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j Paper IF Citations

210 tloseKgeneticKlinkageKbetweenKhumanKandKcompanionKanimalKextraintestinalKpathogenicKSTbchZZK
CurrenteResearcheineMicrobialeSciencesWK2022WKdWKbaabag 3.3 3

209 wKPlasmidKλineagesKinKvscherichiaKcoliKSTjfkKzmplicationsKforKyostKRangeWKrntibioticKResistanceWKandK
ZoonosesZZKMSystemsWK2022WKeabcbccb 7.6 4

208 rKroleKforKtolVKplasmidsKinKtheKevolutionKofKpathogenicKvscherichiaKcoliKSTfiZZKNaturee
CommunicationsWK2022WKbdWKgid 17.4 3

207 xenomicKanalysisKofKspeciesKfromKaquaticKenvironmentskKvvidenceKforKpotentialKclinicalK
transmissionZZKCurrenteResearcheineMicrobialeSciencesWK2022WKdWKbaaaid 3.3 1

206 PesticideKeffectsKonKnitrogenKcycleKrelatedKmicrobialKfunctionsKandKcommunityKcompositionZKSciencee
ofetheeTotaleEnvironmentWK2022WKiahWKbfahde 10.2 3

205 tompleteKxenomeKSequenceKofKPasteurellaKmultocidaKSequenceKTypeKdjeWKzsolatedKfromKaKtaseKofK
sovineKRespiratoryKuiseaseKinKrustraliaZZKMicrobiologyeResourceeAnnouncementsWK2022WKeaaijacb 1.3 0

204 vrratumKforKtumminsKetKalZWKMwKPlasmidKλineagesKinKvscherichiaKcoliKSTjfkKzmplicationsKforKyostK
RangeWKrntibioticKResistanceWKandKZoonosesMZZKMSystemsWK2022WKeaacbacc 7.6 0

203 UrbanKWildlifeKtrisiskKrustralianKSilverKxullKzsKaKsystanderKyostKtoKWidespreadKtlinicalKrntibioticK
ResistanceZZKMSystemsWK2022WKeaabficc 7.6 2

202 vpidemicKyzcKPlasmidsKMobilisingKtheKtarbapenemaseKxeneKinKrustralianKtlinicalKSamplesKzdentifiedK
inKMultipleKSublineagesKofKSTcbgKtolonisingKSilverKxullsZKMicroorganismsWK2021WKjWK 4.9 3

201 rntimicrobialKResistanceKProfileKandKvxPvtKVirulenceKPotentialKinKtommensalKofKMultipleKSourcesZK
AntibioticsWK2021WKbaWK 4.9 9

200 rKlargeYscaleKmetagenomicKsurveyKdatasetKofKtheKpostYweaningKpigletKgutKlumenZKGigaScienceWK2021WK
baWK 7.6 2

199 wirstKvmergenceKofKResistanceKtoKMacrolidesKandKTetracyclineKzdentifiedKinKandKzsolatesKfromKseefK
weedlotsKinKrustraliaZKMicroorganismsWK2021WKjWK 4.9 2

198 ProteinKcleavageKinfluencesKsurfaceKproteinKpresentationKinKMycoplasmaKpneumoniaeZKScientifice
ReportsWK2021WKbbWKghed 4.9 3

197 MonitoringKantibioticKresistanceKgenesKinKwastewaterKtreatmentkKturrentKstrategiesKandKfutureK
challengesZKScienceeofetheeTotaleEnvironmentWK2021WKhidWKbegjge 10.2 27

196 PostYweaningKshiftsKinKmicrobiomeKcompositionKandKmetabolismKrevealedKbyKoverKcfKaaaKpigKgutK
metagenomeYassembledKgenomesZKMicrobialeGenomicsWK2021WKhWK 4.4 1

195 MultidrugYResistantKλineageKofKvnterotoxigenicKSTbicKWithKSerotypeKObgjkyebKinKrirlineKWasteZK
FrontierseineMicrobiologyWK2021WKbcWKhdbafa 5.7 0

194 xenomicKcomparisonsKofKSTbdbKfromKrustraliaZZKMicrobialeGenomicsWK2021WKhWK 4.4 5
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193
WholeYxenomeKSequenceKrnalysisKofKanKvxtensivelyKurugYResistantKSalmonellaKentericaKSerovarK
rgonaKzsolateKfromKanKrustralianKSilverKxullKSTKRevealsKtheKrcquisitionKofKMultidrugKResistanceK
PlasmidsZKMSphereWK2020WKfWK

5 8

192 MetagenomicKyiYtKofKaKyealthyKyumanKwecalKMicrobiomeKTransplantKuonorZKMicrobiologyeResourcee
AnnouncementsWK2020WKjWK 1.3 4

191 xenomicKanalysisKofKfluoroquinoloneYsusceptibleKphylogeneticKgroupKscKextraintestinalKpathogenicK
vscherichiaKcoliKcausingKinfectionsKinKcatsZKVeterinaryeMicrobiologyWK2020WKcefWKbaigif 3.3 7

190
rKcomparisonKofKvirulenceKgenesWKantimicrobialKresistanceKprofilesKandKgeneticKdiversityKofKavianK
pathogenicKSrPvtTKisolatesKfromKbroilersKandKbroilerKbreedersKinKThailandKandKrustraliaZKAviane
PathologyWK2020WKejWKefhYegg

2.4 9

189 xenomicKtharacterisationKofKaKMultipleKurugKResistantKzncyzcKSTeKPlasmidKinKSTheeKinKrustraliaZK
MicroorganismsWK2020WKiWK 4.9 8

188 WholeKxenomeKSequencingKrnalysisKofKPorcineKwaecalKtommensalKtarryingKtlassKbKzntegronsKfromK
SowsKandKTheirKOffspringZKMicroorganismsWK2020WKiWK 4.9 11

187 MolecularKrnalysisKofKanKzncwKtolVYλikeKPlasmidKλineageKThatKtarriesKaKtomplexKResistanceKλocusK
withKaKTrackableKxeneticKSignatureZKMicrobialeDrugeResistanceWK2020WKcgWKhihYhjd 2.9 4

