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k Paper IF Citations

198 VariationIinItheIovineIxRT]aIpromoterIregionIaffectsIwoolItraitsWISmallkRuminantkResearchUI2022UI
[YcUIZYcbec 1.7

197 VariationIinIovineIxRTnPeV[IandIitsIassociationIwithIwoolIcharacteristicsIinIPakistaniIsheepWISmallk
RuminantkResearchUI2022UI[YdUIZYcbfe 1.7 1

196 VariationIinIcaprineIxRTnPZV]IandIitsIassociationIwithIcashmereIfibreIdiameterWWIGeneUI2022UIe[]UIZac]aZ3.8 0

195 VariationIinIovineIaffectsImeanIstapleIlengthIandIopacityIofIwoolIfiberWIAnimalkBiotechnologyUI2021UIZVd 1.4 1

194 SequenceIVariationIinItheIoovineIyipinVZIteneIQRIandIvtsInssociationIwithIzilkIsatIandIProteinI
pontentsIinI×ewIZealandIuolsteinVsriesianIˆ�IwerseyIQusIˆ�IwRVcrossIqairyIpowsWIAnimalsUI2021UIZZUI 3.1 1

193 TheIpomplexityIofItheIOvineIandIpaprineIxeratinVnssociatedIProteinItenesWIInternationalkJournalkofk
MolecularkSciencesUI2021UI[[UI 6.3 1

192 qifferentiallyIphosphorylatedIproteinsIinItheIcrimpedIandIstraightIwoolIofIphineseITanIsheepWI
JournalkofkProteomicsUI2021UI[]bUIZYaZZb 3.9 2

191 VariationIinIaI×ewlyIvdentifiedIpaprineIteneIvsInssociatedIwithIRawIpashmereIsiberIWeightIinI
yongdongIpashmereItoatsWIGenesUI2021UIZ[UI 4.2 4

190 rffectIofIabioticIandIbioticIfactorsIonIsubclinicalImastitisIoccurrenceIinIlowVinputIdairyIsheepI
productionIsystemsWISmallkRuminantkResearchUI2021UIZfeUIZYc]aZ 1.7

189 VariationIinIbovineIleptinIgeneIaffectsImilkIfattyIacidIcompositionIinI×ewIZealandIuolsteinI
sriesianIIˆ�IIwerseyIdairyIcowsWIArchiveskAnimalkBreedingUI2021UIcaUI[abV[bc 1.6 1

188
×ucleotideIsequenceIvariationIofItheImajorIhistocompatibilityIcomplexIclassIvvIqQnZIgeneIinI
differentIcattleIbreedsIfromI×igeriaIandI×ewIZealandWIVeterinarykImmunologykandk
ImmunopathologyUI2021UI[]dUIZZY[d]

2

187 rffectIofIqtnTZIvariantIQx[][nRIonImilkItraitsIandImilkIfatIcompositionIinIoutdoorIpastureVgrazedI
dairyIcattleWINewkZealandkJournalkofkAgriculturalkResearchUI2021UIcaUIZYZVZZ] 1.9 9

186 vdentificationIandIcharacterizationIofIcircularIR×nsIinImammaryIglandItissueIfromIsheepIatIpeakI
lactationIandIduringItheInonlactatingIperiodWIJournalkofkDairykScienceUI2021UIZYaUI[]fcV[aYf 4 3

185 rffectsIofIbovineIleptinIgeneIvariationIonImilkItraitsIinI×ewIZealandI
uolsteinVsriesianIˆ�IwerseyVcrossIdairyIcowsWINewkZealandkJournalkofkAgriculturalkResearchUI2021UIcaUIZZaVZ[Z1.9 0

184 zicroR×nVa][IinhibitsImilkIfatIsynthesisIbyItargetingIandIinIovineImammaryIepithelialIcellsWIFoodk
andkFunctionUI2021UIZ[UIfa][Vfaa[ 6.1 2

183 ×ucleotideISequenceIVariationIinItheIvnsulinVyikeItrowthIsactorIZIteneInffectsItrowthIandI
parcassITraitsIinI×ewIZealandIRomneyISheepWIDNAkandkCellkBiologyUI2021UIaYUI[cbV[dZ 3.6 2

182
vdentificationIofIsequenceIvariationIinItheIoocyteVderivedIboneImorphogeneticIproteinIZbIQozPZbRI
geneIQozPZbRIassociatedIwithIlitterIsizeIinI×ewIZealandIsheepIQOvisIariesRIbreedsWIMoleculark
BiologykReportsUI2021UIaeUIc]]bVc]a[

2.8 2
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181 pomparisonIofItheITranscriptomeIofItheIOvineIzammaryItlandIinIyactatingIandI×onVlactatingI
SmallVTailedIuanISheepWIFrontierskinkGeneticsUI2020UIZZUIad[ 4.5 5

180 vdentificationIofItheIOvineIxeratinVnssociatedIProteinI[VZIteneIandIvtsISequenceIVariationIinIsourI
phineseISheepIoreedsWIGenesUI2020UIZZUI 4.2 4

179 OnItheISearchIforItrazingIPersonalitiesgIsromIvndividualItoIpollectiveIoehaviorsWIFrontierskink
VeterinarykScienceUI2020UIdUIda 3.1 7

178 VariationIinItheIyipinIZIteneIvsInssociatedIwithIoirthIWeightIandISelectedIparcassITraitsIinI×ewI
ZealandIRomneyISheepWIAnimalsUI2020UIZYUI 3.1 2

177 rffectsIofIvariationIonImilkIfattyVacidIcompositionIforIdairyIcattleIgrazedIonIpastureIinIlateI
lactationWIJournalkofkDairykResearchUI2020UIedUI][V]c 1.6 1

176 VariationIinItheIyakIlipinVZIgeneIandIitsIassociationIwithImilkItraitsWIJournalkofkDairykResearchUI2020UI
edUIZccVZcf 1.6 2

