 vmprovedGactivityGofGaGthermophilicGcellulaseSGpelbnSGfromGThermotogaGmaritimaGonGionicGliquidG
pretreatedGswitchgrassUGPLoSeONESG2013SGeSGedfdYb 3.7 19

143 tolgiGenrichmentGandGproteomicGanalysisGofGdevelopingGPinusGradiataGxylemGbyGfreeTflowG
electrophoresisUGPLoSeONESG2013SGeSGeeaccf 3.7 9

142 traphicalGtoolsGforGmacromolecularGcrystallographyGinGPur vXUGJournaleofeAppliedeCrystallographySG
2012SGabSGbeXTbec 3.8 95

141 UseGofGknowledgeTbasedGrestraintsGinGphenixUrefineGtoGimproveGmacromolecularGrefinementGatGlowG
resolutionUGActaeCrystallographicaeSectioneD:eBiologicaleCrystallographySG2012SGceSG_eXTfW 156

140
npplicationGofGqr GrefinementGandGautomatedGmodelGbuildingGtoGaGdifficultGcaseGofG
molecularTreplacementGphasinggGtheGstructureGofGaGputativeGsuccinylTdiaminopimelateGdesuccinylaseG
fromGporynebacteriumGglutamicumUGActaeCrystallographicaeSectioneD:eBiologicaleCrystallographySG
2012SGceSG_fXTaW_

24

139 TowardsGautomatedGcrystallographicGstructureGrefinementGwithGphenixUrefineUGActae
CrystallographicaeSectioneD:eBiologicaleCrystallographySG2012SGceSG_bYTcd 3236

138 vmprovedGcrystallographicGmodelsGthroughGiteratedGlocalGdensityTguidedGmodelGdeformationGandG
reciprocalTspaceGrefinementUGActaeCrystallographicaeSectioneD:eBiologicaleCrystallographySG2012SGceSGecXTdW 33

(2012-2013)
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137 αamanTspectroscopyTbasedGnoninvasiveGmicroanalysisGofGnativeGligninGstructureUGAnalyticaleande
BioanalyticaleChemistrySG2012SGaWYSGfe_Td 4.4 20

136 rnhancingGfattyGacidGproductionGbyGtheGexpressionGofGtheGregulatoryGtranscriptionGfactorGsadαUG
MetaboliceEngineeringSG2012SGXaSGcb_TcW 9.7 132

135 tlycosideGhydrolasesGfromGaGtargetedGcompostGmetagenomeSGactivityTscreeningGandGfunctionalG
characterizationUGBMCeBiotechnologySG2012SGXYSG_e 3.5 46

134 zanipulationGofGtheGcarbonGstorageGregulatorGsystemGforGmetaboliteGremodelingGandGbiofuelG
productionGinGrscherichiaGcoliUGMicrobialeCelleFactoriesSG2012SGXXSGdf 6.4 41

133 nutomaticGsortranGtoGpRRGconversionGwithGsnoyrUGSourceeCodeeforeBiologyeandeMedicineSG2012SGdSGb 1.9 9

132 ThermoascusGaurantiacusGisGaGpromisingGsourceGofGenzymesGforGbiomassGdeconstructionGunderG
thermophilicGconditionsUGBiotechnologyeforeBiofuelsSG2012SGbSGba 7.8 59

131 βtructureGofGsabuGandGfactorsGaffectingGtheGdistributionGofGbranchedGfattyGacidsGinGzicrococcusG
luteusUGActaeCrystallographicaeSectioneD:eBiologicaleCrystallographySG2012SGceSGX_YWTe 6

130 UnderstandingGchangesGinGligninGofGPanicumGvirgatumGandGrucalyptusGglobulusGasGaGfunctionGofGionicG
liquidGpretreatmentUGBioresourceeTechnologySG2012SGXYcSGXbcTcX 11 55