186 xenomicKzslandKbKisKsroadlyKuisseminatedKwithinKxammaproteobacteriaceaeZKMicroorganismsWK2020WK
iWK 4.9 13

185 OsteoarticularKznfectionKinKThreeKYoungKThoroughbredKyorsesKtausedKbyKaKNovelKxramKNegativeK
toccoYsacillusZKCaseeReportseineVeterinaryeMedicineWK2020WKcacaWKjhifigb 0.3

184 WholeKgenomeKsequenceKcomparisonKofKavianKpathogenicKvscherichiaKcoliKfromKacuteKandKchronicK
salpingitisKofKeggKlayingKhensZKBMCeVeterinaryeResearchWK2020WKbgWKbei 2.7 5

183 WholeYgenomeKanalysisKofKextraintestinalKsequenceKtypeKhdKfromKaKsingleKhospitalKoverKaKcKyearK
periodKidentifiedKdifferentKcirculatingKclonalKgroupsZKMicrobialeGenomicsWK2020WKgWK 4.4 9

182 xenomicKprofilingKofKisolatesKfromKbacteraemiaKpatientskKaKdYyearKcohortKstudyKofKisolatesKcollectedK
atKaKSydneyKteachingKhospitalZKMicrobialeGenomicsWK2020WKgWK 4.4 16

181 WholeYgenomeKsequenceKanalysisKofKenvironmentalKfromKtheKfaecesKofKstrawYneckedKibisKSTKnestingK
onKinlandKwetlandsZKMicrobialeGenomicsWK2020WKgWK 4.4 4

180 uuplicationKandKdiversificationKofKaKuniqueKchromosomalKvirulenceKislandKhostingKtheKsubtilaseK
cytotoxinKinKSTfiZKMicrobialeGenomicsWK2020WKgWK 4.4 4

179 xenomicKanalysisKofKtrimethoprimYresistantKextraintestinalKpathogenicKandKrecurrentKurinaryKtractK
infectionsZKMicrobialeGenomicsWK2020WKgWK 4.4 10

178
vscherichiaKcoliKSequenceKTypeKefhKzsKanKvmergingKvxtendedYSpectrumY˛†YλactamYResistantKλineageK
withKReservoirsKinKWildlifeKandKwoodYProducingKrnimalsZKAntimicrobialeAgentseandeChemotherapyWK
2020WKgfWK

5.9 10

177 STibjgKisKaKnovelWKlocallyKevolvedWKandKextensivelyKdrugKresistantKpathogenicKlineageKwithinKtheK
STbdbKclonalKcomplexZKEmergingeMicrobeseandeInfectionsWK2020WKjWKbhiaYbhjc 18.9 2

176 SnapshotKStudyKofKWholeKxenomeKSequencesKofKfromKyealthyKtompanionKrnimalsWKλivestockWK
WildlifeWKyumansKandKwoodKinKztalyZKAntibioticsWK2020WKjWK 4.9 8
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175 xenomicKanalysisKofKphylogeneticKgroupKscKextraintestinalKpathogenicKvZKcoliKcausingKinfectionsKinK
dogsKinKrustraliaZKVeterinaryeMicrobiologyWK2020WKceiWKbaihid 3.3 9

174 xenomicKSurveillanceKforKOneKyealthKrntimicrobialKResistancekKUnderstandingKyumanWKrnimalWKandK
vnvironmentalKReservoirsKandKTransmissionZKHandbookeofeEnvironmentaleChemistryWK2020WKhbYbaa 0.8 0

173 tellKsurfaceKprocessingKofKtheKPbKadhesinKofKMycoplasmaKpneumoniaeKidentifiesKnovelKdomainsKthatK
bindKhostKmoleculesZKScientificeReportsWK2020WKbaWKgdie 4.9 6

172 Z_zbKyybridKVirulenceKPlasmidsKtarryingKrntimicrobialKResistanceKgenesKinKTyphimuriumKfromK
rustralianKwoodKrnimalKProductionZKMicroorganismsWK2019WKhWK 4.9 4

171 TerminomicsKMethodologiesKandKtheKtompletenessKofKReductiveKuimethylationkKrKMetaYrnalysisKofK
PubliclyKrvailableKuatasetsZKProteomesWK2019WKhWK 4.6 3

170 xenomicKzslandKbsKVariantKwoundKinKaKSequenceKTypeKbbhKrvianKPathogenicKvscherichiaKcoliKzsolateZK
MSphereWK2019WKeWK 5 12

169 wormylatedKNYterminalKmethionineKisKabsentKfromKtheKMycoplasmaKhyopneumoniaeKproteomekK
zmplicationsKforKtranslationKinitiationZKInternationaleJournaleofeMedicaleMicrobiologyWK2019WKdajWKciiYcji 3.7 1

168 zdentificationKofKaKnovelKlineageKofKplasmidsKwithinKphylogeneticallyKdiverseKsubcladesKofKzncyzcYSTbK
plasmidsZKPlasmidWK2019WKbacWKfgYgb 3.3 4

167 yighKcontiguityKgenomeKsequenceKofKaKmultidrugYresistantKhospitalKisolateKofZKGutePathogensWK2019WK
bbWKd 5.4 16

166 WholeKxenomeKSequencingKofKwromKStoreYsoughtKProduceZKFrontierseineMicrobiologyWK2019WKbaWKdafa 5.7 19

165 STdackKxenomicKrnalysisKofKVirulenceKPotentialKandKrntimicrobialKResistanceKMediatedKbyKMobileK
xeneticKvlementsZKFrontierseineMicrobiologyWK2019WKbaWKdaji 5.7 10

164 MycoplasmaKhyopneumoniaeKsurfaceYassociatedKproteasesKcleaveKbradykininWKsubstanceKPWK
neurokininKrKandKneuropeptideKYZKScientificeReportsWK2019WKjWKbefif 4.9 7

163 λYuOPrKcausesKmitochondrialKdysfunctionKinKvitrokKrKnovelKmechanismKofKλYuOPrKtoxicityK
uncoveredZKInternationaleJournaleofeBiochemistryeandeCelleBiologyWK2019WKbbhWKbafgce 5.6 5