175 teneticIvariationsIandIhaplotypicIdiversityIinItheIzyostatinIgeneIofI×ewIZealandIcattleIbreedsWI
GeneUI2020UIdaYUIZaaaYY 3.8 2

174 TheIzeanIStapleIyengthIofIWoolIsibreIvsInssociatedIwithIVariationIinItheIOvineIxeratinVnssociatedI
ProteinI[ZV[IteneWIGenesUI2020UIZZUI 4.2 1

173 VariationIinItheIstearoylVponIdesaturaseIgeneIQRIandIitsIinfluenceIonImilkIfattyIacidIcompositionIinI
lateVlactationIdairyIcattleIgrazedIonIpastureWIArchiveskAnimalkBreedingUI2020UIc]UI]bbV]cc 1.6 4

172 vdentificationIofIpaprineIandIvtsIrffectIonIpashmereIsiberIqiameterWIGenesUI2020UIZZUI 4.2 4

171
vdentificationIofInovelInucleotideIsequenceIvariationsIinIanIextendedIregionIofItheIbovineIleptinI
geneIQRIacrossIaIvarietyIofIcattleIbreedsIfromI×ewIZealandIandI×igeriaWIArchiveskAnimalkBreedingUI
2020UIc]UI[aZV[ae

1.6 1

170 vnvestigationIofImyostatinIandIcalpainI]IgeneIpolymorphismsIandItheirIassociationIwithI
milkVproductionItraitsIinISfakiaIsheepWIAnimalkProductionkScienceUI2020UIcYUI]ad 1.4

169 VariationIinIPyv×[IandIitsIassociationIwithImilkItraitsIandImilkIfatIcompositionIinIdairyIcowsWIJournalk
ofkAgriculturalkScienceUI2020UIZbeUIddaVdeY 1 0

168 vdentificationIandIcharacterizationIofIcircularIR×nIinIlactatingImammaryIglandsIfromItwoIbreedsIofI
sheepIwithIdifferentImilkIproductionIprofilesIusingIR×nVSeqWIGenomicsUI2020UIZZ[UI[ZecV[Zf] 4.3 20

167 PolymorphismIinItheIovineIkeratinVassociatedIproteinIgeneIxRTnPdVZIandIitsIassociationIwithIwoolI
characteristicsWIJournalkofkAnimalkScienceUI2020UIfeUI 0.7 2

166 VariationIinItheIxRTnPcV]IgeneIandIitsIassociationIwithIwoolIcharacteristicsIinIPakistaniIsheepI
breedsIandIbreedVcrossesWITropicalkAnimalkHealthkandkProductionUI2020UIb[UI]Y]bV]Ya] 1.7 4

165
vdentificationIofIpolymorphismsIinItheIoocyteVderivedIgrowthIdifferentiationIgrowthIfactorIfI
QtqsfRIgeneIassociatedIwithIlitterIsizeIinI×ewIZealandIsheepIQOvisIariesRIbreedsWIReproductionkink
DomestickAnimalsUI2020UIbbUIZbebVZbfZ

1.6 0

164 VariationIinItheIpaprineIxeratinVnssociatedIProteinI[dVZIteneIisInssociatedIwithIpashmereIsiberI
qiameterWIGenesUI2020UIZZUI 4.2 3

(2020-2020)
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163 nssociationsIbetweenItheIoovineIzyostatinIteneIandIzilkIsattyIncidIpompositionIinI×ewIZealandI
uolsteinVsriesianIˆ�IwerseyVprossIpowsWIAnimalsUI2020UIZYUI 3.1 2

162 VariationIinItheIovineIxnPeVZIgeneIaffectsIwoolIfibreIuniformityIinIphineseITanIsheepWISmallk
RuminantkResearchUI2019UIZdeUIZeV[Z 1.7 4

161 VariationIinItheIsattyIncidISynthaseIteneIQRIandIvtsInssociationIwithIzilkITraitsIinItannanIYaksWI
AnimalsUI2019UIfUI 3.1 7

160 ×ucleotideIvariationIinItheIovineIxRT]ZIpromoterIregionIandIitsIassociationIwithIvariationIinIwoolI
traitsIinIzerinoVcrossIlambsWIJournalkofkAgriculturalkScienceUI2019UIZbdUIZe[VZee 1 3

159 vdentificationIofIOvineIxRTnP[eVZIandIvtsInssociationIwithIWoolIsibreIqiameterWIAnimalsUI2019UIfUI 3.1 8

158 vdentificationIofItheIOvineIxeratinVnssociatedIProteinI[ZVZIteneIandIvtsInssociationIwithIVariationI
inIWoolITraitsWIAnimalsUI2019UIfUI 3.1 4

157 TranscriptomeIProfileInnalysisIofIzammaryItlandITissueIfromITwoIoreedsIofIyactatingISheepWI
GenesUI2019UIZYUI 4.2 7

156 pharacterisationIofIanIOvineIxeratinInssociatedIProteinIQxnPRIteneUIWhichIWouldIProduceIaI
ProteinIRichIinItlycineIandITyrosineUIbutIyackingIinIpysteineWIGenesUI2019UIZYUI 4.2 10

155 VariationIinIovineIxRTnPeVZIisIassociatedIwithIvariationIinIwoolIfibreIstapleIstrengthIandIcurvatureWI
JournalkofkAgriculturalkScienceUI2019UIZbdUIbbYVbba 1 3

154 VariationIinItheIcaprineIkeratinVassociatedIproteinIZbVZIQxnPZbVZRIgeneIaffectsIcashmereIfibreI
diameterWIArchiveskAnimalkBreedingUI2019UIc[UIZ[bVZ]] 1.6 8

153 vdentificationIofItheIassociationIbetweenIgeneIpolymorphismsIandImilkIproductionItraitsIinISfakiaI
sheepWIArchiveskAnimalkBreedingUI2019UIc[UIaZ]Va[[ 1.6 5