129 XUdGαefinementGofGXTrayGprystalGβtructuresG2012SGXWbTXXb 3

128 rncodingGsubstratesGwithGmassGtagsGtoGresolveGstereospecificGreactionsGusingG imzymeUGRapide
CommunicationseineMasseSpectrometrySG2012SGYcSGcXXTb 2.2 18

127 npplicationGofGtargetedGproteomicsGtoGmetabolicallyGengineeredGrscherichiaGcoliUGProteomicsSG2012SG
XYSGXYefTff 4.8 20

126 vmprovingGtheGaccuracyGofGmacromolecularGstructureGrefinementGatGdGˆ�GresolutionUGStructureSG2012SG
YWSGfbdTcc 5.2 36

125 αoomGtemperatureGfemtosecondGXTrayGdiffractionGofGphotosystemGvvGmicrocrystalsUGProceedingseofe
theeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaSG2012SGXWfSGfdYXTc 11.5 135

124 TheGProteinGβtructureGvnitiativeGβtructuralGoiologyGxnowledgebaseGTechnologyGPortalgGaGstructuralG
biologyGwebGresourceUGJournaleofeStructuraleandeFunctionaleGenomicsSG2012SGX_SGbdTcY 20

123 phenixUmr_rosettagGmolecularGreplacementGandGmodelGrebuildingGwithGPhenixGandGαosettaUGJournale
ofeStructuraleandeFunctionaleGenomicsSG2012SGX_SGeXTfW 109

122 ncousticGdepositionGwithG vzβGasGaGhighTthroughputGenzymeGactivityGassayUGAnalyticaleande
BioanalyticaleChemistrySG2012SGaW_SGdWdTXX 4.4 30

121 zechanismGofGnucleotideGsensingGinGgroupGvvGchaperoninsUGEMBOeJournalSG2012SG_XSG_fafT_fbW 13 1

120 zechanismGofGnucleotideGsensingGinGgroupGvvGchaperoninsUGEMBOeJournalSG2012SG_XSGd_XTaW 13 26
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119 βupplementationGofGintracellularGXylαGleadsGtoGcoutilizationGofGhemicelluloseGsugarsUGAppliedeande
EnvironmentaleMicrobiologySG2012SGdeSGYYYXTf 4.8 24

118 zechanicalGβtressGnnalysisGasGaGzethodGtoGUnderstandGtheGvmpactGofGteneticallyGrngineeredGαiceG
andGnrabidopsisGPlantsUGIndustrialeBiotechnologySG2012SGeSGY_eTYaa 1.3 4

117 αesearchGprioritiesUGβhiningGlightGintoGblackGboxesUGScienceSG2012SG__cSGXbfTcW 33.3 125

116 rnergyTdispersiveGXTrayGemissionGspectroscopyGusingGanGXTrayGfreeTelectronGlaserGinGaGshotTbyTshotG
modeUGProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaSG2012SGXWfSGXfXW_Td11.5 98

115 TracingGdeterminantsGofGdualGsubstrateGspecificityGinGglycosideGhydrolaseGfamilyGbUGJournaleofe
BiologicaleChemistrySG2012SGYedSGYb__bTa_ 5.4 31

114  anoflowGelectrospinningGserialGfemtosecondGcrystallographyUGActaeCrystallographicaeSectioneD:e
BiologicaleCrystallographySG2012SGceSGXbeaTd 146

113 zodellingGdynamicsGinGproteinGcrystalGstructuresGbyGensembleGrefinementUGELifeSG2012SGXSGeWW_XX 8.9 176

112 vmpactGofGionicGliquidGpretreatedGplantGbiomassGonGβaccharomycesGcerevisiaeGgrowthGandGbiofuelG
productionUGGreeneChemistrySG2011SGX_SGYda_ 10 120

111 olindGimageGanalysisGforGtheGcompositionalGandGstructuralGcharacterizationGofGplantGcellGwallsUG
AnalyticaeChimicaeActaSG2011SGdWYSGXdYTd 6.6 24