162 rustralianKporcineKclonalKcomplexKbaKSttbaTKvscherichiaKcoliKbelongKtoKmultipleKsublineagesKofKaK
highlyKdiverseKglobalKttbaKphylogenyZKMicrobialeGenomicsWK2019WKfWK 4.4 16

161 WholeKgenomeKsequenceKanalysisKofKrustralianKavianKpathogenicKvscherichiaKcoliKthatKcarryKtheK
classKbKintegraseKgeneZKMicrobialeGenomicsWK2019WKfWK 4.4 31

160 tlonalKSTbdbYccKstrainsKfromKaKhealthyKpigKandKaKhumanKurinaryKtractKinfectionKcarryKhighlyKsimilarK
resistanceKandKvirulenceKplasmidsZKMicrobialeGenomicsWK2019WKfWK 4.4 18

159
rKOneKyealthKgenomicKapproachKtoKantimicrobialKresistanceKisKessentialKforKgeneratingKrelevantK
dataKforKaKholisticKassessmentKofKtheKbiggestKthreatKtoKpublicKhealthZKMicrobiologyeAustraliaWK2019WK
eaWKhd

0.8 4

158 tompleteKSequencesKofKMultipleYurugKResistantKzncyzcKSTdKPlasmidsKinKvscherichiaKcoliKofKPorcineK
OriginKinKrustraliaZKFrontierseineSustainableeFoodeSystemsWK2019WKdWK 4.8 16
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157 xeneticKweaturesKofKMediatedKtolistinKResistanceKinKtMYYcYProducingKwromKRomanianKPoultryZK
FrontierseineMicrobiologyWK2019WKbaWKccgh 5.7 20

156 TheKuiverseKwunctionalKRolesKofKvlongationKwactorKTuKSvwYTuTKinKMicrobialKPathogenesisZKFrontierseine
MicrobiologyWK2019WKbaWKcdfb 5.7 39

155 uiversityKofKPbKphageYlikeKelementsKinKmultidrugKresistantKvscherichiaKcoliZKScientificeReportsWK2019WK
jWKbiigb 4.9 20

154 VibrioKcholeraeKresidingKinKfoodKvacuolesKexpelledKbyKprotozoaKareKmoreKinfectiousKinKvivoZKNaturee
MicrobiologyWK2019WKeWKceggYcehe 26.6 12

153 MultidrugKResistantKUropathogenicKSTeafKWithKaKNovelWKtompositeKzSKTransposonKinKaKUniqueK
thromosomalKλocationZKFrontierseineMicrobiologyWK2018WKjWKdcbc 5.7 17

152
TheKvffectKofKtollimatingKλensKwocusingKonKλaserKseamKShapeKinKMatrixKrssistedKλaserK
uesorption_zonizationKMassKSpectrometryKSMrλuzYMSTZKJournaleofetheeAmericaneSocietyeforeMasse
SpectrometryWK2018WKcjWKfbcYfbf

3.5

151 rnalysisKofKTheileriaKorientalisKdraftKgenomeKsequencesKrevealsKpotentialKspeciesYlevelKdivergenceK
ofKtheKzkedaWKthitoseKandKsuffeliKgenotypesZKBMCeGenomicsWK2018WKbjWKcji 4.5 14

150 TheKquestKforKimprovedKreproducibilityKinKMrλuzKmassKspectrometryZKMasseSpectrometryeReviewsWK
2018WKdhWKcbhYcci 11 36

149 ProteomicKrnalysisKofKvxtracellularKyMxsbKzdentifiesKsindingKPartnersKandKvxposesKztsKPotentialK
RoleKinKrirwayKvpithelialKtellKyomeostasisZKJournaleofeProteomeeResearchWK2018WKbhWKddYef 5.6 10

148 vxtracellularKuNrKreleaseKfromKtheKgenomeYreducedKpathogenKMycoplasmaKhyopneumoniaeKisK
essentialKforKbiofilmKformationKonKabioticKsurfacesZKScientificeReportsWK2018WKiWKbadhd 4.9 16

147 vxtracellularKrctinKzsKaKReceptorKforZKFrontierseineCellulareandeInfectioneMicrobiologyWK2018WKiWKfe 5.9 20

146 MycoplasmaKhyopneumoniaeKresidesKintracellularlyKwithinKporcineKepithelialKcellsZKScientificeReportsWK
2018WKiWKbhgjh 4.9 25

145 vnvironmentalKdimensionsKofKantibioticKresistancekKassessmentKofKbasicKscienceKgapsZKFEMSe
MicrobiologyeEcologyWK2018WKjeWK 4.3 40

144 xenomicKanalysisKofKmultidrugYresistantKvscherichiaKcoliKSTfiKcausingKurosepsisZKInternationale
JournaleofeAntimicrobialeAgentsWK2018WKfcWKedaYedf 14.3 40

143 uefinedKchromosomeKstructureKinKtheKgenomeYreducedKbacteriumKMycoplasmaKpneumoniaeZK
NatureeCommunicationsWK2017WKiWKbeggf 17.4 59

142
xenomicKislandsKbKandKcKcarryKmultipleKantibioticKresistanceKgenesKinKPseudomonasKaeruginosaK
STcdfWKSTcfdWKSTbbbKandKSTbhfKandKareKgloballyKdispersedZKJournaleofeAntimicrobialeChemotherapyWK
2017WKhcWKgcaYgcc

5.1 17

141 vlongationKfactorKTuKisKaKmultifunctionalKandKprocessedKmoonlightingKproteinZKScientificeReportsWK
2017WKhWKbbcch 4.9 57

140 NYterminomicsKidentifiesKwidespreadKendoproteolysisKandKnovelKmethionineKexcisionKinKaK
genomeYreducedKbacterialKpathogenZKScientificeReportsWK2017WKhWKbbagd 4.9 27

(2017-2019)
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139 zdentificationKofKaKnovelKqnrrKalleleWKqnrriWKinKenvironmentalKShewanellaKalgaeZKJournaleofe
AntimicrobialeChemotherapyWK2017WKhcWKcjejYcjfc 5.1 4