152 VariationIinIaffectsIwoolIfibreIdiameterIinI×ewIZealandIRomneyIewesWIArchiveskAnimalkBreedingUI
2019UIc[UIbYfVbZb 1.6 4

151 VariationIinItheIpaprineIxnP[aVZIteneInffectsIpashmereIsibreIqiameterWIAnimalsUI2019UIfUI 3.1 13

150 pontrastingIpatternsIofIcodingIandIflankingIregionIevolutionIinImammalianIkeratinIassociatedI
proteinVZIgenesWIMolecularkPhylogeneticskandkEvolutionUI2019UIZ]]UI]b[V]cZ 4.1 4

149 nssociationsIbetweenIvariationIinItheIovineIhighIglycineVtyrosineIkeratinVassociatedIproteinIgeneI
xRTnP[YVZIandIwoolItraitsWIJournalkofkAnimalkScienceUI2019UIfdUIbedVbfb 0.7 12

148 teneIpolymorphismsIinIPROPZIassociatedIwithIgrowthItraitsIinIsheepWIGeneUI2019UIce]UIaZVac 3.8 8

147 trowthIandIcarcassItraitIassociationIwithIvariationIinItheIsomatostatinIreceptorIZIQSSTRZRIgeneIinI
×ewIZealandIRomneyIsheepWINewkZealandkJournalkofkAgriculturalkResearchUI2018UIcZUIaddVaec 1.9 4

146 VariationIinItheIovineItrichohyalinIgeneIandIitsIassociationIwithIwoolIcurvatureWISmallkRuminantk
ResearchUI2018UIZbfUIZVa 1.7 1
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145 pomparisonIofItheImyostatinIQzST×RIgeneIinIRussianIStavropolIzerinoIsheepIandI×ewIZealandI
zerinoIsheepWISmallkRuminantkResearchUI2018UIZcYUIZY]VZYc 1.7 4

144 nInucleotideIsubstitutionIinItheIovineIxnP[YV[IgeneIleadsItoIaIprematureIstopIcodonIthatIaffectsI
woolIfibreIcurvatureWIAnimalkGeneticsUI2018UIafUI]bdV]be 2.5 19

143 SequenceIandIuaplotypesIVariationIofItheIOvineIUncouplingIProteinVZIteneIQUpPZRIandITheirI
nssociationIwithItrowthIandIparcassITraitsIinI×ewIZealandIRomneyIyambsWIGenesUI2018UIfUI 4.2 4

142 VariationIinItheIsnoPaIgeneIaffectsIcarcassIandIgrowthItraitsIinIsheepWIMeatkScienceUI2018UIZabUI]]aV]]f6.4 9

141 nIkeratinVassociatedIproteinIQxnPRIgeneIthatIisIassociatedIwithIvariationIinIcashmereIgoatIfleeceI
weightWISmallkRuminantkResearchUI2018UIZcdUIZYaVZYf 1.7 11

140 VariationIinItheIovineIkeratinVassociatedIproteinIZbVZIgeneIaffectsIwoolIyieldWIJournalkofk
AgriculturalkScienceUI2018UIZbcUIf[[Vf[e 1 11

139 rxVvivoIcowIrumenIfluidIfermentationgIchangesIinImicrobialIpopulationsIandIfermentationIproductsI
withIdifferentIforagesWIJournalkofkAppliedkAnimalkResearchUI2018UIacUIZ[d[VZ[df 1.7 2

138 VariationIinItheIxnPeV[IgeneIaffectsIwoolIcrimpIandIgrowthIinIphineseITanIsheepWISmallkRuminantk
ResearchUI2017UIZafUIddVeY 1.7 18

137 VariationIinItheIovineIzYsbIgeneIandIitsIeffectIonIcarcassIleanImeatIyieldIinI×ewIZealandIRomneyI
sheepWIMeatkScienceUI2017UIZ]ZUIZacVZbZ 6.4 6

136 vdentificationIofItheIovineIkeratinVassociatedIproteinIZbVZIgeneIQxRTnPZbVZRIandIgeneticIvariationI
inIitsIcodingIsequenceWISmallkRuminantkResearchUI2017UIZb]UIZ]ZVZ]c 1.7 13

135 uaplotypicIvariationIinItheIUpPZIgeneIisIassociatedIwithImilkItraitsIinIdairyIcowsWIJournalkofkDairyk
ResearchUI2017UIeaUIceVdb 1.6 3

134 nInucleotideIsubstitutionIinIexonIeIofItheIglucosylceramidaseIbetaIgeneIisIassociatedIwithItaucherI
diseaseIinIsheepWIAnimalkGeneticsUI2017UIaeUId]]Vd]a 2.5 1

133 PolymorphismIofIxRTe]IandIitsIassociationIwithIselectedIwoolItraitsIinIzerinoVcrossIlambsWISmallk
RuminantkResearchUI2017UIZbbUIcVZZ 1.7 8

132 VariationIinItheIxnPcVZIgeneIinIphineseITanIsheepIandIassociationsIwithIvariationIinIwoolItraitsWI
SmallkRuminantkResearchUI2017UIZbaUIZ[fVZ][ 1.7 17

131 VariationIinItheITollVlikeIReceptorIaIQTyRaRIgeneIaffectsImilkItraitsIinIdairyIcowsWIJournalkofkDairyk
ResearchUI2017UIeaUIa[cVa[f 1.6 7

130 vdentificationIofItheIOvineIxeratinVnssociatedIProteinI[[VZIQxnP[[VZRIteneIandIvtsIrffectIonIWoolI
TraitsWIGenesUI2017UIeUI 4.2 31

129 uaplotypesIofItheIOvineIndiponectinIteneIandITheirInssociationIwithItrowthIandIparcassITraitsIinI
×ewIZealandIRomneyIyambsWIGenesUI2017UIeUI 4.2 3