110 TheGPhenixGsoftwareGforGautomatedGdeterminationGofGmacromolecularGstructuresUGMethodsSG2011SG
bbSGfaTXWc 4.6 580

109 nGnewGgenerationGofGcrystallographicGvalidationGtoolsGforGtheGproteinGdataGbankUGStructureSG2011SGXfSGX_fbTaXY5.2 335

108 βtructureGofGaGthreeTdomainGsesquiterpeneGsynthasegGaGprospectiveGtargetGforGadvancedGbiofuelsG
productionUGStructureSG2011SGXfSGXedcTea 5.2 68

107 TheGβtructuralGoiologyGxnowledgebasegGaGportalGtoGproteinGstructuresSGsequencesSGfunctionsSGandG
methodsUGJournaleofeStructuraleandeFunctionaleGenomicsSG2011SGXYSGabTba 60

106 iotbxUcifgGaGcomprehensiveGpvsGtoolboxUGJournaleofeAppliedeCrystallographySG2011SGaaSGXYbfTXYc_ 3.8 120

105 rxactGdirectTspaceGasymmetricGunitsGforGtheGY_WGcrystallographicGspaceGgroupsUGActae
CrystallographicaeSectioneA:eFoundationseandeAdvancesSG2011SGcdSGYcfTdb 10

104 uighTthroughputGenzymaticGhydrolysisGofGlignocellulosicGbiomassGviaGinTsituGregenerationUG
BioresourceeTechnologySG2011SGXWYSGX_YfT_d 11 26

103 polloidTbasedGmultiplexedGscreeningGforGplantGbiomassTdegradingGglycosideGhydrolaseGactivitiesGinG
microbialGcommunitiesUGEnergyeandeEnvironmentaleScienceSG2011SGaSGYeea 35.4 28

102 TargetedGproteomicsGforGmetabolicGpathwayGoptimizationgGapplicationGtoGterpeneGproductionUG
MetaboliceEngineeringSG2011SGX_SGXfaTYW_ 9.7 151

(2011-2012)
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101 pouplingGofGreceptorGconformationGandGligandGorientationGdetermineGgradedGactivityUGNaturee
ChemicaleBiologySG2010SGcSGe_dTa_ 11.7 102

100 uithertoGunrecognizedGfluorescenceGpropertiesGofGconiferylGalcoholUGMoleculesSG2010SGXbSGXcabTcd 4.8 4

99 prystalGstructuresGofGaGgroupGvvGchaperoninGrevealGtheGopenGandGclosedGstatesGassociatedGwithGtheG
proteinGfoldingGcycleUGJournaleofeBiologicaleChemistrySG2010SGYebSGYdfbeTcc 5.4 61

98 rvidenceGofGfunctionalGproteinGdynamicsGfromGXTrayGcrystallographicGensemblesUGPLoSe
ComputationaleBiologySG2010SGcSGeXWWWfXX 5 31

97 nGmicroscaleGplatformGforGintegratedGcellTfreeGexpressionGandGactivityGscreeningGofGcellulasesUG
JournaleofeProteomeeResearchSG2010SGfSGbcddTe_ 5.6 10

96 zicrofluidicGglycosylGhydrolaseGscreeningGforGbiomassTtoTbiofuelGconversionUGAnalyticaleChemistrySG
2010SGeYSGfbX_TYW 7.8 12

95 PhotonGβcienceGatGtheGnyβGforGβustainableGrnergyUGSynchrotroneRadiationeNewsSG2010SGY_SGeTXb 0.6

94 oiochemicalGcharacterizationGandGcrystalGstructureGofGendoglucanaseGpelbnGfromGtheG
hyperthermophilicGThermotogaGmaritimaUGJournaleofeStructuraleBiologySG2010SGXdYSG_dYTf 3.4 54

93 αamanGimagingGofGcellGwallGpolymersGinGnrabidopsisGthalianaUGBiochemicaleandeBiophysicaleResearche
CommunicationsSG2010SG_fbSGbYXT_ 3.4 33

92 βupramolecularGselfTassembledGchaosgGpolyphenolicGligninNsGbarrierGtoGcostTeffectiveGlignocellulosicG
biofuelsUGMoleculesSG2010SGXbSGecaXTee 4.8 110