138 rKtomprehensiveKxuideKforKPerformingKSampleKPreparationKandKTopYuownKProteinKrnalysisZK
ProteomesWK2017WKfWK 4.6 26

137 WKanKvvolutionaryKueadYvndKPathogenZKFrontierseineMicrobiologyWK2017WKiWKbafe 5.7 21

136 vvaluationKofKddRruseqKforKreducedKrepresentationKmetagenomeKsequencingZKPeerJWK2017WKfWKedidh 3.1 8

135 PorcineKcommensalKvscherichiaKcolikKaKreservoirKforKclassKbKintegronsKassociatedKwithKzScgZKMicrobiale
GenomicsWK2017WKdWK 4.4 43

134 trossKreactivityKamongKtheKswineKmycoplasmasKasKidentifiedKbyKproteinKmicroarrayZKVeterinarye
MicrobiologyWK2016WKbjcWKcaeYcbc 3.3 13

133 PostYtranslationalKprocessingKtargetsKfunctionallyKdiverseKproteinsKinKMycoplasmaKhyopneumoniaeZK
OpeneBiologyWK2016WKgWKbfacba 7 42

132 TheKapplicationKofKterminomicsKforKtheKidentificationKofKproteinKstartKsitesKandKproteoformsKinK
bacteriaZKProteomicsWK2016WKbgWKcfhYhc 4.8 24

131 tomparativeKgenomicKanalysisKofKtoxinYnegativeKstrainsKofKtlostridiumKdifficileKfromKhumansKandK
animalsKwithKsymptomsKofKgastrointestinalKdiseaseZKBMCeMicrobiologyWK2016WKbgWKeb 4.5 9

130 xenomicKislandsKbKandKcKplayKkeyKrolesKinKtheKevolutionKofKextensivelyKdrugYresistantKSTcdfKisolatesK
ofKPseudomonasKaeruginosaZKOpeneBiologyWK2016WKgWK 7 33

129
TheKRenaissanceKofKMicrobiologykKTheKNecessaryKwutureKforKMatrixKrssistedKλaserKuesorptionK
zonisationKMassKSpectrometryKsasedKsioKTypingZKJournaleofeMicrobialeleBiochemicaleTechnologyWK
2016WKiWK

1

128 TheKRoleKofKtueeKandKvRMKProteinsKinKvxpressionKandKwunctionalityKofKPYglycoproteinKinKsreastK
tancerKtellsZKMoleculesWK2016WKcbWKcja 4.8 38

127 xenomicKMicrobialKvpidemiologyKzsKNeededKtoKtomprehendKtheKxlobalKProblemKofKrntibioticK
ResistanceKandKtoKzmproveKPathogenKuiagnosisZKFrontierseineMicrobiologyWK2016WKhWKied 5.7 28

126 Myα_aegbKisKaKmultifunctionalKleucineKaminopeptidaseKonKtheKsurfaceKofKMycoplasmaK
hyopneumoniaeZKOpeneBiologyWK2015WKfWKbeabhf 7 43

125 TemporalKdynamicsKandKsubpopulationKanalysisKofKTheileriaKorientalisKgenotypesKinKcattleZKInfectionre
GeneticseandeEvolutionWK2015WKdcWKbjjYcah 4.5 21

124 tomparativeKgenomicKanalysisKofKaKmultipleKantimicrobialKresistantKenterotoxigenicKvZKcoliKObfhK
lineageKfromKrustralianKpigsZKBMCeGenomicsWK2015WKbgWKbgf 4.5 21

123 TngacgKandKTngacjKareKfoundKinKcomplexKresistanceKregionsKmobilisedKbyKdiverseKplasmidsKandK
chromosomalKislandsKinKmultipleKantibioticKresistantKvnterobacteriaceaeZKPlasmidWK2015WKiaWKbchYdh 3.3 34

122
rKversatileKcostYeffectiveKmethodKforKtheKanalysisKofKfreshKfrozenKtissueKsectionsKviaKmatrixYassistedK
laserKdesorption_ionisationKimagingKmassKspectrometryZKRapideCommunicationseineMasse
SpectrometryWK2015WKcjWKgdhYee

2.2 17
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121
ProteolyticKprocessingKofKtheKciliumKadhesinKMyα_abjeKSPbcdαKTKinKMycoplasmaKhyopneumoniaeK
generatesKaKfunctionallyKdiverseKarrayKofKcleavageKfragmentsKthatKbindKmultipleKhostKmoleculesZK
CellulareMicrobiologyWK2015WKbhWKecfYee

3.9 29

120 NonYproteolyticKfunctionsKofKmicrobialKproteasesKincreaseKpathologicalKcomplexityZKProteomicsWK
2015WKbfWKbahfYii 4.8 11

119
rKnonYinstrumentYbasedKmethodKforKtheKanalysisKofKformalinYfixedKparaffinYembeddedKhumanK
spinalKcordKviaKmatrixYassistedKlaserKdesorption_ionisationKimagingKmassKspectrometryZKRapide
CommunicationseineMasseSpectrometryWK2015WKcjWKbidgYea

2.2 13

118 PeaKandKPjaKfromKMpnbecKareKTargetsKofKMultipleKProcessingKvventsKonKtheKSurfaceKofZKProteomesWK
2015WKdWKfbcYfdh 4.6 14

117 vxploitationKofKplasminSogenTKbyKbacterialKpathogensKofKveterinaryKsignificanceZKVeterinarye
MicrobiologyWK2015WKbhiWKbYbd 3.3 30

116 rKroleKforKTngacjKinKtheKevolutionKofKtheKcomplexKantibioticKresistanceKgeneKlociKinKgenomicKislandKdK
inKenteroaggregativeKhemorrhagicKvscherichiaKcoliKObaekyeZKPLoSeONEWK2015WKbaWKeabbfhib 3.7 21

115 tomparativeKproteomicsKandKglycoproteomicsKrevealKincreasedKNYlinkedKglycosylationKandKrelaxedK
sequonKspecificityKinKtampylobacterKjejuniKNtTtbbbgiKOZKJournaleofeProteomeeResearchWK2014WKbdWKfbdgYfa5.6 37