128 VariationIinItheIOvineIxnPcV]IteneIQxRTnPcV]RIvsInssociatedIwithIVariationIinIzeanIsibreI
qiameterVnssociatedIWoolITraitsWIGenesUI2017UIeUI 4.2 16

(2017-2018)
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127 vdentificationIofItheIOvineIxeratinVnssociatedIProteinI[cVZIteneIandIvtsInssociationIwithIVariationI
inIWoolITraitsWIGenesUI2017UIeUI 4.2 22

126 vdentificationIofItheIpaprineIxeratinVnssociatedIProteinI[YV[IQxnP[YV[RIteneIandIvtsIrffectIonI
pashmereITraitsWIGenesUI2017UIeUI 4.2 15

125 vdentificationIofIfourInewIgeneImembersIofItheIxnPcIgeneIfamilyIinIsheepWIScientifickReportsUI2016UI
cUI[aYda 4.9 22

124 nssociationIbetweenIvariationIinIfaecalIeggIcountIforIaInaturalImixedIfieldVchallengeIofInematodeI
parasitesIandITyRaIvariationWIVeterinarykParasitologyUI2016UI[ZeUIbVf 2.8 5

123 WoolIxeratinVnssociatedIProteinItenesIinISheepVnIReviewWIGenesUI2016UIdUI 4.2 60

122
TwoIsingleInucleotideIpolymorphismsIinItheIpromoterIofItheIovineImyostatinIgeneIQzST×RIandI
theirIeffectIonIgrowthIandIcarcassImuscleItraitsIinI×ewIZealandIRomneyIsheepWIJournalkofkAnimalk
BreedingkandkGeneticsUI2016UIZ]]UI[ZfV[c

2.9 9

121 nIbdVbpIdeletionIinItheIovineIxnPcVZIgeneIaffectsIwoolIfibreIdiameterWIJournalkofkAnimalkBreedingk
andkGeneticsUI2015UIZ][UI]YZVd 2.9 37

120 rffectIofIvariationIinIovineIWsvxx×[IonIgrowthItraitsIappearsItoIbeIgenderVdependentWIScientifick
ReportsUI2015UIbUIZ[]ad 4.9 1

119 VariationIinItheIbovineIsnoPaIgeneIaffectsImilkIyieldIandImilkIproteinIcontentIinIdairyIcowsWI
ScientifickReportsUI2015UIbUIZYY[] 4.9 10

118 qifferencesIinImitochondrialIq×nIinheritanceIandIfunctionIalignIwithIbodyIconformationIinI
geneticallyIleanIandIfatIsheepWIJournalkofkAnimalkScienceUI2015UIf]UI[Ye]Vf] 0.7 11

117 uaplotypesIandISequenceIVariationIinItheIOvineIndiponectinIteneIQnqvPOQRWIGenesUI2015UIcUIZ[]YVaZ 4.2 2

116 zyostatinIQzST×RIgeneIhaplotypesIandItheirIassociationIwithIgrowthIandIcarcassItraitsIinI×ewI
ZealandIRomneyIlambsWISmallkRuminantkResearchUI2015UIZ[dUIeVZf 1.7 5

115 VariationIinItheIovineIPRxnt]IgeneWIGeneUI2015UIbcdUI[bZVa 3.8 1

114 nssociationIofIwoolItraitsIwithIvariationIinItheIovineIxnPZV[IgeneIinIzerinoIcrossIlambsWISmallk
RuminantkResearchUI2015UIZ[aUI[aV[f 1.7 24

113 uaplotypingIusingIaIcombinationIofIpolymeraseIchainIreactionVsingleVstrandIconformationalI
polymorphismIanalysisIandIhaplotypeVspecificIPpRIamplificationWIAnalyticalkBiochemistryUI2014UIaccUIbfVca3.1 6

112 VariationIinItheIovineIWsvxx×[IgeneWIGeneUI2014UIba]UIb]Vd 3.8 3

111 TheIsheepIxnPeV[IgeneUIaInewIxnPeIfamilyImemberIthatIisIabsentIinIhumansWISpringerPlusUI2014UI]UIb[e 20

110
teneticIvariationIinItheIovineIuncouplingIproteinIZIgenegIassociationIwithIcarcassItraitsIinI×ewI
ZealandIQ×ZRIRomneyIsheepUIbutInoIassociationIwithIgrowthItraitsIinIeitherI×ZIRomneyIorI×ZI
SuffolkIsheepWIJournalkofkAnimalkBreedingkandkGeneticsUI2014UIZ]ZUIa]dVaa

2.9 5
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109 VariationIinItheIovineIhormoneVsensitiveIlipaseIgeneIQuSyRIandIitsIassociationIwithIgrowthIandI
carcassItraitsIinI×ewIZealandISuffolkIsheepWIMolecularkBiologykReportsUI2014UIaZUI[ac]Vf 2.8 4

108 vdentificationIofImoreIthanItwoIpaternalIhaplotypesIofItheIovineIfattyIacidVbindingIproteinIaI
QsnoPaRIgeneIinIhalfVsibIfamiliesgIevidenceIofIintragenicImeioticIrecombinationWIPLoSkONEUI2014UIfUIeeecfZ3.7 2

107 ualplotypesIofItheIovineInqRo]IgeneIQnqRo]RIandItheirIassociationIwithIpostVweaningIgrowthIinI
×ewIZealandISuffolkIsheepWIMolecularkBiologykReportsUI2013UIaYUIaeYbVZY 2.8 2

106 OvineIforkheadIboxIclassIOI]IQsOXO]RIgeneIvariationIandIitsIassociationIwithIlifespanWIMoleculark
BiologykReportsUI2013UIaYUI]e[fV]a 2.8 2

105 teneticIvariationsIinItheImyostatinIgeneIQzST×RIinI×ewIZealandIsheepIbreedsWIMolecularkBiologyk
ReportsUI2013UIaYUIc]dfVea 2.8 16

