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16 The Cycas genome and the early evolution of seed plants. Nature Plants, 2022, 8, 389-401. 4.7 80

17 <i>Tragopogon dubius</i>: Multiple introductions to North America and the formation of the New
World tetraploids. Taxon, 2022, 71, 1287-1298. 0.4 5

18 Is the age of plant communities predicted by the age, stability and soil composition of the underlying
landscapes? An investigation of OCBILs. Biological Journal of the Linnean Society, 2021, 133, 297-316. 0.7 7



3

PamelaÂ S Soltis

# Article IF Citations

19 Evolution of rapid blueâ€•light response linked to explosive diversification of ferns in angiosperm
forests. New Phytologist, 2021, 230, 1201-1213. 3.5 33

20 Plant genomes: Markers of evolutionary history and drivers of evolutionary change. Plants People
Planet, 2021, 3, 74-82. 1.6 25

21 Highâ€•throughput methods for efficiently building massive phylogenies from natural history
collections. Applications in Plant Sciences, 2021, 9, e11410. 0.8 36

22 Green giantâ€”a tiny chloroplast genome with mighty power to produce highâ€•value proteins: history
and phylogeny. Plant Biotechnology Journal, 2021, 19, 430-447. 4.1 86

23 A new, simple, highly scalable, and efficient protocol for genomic DNA extraction from diverse plant
taxa. Applications in Plant Sciences, 2021, 9, e11413. 0.8 12

24 Examination of Reticulate Evolution Involving Haageocereus and Espostoa. Haseltonia, 2021, 27, . 0.3 3

25 Spatial phylogenetics of butterflies in relation to environmental drivers and angiosperm diversity
across North America. IScience, 2021, 24, 102239. 1.9 22

26 Pandemic Policy in the Vaccine Era: The Long Haul Approach. BioScience, 2021, 71, 673-675. 2.2 1

27
The Effects of Herbarium Specimen Characteristics on Short-Read NGS Sequencing Success in Nearly
8000 Specimens: Old, Degraded Samples Have Lower DNA Yields but Consistent Sequencing Success.
Frontiers in Plant Science, 2021, 12, 669064.

1.7 24

28 Trajectories of Homoeolog-Specific Expression in Allotetraploid Tragopogon castellanus Populations
of Independent Origins. Frontiers in Plant Science, 2021, 12, 679047. 1.7 3
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