114 vvaluationKofKrecombinantKMycoplasmaKhyopneumoniaeKPjh_PbacKparalogsKformulatedKwithK
selectedKadjuvantsKasKvaccinesKagainstKmycoplasmalKpneumoniaKinKpigsZKVaccineWK2014WKdcWKedddYeb 4.1 20

113 tiliumKadhesinKPcbgKSMyα_aejdTKisKaKtargetKofKectodomainKsheddingKandKaminopeptidaseKactivityK
onKtheKsurfaceKofKMycoplasmaKhyopneumoniaeZKJournaleofeProteomeeResearchWK2014WKbdWKcjcaYda 5.6 31

112 ProteogenomicKmappingKofKMycoplasmaKhyopneumoniaeKvirulentKstrainKcdcZKBMCeGenomicsWK2014WK
bfWKfhg 4.5 18

111 ProteomeKanalysisKofKmultidrugYresistantWKbreastKcancerYderivedKmicroparticlesZKJournaleofe
ExtracellulareVesiclesWK2014WKdWK 16.4 38

110 xenomicKinterplayKinKbacterialKcommunitieskKimplicationsKforKgrowthKpromotingKpracticesKinKanimalK
husbandryZKFrontierseineMicrobiologyWK2014WKfWKdje 5.7 17

109 rKdraftKgenomeKofKvscherichiaKcoliKsequenceKtypeKbchKstrainKcaajYegZKGutePathogensWK2014WKgWKdc 5.4 7

108 TheKgenomeKofKtlostridiumKdifficileKfZdZKGutePathogensWK2014WKgWKe 5.4 13

107 wormationKofKassembliesKonKcellKmembranesKbyKsecretedKproteinskKmolecularKstudiesKofKfreeK˛»KlightK
chainKaggregatesKfoundKonKtheKsurfaceKofKmyelomaKcellsZKBiochemicaleJournalWK2013WKefeWKehjYij 3.8 10

106
PlasminKactivityKinKtheKporcineKairwaysKisKenhancedKduringKexperimentalKinfectionKwithKMycoplasmaK
hyopneumoniaeWKisKpositivelyKcorrelatedKwithKproinflammatoryKcytokineKlevelsKandKisKamelioratedK
byKvaccinationZKVeterinaryeMicrobiologyWK2013WKbgeWKgaYg

3.3 20

105 zndigenousKVibrioKcholeraeKstrainsKfromKaKnonYendemicKregionKareKpathogenicZKOpeneBiologyWK2013WK
dWKbcabib 7 23

104 PbfjKfromKMycoplasmaKhyopneumoniaeKbindsKporcineKciliaKandKheparinKandKisKcleavedKinKaKmannerK
akinKtoKectodomainKsheddingZKJournaleofeProteomeeResearchWK2013WKbcWKfijbYjad 5.6 36

(2013-2015)
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103 Myα_abcfKisKanKMecKglutamylKaminopeptidaseKthatKmoonlightsKasKaKmultifunctionalKadhesinKonKtheK
surfaceKofKMycoplasmaKhyopneumoniaeZKOpeneBiologyWK2013WKdWKbdaabh 7 46

102
MobileKelementsWKzoonoticKpathogensKandKcommensalKbacteriakKconduitsKforKtheKdeliveryKofK
resistanceKgenesKintoKhumansWKproductionKanimalsKandKsoilKmicrobiotaZKFrontierseineMicrobiologyWK
2013WKeWKig

5.7 78

101 ueletionKofKintegronYassociatedKgeneKcassettesKimpactKonKtheKsurfaceKpropertiesKofKVibrioK
rotiferianusKurThccZKPLoSeONEWK2013WKiWKefieda 3.7 6

100
SequencesKofKtwoKrelatedKmultipleKantibioticKresistanceKvirulenceKplasmidsKsharingKaKuniqueK
zScgYrelatedKmolecularKsignatureKisolatedKfromKdifferentKvscherichiaKcoliKpathotypesKfromKdifferentK
hostsZKPLoSeONEWK2013WKiWKehiigc

3.7 37

99 MobilizedKzntegronskKTeamKPlayersKinKtheKSpreadKofKrntibioticKResistanceKxenesK2013WKhjYbad 2

98
vvaluationKofKclinicalWKhistologicalKandKimmunologicalKchangesKandKqPtRKdetectionKofKMycoplasmaK
hyopneumoniaeKinKtissuesKduringKtheKearlyKstagesKofKmycoplasmalKpneumoniaKinKpigsKafterK
experimentalKchallengeKwithKtwoKfieldKisolatesZKVeterinaryeMicrobiologyWK2012WKbgbWKbigYjf

3.3 41

97 tlassKbKintegronYassociatedKspreadKofKresistanceKregionsKinKPseudomonasKaeruginosakKplasmidKorK
chromosomalKplatformspZKJournaleofeAntimicrobialeChemotherapyWK2012WKghWKbhjjYiaa 5.1 10

96
MycoplasmaKhyopneumoniaeKSurfaceKproteinsKMhpdifKandKMhpdieKbindKhostKciliaKandK
glycosaminoglycansKandKareKendoproteolyticallyKprocessedKbyKproteasesKthatKrecognizeKdifferentK
cleavageKmotifsZKJournaleofeProteomeeResearchWK2012WKbbWKbjceYdg

5.6 44

95 tonservedKanchorlessKsurfaceKproteinsKasKgroupKrKstreptococcalKvaccineKcandidatesZKJournaleofe
MoleculareMedicineWK2012WKjaWKbbjhYcah 5.5 40

94 MhpbicKSPbacTKbindsKfibronectinKandKcontributesKtoKtheKrecruitmentKofKplasminSogenTKtoKtheK
MycoplasmaKhyopneumoniaeKcellKsurfaceZKCellulareMicrobiologyWK2012WKbeWKibYje 3.9 63