104 VariationIinIexonIZYIofItheIovineIcalpainI]IgeneIQpnP×]RIandIitsIassociationIwithImeatIyieldIinI×ewI
ZealandIRomneyIsheepWIMeatkScienceUI2013UIfaUI]eeVfY 6.4 6

103 PolymorphismIofItheIzupVqQn[IgeneIinItheIphiosIdairyIsheepIpopulationIandIitsIassociationIwithI
footrotWILivestockkScienceUI2013UIZb]UIbcVbf 1.7 11

102 teneticIvariationIinItheIbPUTRIofItheIxRT[WZ]IgeneIofIsheepWIAnimalkSciencekJournalUI2012UIe]UIZfaVe 1.8 3

101 nIprematureIstopIcodonIinItheInqnzTS[IgeneIisIlikelyItoIbeIresponsibleIforIdermatosparaxisIinI
qorperIsheepWIAnimalkGeneticsUI2012UIa]UIadZV] 2.5 20

100 vdentificationIandIsequenceIanalysisIofItheIkeratinVassociatedIproteinI[aVZIQxnP[aVZRIgeneI
homologueIinIsheepWIGeneUI2012UIbZZUIc[Vb 3.8 24

99 SearchIforIvariationIinItheIovineIxnPdVZIandIxnPeVZIgenesIusingIpolymeraseIchainI
reactionVsingleVstrandedIconformationalIpolymorphismIscreeningWIDNAkandkCellkBiologyUI2012UI]ZUI]cdVdY3.6 23

98 nllelicIvariationIinIovineIfattyIacidVbindingIproteinIQsnoPaRIgeneWIMolecularkBiologykReportsUI2012UI
]fUIZYc[ZVb 2.8 10

97 nnIassociationIbetweenIlifespanIandIvariationIinIinsulinVlikeIgrowthIfactorIvIreceptorIinIsheepWI
JournalkofkAnimalkScienceUI2012UIfYUI[aeaVd 0.7 3

96 nnIupdatedInomenclatureIforIkeratinVassociatedIproteinsIQxnPsRWIInternationalkJournalkofkBiologicalk
SciencesUI2012UIeUI[beVca 11.2 50

95 vdentificationIofItheIkeratinVassociatedIproteinIZ]V]IQxnPZ]V]RIgeneIinIsheepWIOpenkJournalkofk
GeneticsUI2011UIYZUIcYVca 0.2 17

94 PolymorphismIofItheIovineIsOXP]IgeneIQsOXP]RWIVeterinarykImmunologykandkImmunopathologyUI
2011UIZaYUI]Y]Vc 2 4

93
nssociationIbetweenIvariationIinIfaecalIeggIcountIforIaImixedIfieldVchallengeIofInematodeI
parasitesIandIovineIzupVqQn[IpolymorphismWIVeterinarykImmunologykandkImmunopathologyUI2011UI
ZaaUI]Z[V[Y

2 14

92 vdentificationIofItheIovineIkeratinVassociatedIproteinIxnPZV[IgeneIQxRTnPZV[RWIExperimentalk
DermatologyUI2011UI[YUIeZbVf 4 21

(2011-2014)
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91 OvineIfootrotgInewIapproachesItoIanIoldIdiseaseWIVeterinarykMicrobiologyUI2011UIZaeUIZVd 3.3 26

90
vdentificationIofIaIsusobacteriumInecrophorumIisolateIthatIcontainsIaInewIvariantIofItheI
leukotoxinIgeneIQlktnRIfromItheIhoofIofIaIsheepIwithIovineIfootrotWIVeterinarykMicrobiologyUI2011UI
ZafUIb[aVb

3.3

89 qiversityIofItheIglycineXtyrosineVrichIkeratinVassociatedIproteinIcIgeneIQxnPcRIfamilyIinIsheepWI
MolecularkBiologykReportsUI2011UI]eUI]ZVb 2.8 74

88 vdentificationIofItheIovineIxnPZZVZIgeneIQxRTnPZZVZRIandIgeneticIvariationIinIitsIcodingIsequenceWI
MolecularkBiologykReportsUI2011UI]eUIba[fV]] 2.8 33

87 qetectionIofIsequenceIvariationIandIgenotypingIofIpolymorphicIgenesIusingIpolymeraseIchainI
reactionIstemVloopIconformationalIpolymorphismIanalysisWIAnalyticalkBiochemistryUI2011UIaYeUI]aYVZ 3.1 2

86 VariationIinItheIyakIdectinVZIgeneIQpyrpdnRWIDNAkandkCellkBiologyUI2011UI]YUIZYcfVdZ 3.6 3

85 rxtendedIhaplotypeIanalysisIofIovineInqRo]IusingIpolymeraseIchainIreactionIsingleIstrandI
conformationalIpolymorphismIonItwoIregionsIofItheIgeneWIDNAkandkCellkBiologyUI2011UI]YUIaabVe 3.6 3

84 pharacterizationIofIgeneticIvariationIinItheIsorkheadIboxIclassIO]IgeneIQsOXO]RIinIsheepWIDNAkandk
CellkBiologyUI2011UI]YUIaafVb[ 3.6 3

83 SerotypingIqichelobacterInodosusIwithIPpRVSSpPWIJournalkofkAnimalkandkVeterinarykAdvancesUI2011UI
ZYUIZcdeVZce[ 0.1 2

82 PolymorphismsIinItheIovineImyostatinIgeneIQzST×RIandItheirIassociationIwithIgrowthIandIcarcassI
traitsIinI×ewIZealandIRomneyIsheepWIAnimalkGeneticsUI2010UIaZUIcaVd[ 2.5 85

81 ×oIassociationIbetweenIvariationIinItheIovineIcalpastatinIgeneIandIeitherIlongevityIorIfertilityIinI
sheepWIAnimalkGeneticsUI2010UIaZUI[[]Va 2.5 6