91 prystalGstructureGofGtheGtranscriptionalGactivatorGulyUGfromGVibrioGvulnificusGpzpPcUGFEBSeLettersSG
2010SGbeaSGXWfdTXWY 3.8 15

90 zolecularGsimulationsGprovideGnewGinsightsGintoGtheGroleGofGtheGaccessoryGimmunoglobulinTlikeG
domainGofGpelfnUGFEBSeLettersSG2010SGbeaSG_a_XTb 3.8 14

89 phenixUmodel_vs_datagGaGhighTlevelGtoolGforGtheGcalculationGofGcrystallographicGmodelGandGdataG
statisticsUGJournaleofeAppliedeCrystallographySG2010SGa_SGccfTcdc 3.8 91

88 Pur vXgGaGcomprehensiveGPythonTbasedGsystemGforGmacromolecularGstructureGsolutionUGActae
CrystallographicaeSectioneD:eBiologicaleCrystallographySG2010SGccSGYX_TYX 16067

87 wointGXTrayGandGneutronGrefinementGwithGphenixUrefineUGActaeCrystallographicaeSectioneD:eBiologicale
CrystallographySG2010SGccSGXXb_Tc_ 193

86  ewGtoolsGforGstructureGrefinementGinPur vXUGActaeCrystallographicaeSectioneA:eFoundationseande
AdvancesSG2010SGccSGsXbTsXb 199

85 βpectroscopicGanalysesGofGtheGbiofuelsTcriticalGphytochemicalGconiferylGalcoholGandGitsG
enzymeTcatalyzedGoxidationGproductsUGMoleculesSG2009SGXaSGadbeTde 4.8 3

84 TheGproteinGstructureGinitiativeGstructuralGgenomicsGknowledgebaseUGNucleiceAcidseResearchSG2009SG
_dSGq_cbTe 20.1 80
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83 αecentGdevelopmentsGinGphasingGandGstructureGrefinementGforGmacromolecularGcrystallographyUG
CurrenteOpinioneineStructuraleBiologySG2009SGXfSGbccTdY 8.1 21

82 yabelTfreeGinGsituGimagingGofGlignificationGinGtheGcellGwallGofGlowGligninGtransgenicGPopulusG
trichocarpaUGPlantaSG2009SGY_WSGbefTfd 4.7 70

81 prystallographicGmodelGqualityGatGaGglanceUGActaeCrystallographicaeSectioneD:eBiologicale
CrystallographySG2009SGcbSGYfdT_WW 84

80 teneralizedGXTrayGandGneutronGcrystallographicGanalysisgGmoreGaccurateGandGcompleteGstructuresGforG
biologicalGmacromoleculesUGActaeCrystallographicaeSectioneD:eBiologicaleCrystallographySG2009SGcbSGbcdTd_ 123

79 qecisionTmakingGinGstructureGsolutionGusingGoayesianGestimatesGofGmapGqualitygGtheGPur vXGnutoβolG
wizardUGActaeCrystallographicaeSectioneD:eBiologicaleCrystallographySG2009SGcbSGbeYTcWX 657

78 βtructureGofGendoglucanaseGpelfnGfromGtheGthermoacidophilicGnlicyclobacillusGacidocaldariusUGActae
CrystallographicaeSectioneD:eBiologicaleCrystallographySG2009SGcbSGdaaTbW 27

77 nveragedGkickGmapsgGlessGnoiseSGmoreGsignalUUUGandGprobablyGlessGbiasUGActaeCrystallographicaeSectione
D:eBiologicaleCrystallographySG2009SGcbSGfYXT_X 54

76 electronicGyigandGouilderGandGÅptimizationGWorkbenchGOeyoÅWPgGaGtoolGforGligandGcoordinateGandG
restraintGgenerationUGActaeCrystallographicaeSectioneD:eBiologicaleCrystallographySG2009SGcbSGXWdaTeW 712