93 uiverseKmobilizedKclassKbKintegronsKareKcommonKinKtheKchromosomesKofKpathogenicKPseudomonasK
aeruginosaKclinicalKisolatesZKAntimicrobialeAgentseandeChemotherapyWK2012WKfgWKcbgjYhc 5.9 33

92 ModificationKofKtheKtampylobacterKjejuniKNYlinkedKglycanKbyKvpttKproteinYmediatedKadditionKofK
phosphoethanolamineZKJournaleofeBiologicaleChemistryWK2012WKcihWKcjdieYjg 5.4 53

91 tharacterizationKofKcleavageKeventsKinKtheKmultifunctionalKciliumKadhesinKMhpgieKSPbegTKrevealsKaK
mechanismKbyKwhichKMycoplasmaKhyopneumoniaeKregulatesKsurfaceKtopographyZKMBioWK2012WKdWK 7.8 44

90 MolecularKcharacterizationKofKaKcbZeKkilobaseKantibioticKresistanceKplasmidKfromKanK˛–YhemolyticK
vscherichiaKcoliKObaikyYKhumanKclinicalKisolateZKPLoSeONEWK2012WKhWKedehbi 3.7

89
SimultaneousKglycanYpeptideKcharacterizationKusingKhydrophilicKinteractionKchromatographyKandK
parallelKfragmentationKbyKtzuWKhigherKenergyKcollisionalKdissociationWKandKelectronKtransferK
dissociationKMSKappliedKtoKtheKNYlinkedKglycoproteomeKofKtampylobacterKjejuniZKMoleculareande
CellulareProteomicsWK2011WKbaWKMaaaadbYMtPcab

7.6 233

88 MhpbahKisKaKmemberKofKtheKmultifunctionalKadhesinKfamilyKofKMycoplasmaKhyopneumoniaeZKJournale
ofeBiologicaleChemistryWK2011WKcigWKbaajhYbae 5.4 40

87
SequenceKTTβwKpKQvKdefinesKtheKsiteKofKproteolyticKcleavageKinKMhpgidKproteinWKaKnovelK
glycosaminoglycanKandKciliumKadhesinKofKMycoplasmaKhyopneumoniaeZKJournaleofeBiologicale
ChemistryWK2011WKcigWKebcbhYebccj

5.4 40

86 RepeatKregionsKRbKandKRcKinKtheKPjhKparalogueKMhpchbKofKMycoplasmaKhyopneumoniaeKbindK
heparinWKfibronectinKandKporcineKciliaZKMoleculareMicrobiologyWK2010WKhiWKeeeYfi 4.1 60

StevenuPuDjordjevic
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85 uistributionKofKclassKbKintegronsKwithKzScgYmediatedKdeletionsKinKtheirKdRYconservedKsegmentsKinK
vscherichiaKcoliKofKhumanKandKanimalKoriginZKPLoSeONEWK2010WKfWKebchfe 3.7 72

84 MultipleKantibioticKresistanceKgeneKrecruitmentKontoKtheKenterohemorrhagicKvscherichiaKcoliK
virulenceKplasmidZKFASEBeJournalWK2010WKceWKbbgaYg 0.9 60

83 rKprocessedKmultidomainKmycoplasmaKhyopneumoniaeKadhesinKbindsKfibronectinWKplasminogenWK
andKswineKrespiratoryKciliaZKJournaleofeBiologicaleChemistryWK2010WKcifWKddjhbYi 5.4 63

82 zdentificationKofKlipoproteinKMslrKasKaKneotericKvirulenceKfactorKofKMycoplasmaKgallisepticumZK
InfectioneandeImmunityWK2010WKhiWKdehfYid 3.7 47

81 RSwbabaYlikeKplasmidsKinKrustralianKSalmonellaKentericaKserovarKTyphimuriumKandKoriginKofKtheirK
sulcYstrrYstrsKantibioticKresistanceKgeneKclusterZKMicrobialeDrugeResistanceWK2010WKbgWKcejYfc 2.9 55

80 TransposonsKrelatedKtoKTnbgjgKinKzncyzcKplasmidsKinKmultiplyKantibioticKresistantKSalmonellaK
entericaKserovarKTyphimuriumKfromKrustralianKanimalsZKMicrobialeDrugeResistanceWK2010WKbgWKbjhYcac 2.9 77

79
MassKspectrometricKcharacterizationKofKtheKtampylobacterKjejuniKadherenceKfactorKtadwKrevealsK
postYtranslationalKprocessingKthatKremovesKimmunogenicityKwhileKretainingKfibronectinKbindingZK
ProteomicsWK2010WKbaWKchhYii

4.8 26

78
uevelopmentKofKnonYantibioticYresistantWKchromosomallyKbasedWKconstitutiveKandKinducibleK
expressionKsystemsKforKarorYattenuatedKSalmonellaKentericaKSerovarKTyphimuriumZKInfectioneande
ImmunityWK2009WKhhWKbibhYcg

3.7 17

77 vmergenceKandKevolutionKofKmultiplyKantibioticYresistantKSalmonellaKentericaKserovarKParatyphiKsK
uYtartrateYutilizingKstrainsKcontainingKSxzbZKAntimicrobialeAgentseandeChemotherapyWK2009WKfdWKcdbjYcg 5.9 25

76
MycoplasmaKleachiiKspZKnovZKasKaKnewKspeciesKdesignationKforKMycoplasmaKspZKbovineKgroupKhKofK
λeachWKandKreclassificationKofKMycoplasmaKmycoidesKsubspZKmycoidesKλtKasKaKserovarKofK
MycoplasmaKmycoidesKsubspZKcapriZKInternationaleJournaleofeSystematiceandeEvolutionarye
MicrobiologyWK2009WKfjWKbdfdYi

2.2 97

75 UnusualKclassKbKintegronYassociatedKgeneKcassetteKconfigurationKfoundKinKzncr_tKplasmidsKfromK
SalmonellaKentericaZKAntimicrobialeAgentseandeChemotherapyWK2009WKfdWKcgeaYc 5.9 16

74 MhpejdKSPcbgTKisKaKproteolyticallyKprocessedWKciliumKandKheparinKbindingKproteinKofKMycoplasmaK
hyopneumoniaeZKMoleculareMicrobiologyWK2009WKhbWKfggYic 4.1 55