80 UndetectedIlktnIgenesIwithinIsusobacteriumInecrophorumlWIJournalkofkMedicalkMicrobiologyUI2010UI
bfUIaffVbYY 3.2 7

79 rmergingIissuesIwithItheIcurrentIkeratinVassociatedIproteinInomenclatureWIInternationalkJournalkofk
TrichologyUI2010UI[UIZYaVb 1.1 12

78 RapidIq×nIextractionIofIpigIearItissuesWIMeatkScienceUI2010UIebUIbefVfY 6.4 5

77 VariationIinItheIovineIpVtypeIlectinIdectinVZIgeneIQpyrpdnRWIDevelopmentalkandkComparativek
ImmunologyUI2010UI]aUI[acVf 3.2 10

76
×oIevidenceIforIaIuniversalIassociationIbetweenIvariationIinIfaecalIeggIcountIforIaImixedI
fieldVchallengeIofIgastrointestinalIparasitesIandItheIpresenceIofItheIOvarVqQnZInullIhaplotypeIinI
sheepWIVeterinarykImmunologykandkImmunopathologyUI2010UIZ]bUI]Y]Vb

2 2

75 rffectIofIzyostatinIQzST×RIgTc[[]tOgthnIonIProductionIandIparcassITraitsIinI×ewIZealandI
RomneyISheepWIAsianxAustralasiankJournalkofkAnimalkSciencesUI2010UI[]UIec]Vecc 2.4 10

74 PolymorphismIofItheIovineIkeratinVassociatedIproteinIZVaIgeneIQxRTnPZVaRWIMolecularkBiologyk
ReportsUI2010UI]dUI]]ddVeY 2.8 26

Jon Gh Hickford

8



73 PolymorphismIofItheIbovineInqRo]IgeneWIMolecularkBiologykReportsUI2010UI]dUI]]efVf[ 2.8 11

72 vdentificationIofItwoInewIqichelobacterInodosusIstrainsIinItermanyWIVeterinarykJournalUI2010UIZeaUIZZbVd2.5 8

71 teneticIdiversityIofIselectedIgenesIthatIareIpotentiallyIeconomicallyIimportantIinIferalIsheepIofI
×ewIZealandWIGeneticskSelectionkEvolutionUI2010UIa[UIa] 4.9 3

70 susobacteriumInecrophorumIvariantsIpresentIonItheIhoovesIofIlameIpigsWIVeterinarykMicrobiologyUI
2010UIZaZUI]fY 3.3 5

69 nnalysisIofIvariationIinItheIovineIultraVhighIsulphurIkeratinVassociatedIproteinIxnPbVaIgeneIusingI
PpRVSSpPItechniqueWIElectrophoresisUI2010UI]ZUI]babVd 3.6 15

68 nIfieldItrialItoIcontrolIovineIfootrotIviaIvaccinationIandIgeneticImarkersWISmallkRuminantkResearchUI
2009UIecUI[[V[b 1.7 14

67 vdentificationIofIaIleukotoxinIsequenceIfromIsusobacteriumIequinumWIVeterinarykMicrobiologyUI
2009UIZ]]UI]faVb 3.3 3

66 qetectionIofIsusobacteriumIequinumIonIfootrotIinfectedIhoovesIofIsheepIandIcattleWIVeterinaryk
MicrobiologyUI2009UIZ]aUIaYYVZ 3.3 5

65 VariationIinIsusobacteriumInecrophorumIstrainsIpresentIonItheIhoovesIofIfootrotIinfectedIsheepUI
goatsIandIcattleWIVeterinarykMicrobiologyUI2009UIZ]bUI]c]Vd 3.3 43

64 vsolationIofInewIanaerobicIbacteriaIfromIsheepIhoovesIinfectedIwithIfootrotWIVeterinaryk
MicrobiologyUI2009UIZ]fUIaZaVc 3.3 1

63 qichelobacterInodosusUIsusobacteriumInecrophorumIandItheIepidemiologyIofIfootrotWIAnaerobeUI
2009UIZbUIZd]Vc 2.8 52

62 TheIdetectionIofIqichelobacterInodosusIandIsusobacteriumInecrophorumIfromIfootrotIlesionsIinI
×ewIZealandIgoatsWIAnaerobeUI2009UIZbUIZdd 2.8 5

61 rxtensiveIdiversityIofItheInqRo]IgeneIinIphineseIsheepIidentifiedIbyIPpRVSSpPWIBiochemicalk
GeneticsUI2009UIadUIafeVbY[ 2.4 3

60 vdentificationIofIallelicIpolymorphismIinItheIovineIleptinIgeneWIMolecularkBiotechnologyUI2009UIaZUI[[Vb 3 11

59 uaplotypicIdiversityIwithinItheIovineIcalpastatinIQpnSTRIgeneWIMolecularkBiotechnologyUI2009UIaZUIZ]]Vd 3 5

58 nllelicIvariationIinItheIporcineIzYsbIgeneIdetectedIbyIPpRVSSpPWIMolecularkBiotechnologyUI2009UI
aZUI[YeVZ[ 3 9

57 nssociationIofItheInqRo]IgeneIwithIbirthIweightIandIgrowthIrateItoIweaningIinI×ewIZealandI
RomneyIsheepWIAnimalkGeneticsUI2009UIaYUI[bZ 2.5 8

56 VariationIinIovineIpnP×]IisInotIassociatedIwithImeatItendernessWIAnimalkGeneticsUI2009UIaYUI[bZV[ 2.5 6

(2009-2010)
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55 PolymorphismIofItheIovineIbeta]VadrenergicIreceptorIgeneIQnqRo]RIandIitsIassociationIwithIwoolI
meanIstapleIstrengthIandIyieldWIAnimalkGeneticsUI2009UIaYUIfbeVc[ 2.5 13

54 nnIeffectiveImethodIforIsilverVstainingIq×nIinIlargeInumbersIofIpolyacrylamideIgelsWIAnalyticalk
BiochemistryUI2009UI]ebUIZdaVb 3.1 170

