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Deep phylogeneticincongruence in the angiosperm clade Rosidae. Molecular Phylogenetics and L
Evolution, 2015, 83, 156-66 41 94

250 years of hybridization between two biennial herb species without speciation. AoB PLANTS,
2015, 7,

Nested radiations and the pulse of angiosperm diversification: increased diversification rates often

follow whole genome duplications. New Phytologist, 2015, 207, 454-467 98 226

Cytonuclear Coordination Is Not Immediate upon Allopolyploid Formation in Tragopogon miscellus
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