73 MassKspectrometricKcharacterizationKofKtheKsurfaceYassociatedKecKkuaKlipoproteinKαlprKasKaK
glycosylatedKantigenKinKstrainsKofKtampylobacterKjejuniZKJournaleofeProteomeeResearchWK2009WKiWKegfeYge 5.6 36

72 zsolationKandKsolubilizationKofKgramYpositiveKbacterialKcellKwallYassociatedKproteinsZKMethodseine
MoleculareBiologyWK2008WKecfWKcjfYdbb 1.4 16

71 SxzcWKaKrelativeKofKSalmonellaKgenomicKislandKSxzbKwithKanKindependentKoriginZKAntimicrobialeAgentse
andeChemotherapyWK2008WKfcWKcfcjYdh 5.9 57

70 StructuralKandKfunctionalKcharacterizationKofKanKorganicKhydroperoxideKresistanceKproteinKfromK
MycoplasmaKgallisepticumZKJournaleofeBacteriologyWK2008WKbjaWKccagYbg 3.5 34

69 RiskKfactorsKforKinfectionKwithKtampylobacterKjejuniKflarKgenotypesZKEpidemiologyeandeInfectionWK
2008WKbdgWKbeiaYjb 4.3 6

68 zdentificationKofKmembraneYassociatedKproteinsKfromKtampylobacterKjejuniKstrainsKusingK
complementaryKproteomicsKtechnologiesZKProteomicsWK2008WKiWKbccYdj 4.8 69

(2008-2010)
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67 RoleKofKgroupKrKStreptococcusKytrrKinKtheKmaturationKofKSpesKproteaseZKProteomicsWK2007WKhWKeeiiYji 4.8 38

66 MultilocusKsequenceKtypingKofKtampylobacterKjejuniKisolatesKfromKNewKSouthKWalesWKrustraliaZK
JournaleofeAppliedeMicrobiologyWK2007WKbacWKbeeYfc 4.7 39

65 SxzbYβWKaKvariantKofKtheKSxzbKgenomicKislandKcarryingKaKmercuryKresistanceKregionWKinKSalmonellaK
entericaKserovarKβentuckyZKAntimicrobialeAgentseandeChemotherapyWK2007WKfbWKdbhYcd 5.9 54

64 TheKMycoplasmaKgallisepticumKOsmtYlikeKproteinKMxbbecKresidesKonKtheKcellKsurfaceKandKbindsK
heparinZKMicrobiologyenUnitedeKingdomoWK2007WKbfdWKbeffYbegd 2.9 31

63
tlonalKcomplexesKofKtampylobacterKjejuniKidentifiedKbyKmultilocusKsequenceKtypingKareKreliablyK
predictedKbyKrestrictionKfragmentKlengthKpolymorphismKanalysesKofKtheKflarKgeneZKJournaleofe
ClinicaleMicrobiologyWK2007WKefWKbacYi

9.7 33

62 tharacterisationKofKvrysipelothrixKrhusiopathiaeKisolatesKfromKpigsKassociatedKwithKvaccineK
breakdownsZKVeterinaryeMicrobiologyWK2006WKbbfWKdcjYdi 3.3 26

61 λowYlevelKfluoroquinoloneKresistanceKamongKtampylobacterKjejuniKisolatesKinKrustraliaZKClinicale
InfectiouseDiseasesWK2006WKecWKbdgiYhe 11.6 54

60 TwoKdomainsKwithinKtheKMycoplasmaKhyopneumoniaeKciliumKadhesinKbindKheparinZKInfectioneande
ImmunityWK2006WKheWKeibYh 3.7 51

59 NewKintegronYassociatedKgeneKcassetteKencodingKaKtrimethoprimYresistantKufrsYtypeKdihydrofolateK
reductaseZKAntimicrobialeAgentseandeChemotherapyWK2006WKfaWKcigdYf 5.9 15

58 linxWKaKnewKintegronYassociatedKgeneKcassetteKencodingKaKlincosamideKnucleotidyltransferaseZK
AntimicrobialeAgentseandeChemotherapyWK2006WKfaWKdfbeYf 5.9 12

57 rquariumsKasKreservoirsKforKmultidrugYresistantKSalmonellaKParatyphiKsZKEmergingeInfectiouse
DiseasesWK2006WKbcWKfahYba 10.2 30

56 rustralianKmulticentreKcomparisonKofKsubtypingKmethodsKforKtheKinvestigationKofKtampylobacterK
infectionZKEpidemiologyeandeInfectionWK2006WKbdeWKhgiYhj 4.3 26

55
PbfjKisKaKproteolyticallyKprocessedWKsurfaceKadhesinKofKMycoplasmaKhyopneumoniaekKdefinedK
domainsKofKPbfjKbindKheparinKandKpromoteKadherenceKtoKeukaryoteKcellsZKMoleculareMicrobiologyWK
2006WKgaWKggjYig

4.1 80

54
TheKgenomicKislandKSxzbWKcontainingKtheKmultipleKantibioticKresistanceKregionKofKSalmonellaKentericaK
serovarKTyphimuriumKuTbaeKorKvariantsKofKitWKisKwidelyKdistributedKinKotherKSZKentericaKserovarsZK
JournaleofeBacteriologyWK2005WKbihWKeeabYj

3.5 148

53 NewKintegronYassociatedKgeneKcassetteKencodingKaKdYNYaminoglycosideKacetyltransferaseZK
AntimicrobialeAgentseandeChemotherapyWK2005WKejWKbcdiYeb 5.9 37

52
sovineKfecesKfromKanimalsKwithKgastrointestinalKinfectionsKareKaKsourceKofKserologicallyKdiverseK
atypicalKenteropathogenicKvscherichiaKcoliKandKShigaKtoxinYproducingKvZKcoliKstrainsKthatKcommonlyK
possessKintiminZKAppliedeandeEnvironmentaleMicrobiologyWK2005WKhbWKdeafYbc