53 qetectionIofIsusobacteriumInecrophorumIandIqichelobacterInodosusIinIlameIcattleIonIdairyIfarmsI
inI×ewIZealandWIResearchkinkVeterinarykScienceUI2009UIedUIaZ]Vb 2.5 20

52 nssociationIbetweenIvariationIinIfaecalIeggIcountIforIaImixedIfieldVchallengeIofInematodeI
parasitesIandIvtunIgeneIpolymorphismWIVeterinarykImmunologykandkImmunopathologyUI2009UIZ[eUI]efVfa2 6

51 qevelopmentIofIaIsimpleItypingImethodIforItheIovineITollVlikeIreceptorIaIgeneWIVeterinaryk
ImmunologykandkImmunopathologyUI2009UIZ]YUI[d[Va 2 3

50 ×ovelIsequenceIofItheIporcineIvtunIgeneWIMolecularkImmunologyUI2009UIadUIZadVe 4.3

49 nssociationIbetweenIaIgWTcd[]tVnIS×PIinItheImyostatinIgeneIQzST×RIandIcarcassItraitsIinI×ewI
ZealandITexelIsheepWIJournalkofkAnimalkScienceUI2009UIedUIZeb] 0.7 9

48 yackIofIassociationIbetweenIpnSTIS×PsIandImeatItendernessIinIsheepWIAnimalkGeneticsUI2008UI]fUI]]ZV[ 2.5 5

47 nssociationIofItheIovineIcalpastatinIgeneIwithIbirthIweightIandIgrowthIrateItoIweaningWIAnimalk
GeneticsUI2008UI]fUIbd[V] 2.5 15

46 tlycosylationIofItypeVvVIfimbriaeIofIqichelobacterInodosusWIVeterinarykMicrobiologyUI2008UIZ[cUIZcYVd 3.3 13

45 nllelicIvariationIofItheIcaprineITyRaIgeneIidentifiedIbyIPpRVSSpPWIMolecularkandkCellularkProbesUI
2008UI[[UIcbVc 3.3 3

44 VariationIinItheIcodingIregionIofItheImyostatinIQtqseRIgeneIinIsheepWIMolecularkandkCellularkProbesUI
2008UI[[UIcdVe 3.3 16

43 RapidIgenotypingIofItheIovineInqRo]IgeneIbyIpolymeraseIchainIreactionVsingleVstrandI
conformationIpolymorphismIQPpRVSSpPRWIMolecularkandkCellularkProbesUI2008UI[[UIcfVdY 3.3 11

42 nllelicIvariationIofItheIbovineIcalpastatinIQpnSTRIgeneWIMolecularkandkCellularkProbesUI2008UI[[UIZ[fV]Y 3.3 3

41 PolymorphismIofItheIovineIinsulinVlikeIgrowthIfactorIvIreceptorIQvtsvRRIgeneWIMolecularkandkCellulark
ProbesUI2008UI[[UIZ]ZV[ 3.3 2

40 nllelicIpolymorphismIofItheIcaprineIcalpastatinIQpnSTRIgeneIidentifiedIbyIPpRVSSpPWIMeatkScienceUI
2008UIdfUIaY]Vb 6.4 4

39 PolymorphismIofITollVlikeIreceptorIfIQTyRfRIgeneIinIsheepWIVeterinarykImmunologykandk
ImmunopathologyUI2008UIZ[ZUIZaYV] 2 5

38 srequencyIofIPR×PIgenotypesIinIcommonI×ewIZealandIsheepIbreedsWIVeterinarykRecordUI2008UIZc]UIab]Va0.9 2
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37 plonalIpolymeraseIchainIreactionVsingleVstrandIconformationalIpolymorphismIanalysisgIanIeffectiveI
approachIforIidentifyingIclonedIsequencesWIAnalyticalkBiochemistryUI2008UI]deUIZZZV[ 3.1 23

36 uaplotypeIanalysisIofItheIqQnIgenesIinIsheepgIevidenceIsupportingIrecombinationIbetweenItheI
lociWIJournalkofkAnimalkScienceUI2007UIebUIbddVe[ 0.7 20

35 PolymorphismIatItheIovineIbeta]VadrenergicIreceptorIlocusIQnqRo]RIandIitsIassociationIwithIlambI
mortalityWIJournalkofkAnimalkScienceUI2007UIebUI[eYZVc 0.7 23

34 nllelicIvariationIofItheIovineITollVlikeIreceptorIaIgeneWIDevelopmentalkandkComparativekImmunologyUI
2007UI]ZUIZYbVe 3.2 16

33 PolymorphismIreportgInllelicIpolymorphismIofItheIovineIinterferonIgammaIQvs×tRIgeneWIMoleculark
andkCellularkProbesUI2007UI[ZUIdcVd 3.3 5

32 SingleInucleotideIpolymorphismsIofItheIovineIcalpainI]IQpnP×]RIgeneWIMolecularkandkCellulark
ProbesUI2007UI[ZUIdeVf 3.3 6

31 PolymorphismIofItheIovineIcalpastatinIgeneWIMolecularkandkCellularkProbesUI2007UI[ZUI[a[Va 3.3 18

30 PolymorphismIofItheIxnPZWZUIxnPZW]IandIx]]IgenesIinIzerinoIsheepWIMolecularkandkCellularkProbesUI
2007UI[ZUI]]eVa[ 3.3 33

29 ShortIcommunicationgIvdentificationIofIallelicIvariationIatItheIbovineIqRnIlocusIbyIpolymeraseI
chainIreactionVsingleIstrandIconformationalIpolymorphismWIJournalkofkDairykScienceUI2007UIfYUIZfa]Vc 4 9

28 ponvenientIanaerobicItechniquesUIscienceIfromItheIsupermarketIshelfWIAnaerobeUI2006UIZ[UIafVbZ 2.8 2