75 ÅnGtheGuseGofGlogarithmicGscalesGforGanalysisGofGdiffractionGdataUGActaeCrystallographicaeSectioneD:e
BiologicaleCrystallographySG2009SGcbSGXYe_TfX 14

74 nutomaticGmultipleTzoneGrigidTbodyGrefinementGwithGaGlargeGconvergenceGradiusUGJournaleofeAppliede
CrystallographySG2009SGaYSGcWdTcXb 3.8 37

73 nGrapidGandGinexpensiveGlabelingGmethodGforGmicroarrayGgeneGexpressionGanalysisUGBMCe
BiotechnologySG2009SGfSGfd 3.5 21

72 nddressingGtheGneedGforGalternativeGtransportationGfuelsgGtheGwointGoiornergyGvnstituteUGACSe
ChemicaleBiologySG2008SG_SGXdTYW 4.9 40

71 TheGdevelopmentGofGanGautomatedGdataGanalysisGsystemGforGhighTpressureGpowderGdiffractionGdataG
collectedGusingGanGareaGdetectorUGHighePressureeResearchSG2008SGYeSGYf_TYfe 1.6 2

70 vterativeGmodelGbuildingSGstructureGrefinementGandGdensityGmodificationGwithGtheGPur vXGnutoouildG
wizardUGActaeCrystallographicaeSectioneD:eBiologicaleCrystallographySG2008SGcaSGcXTf 1042

69 βurprisesGandGpitfallsGarisingGfromGOpseudoPsymmetryUGActaeCrystallographicaeSectioneD:eBiologicale
CrystallographySG2008SGcaSGffTXWd 70

68 vterativeTbuildGÅzvTGmapsgGmapGimprovementGbyGiterativeGmodelGbuildingGandGrefinementGwithoutG
modelGbiasUGActaeCrystallographicaeSectioneD:eBiologicaleCrystallographySG2008SGcaSGbXbTYa 130

67 ProteinGstructuresGbyGspallationGneutronGcrystallographyUGJournaleofeSynchrotroneRadiationSG2008SGXbSGYXbTe2.4 31

66 WebTvcegGintegratedGdataGcollectionGandGanalysisGforGmacromolecularGcrystallographyUGJournaleofe
AppliedeCrystallographySG2008SGaXSGXdcTXea 3.8 70

(2008-2009)
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65 βtructuralGgenomicsGofGminimalGorganismsgGpipelineGandGresultsUGMethodseineMoleculareBiologySG2008SG
aYcSGadbTfc 1.4 3

64 PhaserGcrystallographicGsoftwareUGJournaleofeAppliedeCrystallographySG2007SGaWSGcbeTcda 3.8 14212

63 yigandGidentificationGusingGelectronTdensityGmapGcorrelationsUGActaeCrystallographicaeSectioneD:e
BiologicaleCrystallographySG2007SGc_SGXWXTd 50

62 vnterpretationGofGensemblesGcreatedGbyGmultipleGiterativeGrebuildingGofGmacromolecularGmodelsUG
ActaeCrystallographicaeSectioneD:eBiologicaleCrystallographySG2007SGc_SGbfdTcXW 56

61 ÅnGmacromolecularGrefinementGatGsubatomicGresolutionGwithGinteratomicGscatterersUGActae
CrystallographicaeSectioneD:eBiologicaleCrystallographySG2007SGc_SGXXfaTd 49

60 βtructureGofGÅcddab_n₅UnrSGaGhypotheticalGproteinGfromGnquifexGaeolicusUGActaeCrystallographicae
SectioneF:eStructuraleBiologyeCommunicationsSG2007SGc_SG_cfTda 7

59 βPnαXSGaGnewGenvironmentGforGpryoTrzGimageGprocessingUGJournaleofeStructuraleBiologySG2007SGXbdSGadTbb3.4 327

58 TechnicalGαeportgGαecentGzajorGvmprovementsGtoGtheGnyβGβectorGbGzacromolecularGprystallographyG
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