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allahabadii. Process Biochemistry, 2017, 56, 45-56.

Acetylcholinesterase inhibitory activity of stigmasterol &amp; hexacosanol is responsible for
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Identification of Novel Phosphorylation Motifs Through an lntegrative Computational and
Experimental Analysis of the Human Phosphoproteome. Journal of Proteomics and Bioinformatics, 0.4 31
2011, 04, 22-35.

Phosphorylation of p62 by cdkl Controls the Timely Transit of Cells through Mitosis and Tumor Cell
Proliferation. Molecular and Cellular Biology, 2011, 31, 105-117.
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Molecular Oncology, 2009, 3, 439-450. ’
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