27 vdentificationIofIallelicIpolymorphismIinItheIcaprineIvtunIgeneWIDevelopmentalkandkComparativek
ImmunologyUI2006UI]YUIdaZVb 3.2 2

26 PolymorphismIatItheIbetaVadrenergicIreceptorIQnqRo]RIlocusIofIzerinoIsheepIandIitsIassociationI
withIlambImortalityWIAnimalkGeneticsUI2006UI]dUIacbVe 2.5 18

25 nItwoVstepIprocedureIforIextractingIgenomicIq×nIfromIdriedIbloodIspotsIonIfilterIpaperIforI
polymeraseIchainIreactionIamplificationWIAnalyticalkBiochemistryUI2006UI]baUIZbfVcZ 3.1 151

24 UpdateIonIovineIfootrotIinI×ewIZealandgIisolationUIidentificationUIandIcharacterizationIofI
qichelobacterInodosusIstrainsI[corrected]WIVeterinarykMicrobiologyUI2005UIZZZUIZdZVeY 3.3 9

23 PolymorphismIofItheIvtunIgeneIinIsheepWIImmunogeneticsUI2005UIbdUIab]Vd 3.2 9

22 RegIteneticImodificationItechnologiesWINewkZealandkVeterinarykJournalUI2003UIbZUI[bY 1.7 2

21 PolymorphismIatItheIovineIbeta]VadrenergicIreceptorIlocusgIassociationsIwithIbirthIweightUIgrowthI
rateUIcarcassIcompositionIandIcoldIsurvivalWIAnimalkGeneticsUI2003UI]aUIZfV[b 2.5 26

20 RapidIandIaccurateItypingIofIqichelobacterInodosusIusingIPpRIamplificationIandIreverseIdotVblotI
hybridisationWIVeterinarykMicrobiologyUI2001UIeYUIZafVc[ 3.3 11

(2001-2008)
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19 qichelobacterInodosusIserotypeIzIfimbrialIsubunitIgenegIimplicationsIforIserologicalIclassificationWI
VeterinarykMicrobiologyUI2001UIdfUI]cdVda 3.3 3

18 nIpolymorphicImarkerIforItheIhumanIcathepsinIoIgeneWIMolecularkandkCellularkProbesUI2001UIZbUI[]bVd 3.3 4

17 qifferentialIexpressionIofIaIgeneIhomologousItoIaItValphaIproteinIgeneIinIneonatalImouseIskinI
duringIdevelopmentIofIhairIfolliclesWIJournalkofkDermatologicalkScienceUI2001UI[bUIZYVf 4.3 4

16 vntermuscularIvariationIinItendernessgIassociationIwithItheIubiquitousIandImuscleVspecificIcalpainsWI
JournalkofkAnimalkScienceUI2001UIdfUIZ[[V][ 0.7 52

15 RapidIcommunicationgIthreeInewIallelicIsequencesIatItheIovineIzupIclassIvvIqQnZIlocusWIJournalkofk
AnimalkScienceUI2001UIdfUIddfVeY 0.7 3

14 rvolutionIofItheIovineIzupIqQnIregionWIAnimalkGeneticsUI2000UI]ZUI[YYVb 2.5 13

13 ×ovelIfimbrialIsubunitIgenesIofIqichelobacterInodosusgIrecombinationIinIvivoIorIinIvitrolWI
VeterinarykMicrobiologyUI2000UIdcUIZc]Vda 3.3 7

12 rxtensiveIdiversityIinI×ewIZealandIqichelobacterInodosusIstrainsIfromIinfectedIsheepIandIgoatsWI
VeterinarykMicrobiologyUI2000UIdZUIZZ]V[] 3.3 35

11 RapidIcommunicationgInucleotideIsequencesIofItheIbovineUIcaprineUIandIovineIbeta]VadrenergicI
receptorIgenesWIJournalkofkAnimalkScienceUI2000UIdeUIZ]fdVe 0.7 5

10 ]PoverhangsIinfluenceIPpRVSSpPIpatternsWIBioTechniquesUI2000UI[fUIfbeVcYUIfc[ 2.5 2

9 SingleInucleotideIpolymorphismsIinIanIintronIofItheIovineIcalpastatinIgeneWIAnimalkBiotechnologyUI
2000UIZZUIc]Vd 1.4 11

8 vncreasedIvibrissaIgrowthIinItransgenicImiceIexpressingIinsulinVlikeIgrowthIfactorIZWIJournalkofk
InvestigativekDermatologyUI1999UIZZ[UI[abVe 4.3 31

7 RapidIcommunicationgIPpRVRsyPIforIzspvIandI×covIinItheIovineIcalpastatinIgeneWIJournalkofkAnimalk
ScienceUI1998UIdcUIZaffVbYY 0.7 15

6 nssociationIbetweenIallelesIofItheIovineImajorIhistocompatibilityIcomplexIandIresistanceItoI
footrotWIResearchkinkVeterinarykScienceUI1997UIc]UI[e]Vd 2.5 47

5 PolymorphismIatItheIovineImajorIhistocompatibilityIcomplexIclassIvvIlociWIAnimalkGeneticsUI1996UI[dUI]YbVZ[2.5 20

4 PolymorphismIinItwoIgenesIforIo[IhighIsulfurIproteinsIofIwoolWIAnimalkGeneticsUI1994UI[bUIaYdVZb 2.5 48

3 nIoglvvIRsyPIatItheIovineIzupIclassIvvIqRnIlocusWIAnimalkGeneticsUI1993UI[aUI[Zd 2.5 5

2 zspvIRsyPIinItheIgeneIforIaItypeIvIintermediateIfilamentIwoolIkeratinWIAnimalkGeneticsUI1993UI[aUI[Ze 2.5 9
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1 osrvIRsyPIinItheIgeneIforItheIovineIo[pIhighVsulphurIwoolIproteinWIAnimalkGeneticsUI1993UI[aUIcf 2.5 3
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