4.8 54

51 SurfaceKanalysesKandKimmuneKreactivitiesKofKmajorKcellKwallYassociatedKproteinsKofKgroupKaK
streptococcusZKInfectioneandeImmunityWK2005WKhdWKdbdhYeg 3.7 91

50
zsolationKofKvscherichiaKcoliKOfKkyYWKpossessingKgenesKforKShigaKtoxinKbWKintiminYbetaKandK
enterohaemolysinWKfromKanKintestinalKbiopsyKfromKanKadultKcaseKofKbloodyKdiarrhoeakKevidenceKforK
twoKdistinctKOfKkyYKpathotypesZKJournaleofeMedicaleMicrobiologyWK2005WKfeWKgafYgah

3.2 13

StevenuPuDjordjevic
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49 ProteolyticKprocessingKofKtheKMycoplasmaKhyopneumoniaeKciliumKadhesinZKInfectioneandeImmunityWK
2004WKhcWKchjbYiac 3.7 90

48 SerotypesKandKvirulenceKgeneKprofilesKofKshigaKtoxinYproducingKvscherichiaKcoliKstrainsKisolatedK
fromKfecesKofKpastureYfedKandKlotYfedKsheepZKAppliedeandeEnvironmentaleMicrobiologyWK2004WKhaWKdjbaYh 4.8 45

47 TheKdetectionKofKMelissococcusKplutonKinKhoneyKbeesKSrpisKmelliferaTKandKtheirKproductsKusingKaK
hemiYnestedKPtRZKApidologieWK2003WKdeWKbjYch 2.3 31

46 rnKaromaticKaminoKacidKauxotrophicKmutantKofKsordetellaKbronchisepticaKisKattenuatedKandK
immunogenicKinKaKmouseKmodelKofKinfectionZKFEMSeMicrobiologyeLettersWK2003WKccbWKhYbg 2.9 20

45 TheKpyruvateKdehydrogenaseKcomplexKofKMycoplasmaKhyopneumoniaeKcontainsKaKnovelKlipoylK
domainKarrangementZKGeneWK2003WKdbjWKjjYbag 3.8 16

44 uistributionKofKintiminKsubtypesKamongKvscherichiaKcoliKisolatesKfromKruminantKandKhumanKsourcesZK
JournaleofeClinicaleMicrobiologyWK2003WKebWKfaccYdc 9.7 100

43 stxbcKzsKtheKmostKcommonKShigaKtoxinKbKsubtypeKamongKShigaKtoxinYproducingKvscherichiaKcoliK
isolatesKfromKsheepKbutKnotKamongKisolatesKfromKcattleZKJournaleofeClinicaleMicrobiologyWK2003WKebWKjcgYdg9.7 86

42 tharacterizationKofKaKchromosomalKregionKofKMycoplasmaKspZKbovineKgroupKhKstrainKPxfaKencodingK
aKglycerolKtransportKlocusKSgtsrstTZKMicrobiologyenUnitedeKingdomoWK2003WKbejWKbjfYcae 2.9 13

41 rntibioticKresistanceKamongKverocytotoxigenicKvscherichiaKcoliKSVTvtTKandKnonYVTvtKisolatedKfromK
domesticKanimalsKandKhumansZKJournaleofeMedicaleMicrobiologyWK2003WKfcWKbffYbgc 3.2 37

40 tellKsurfaceKantigensKofKMycoplasmaKspeciesKbovineKgroupKhKbindKtoKandKactivateKplasminogenZK
InfectioneandeImmunityWK2003WKhbWKeicdYh 3.7 15

39 sovineKnonYObfhKShigaKtoxinKcYcontainingKvscherichiaKcoliKisolatesKcommonlyKpossessKstxcYvuλjddK
and_orKstxcvhbKsubtypesZKJournaleofeClinicaleMicrobiologyWK2003WKebWKchbgYcc 9.7 51

38 SpeciatingKtampylobacterKjejuniKandKtampylobacterKcoliKisolatesKfromKpoultryKandKhumansKusingKsixK
PtRYbasedKassaysZKFEMSeMicrobiologyeLettersWK2002WKcbgWKcabYj 2.9 36

37 VirulenceKpropertiesKandKserotypesKofKShigaKtoxinYproducingKvscherichiaKcoliKfromKhealthyK
rustralianKcattleZKAppliedeandeEnvironmentaleMicrobiologyWK2002WKgiWKgedjYef 4.8 47

36 wirstKisolationKoutsideKvuropeKofKsorbitolYfermentingKverocytotoxigenicKvscherichiaKcoliKSVTvtTK
belongingKtoKOKgroupKObfhZKJournaleofeMedicaleMicrobiologyWK2002WKfbWKhbdYhbe 3.2 29

35 xeneticKdiversityKamongKMycoplasmaKspeciesKbovineKgroupKhkKclonalKisolatesKfromKanKoutbreakKofK
polyarthritisWKmastitisWKandKabortionKinKdairyKcattleZKElectrophoresisWK2001WKccWKdffbYgb 3.6 22

34 TheKdetectionKofKShigaKtoxinYproducingKvscherichiaKcoliKinKdiagnosticKbovineKfaecalKsamplesKusingK
vancomycinYcefiximeYcefsulodinKbloodKagarKandKPtRZKFEMSeMicrobiologyeLettersWK2001WKbjiWKbhYcc 2.9 22

33 wirstKbovineKandKovineKisolationsKofKShigaKtoxinYproducingKvscherichiaKcoliKObadkycKinKrustraliaZK
AustralianeVeterinaryeJournalWK2001WKhjWKcijYja 1.2 7

32 zdentificationKandKdetectionKofKrctinobacillusKpleuropneumoniaeKbyKPtRKbasedKonKtheKgeneKapxzVrZK
VeterinaryeMicrobiologyWK2001WKhjWKehYgc 3.3 94

(2001-2004)
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31 VirulenceKpropertiesKandKserotypesKofKShigaKtoxinYproducingKvscherichiaKcoliKfromKhealthyK
rustralianKslaughterYageKsheepZKJournaleofeClinicaleMicrobiologyWK2001WKdjWKcabhYcb 9.7 71

30 TheKcommonKovineKShigaKtoxinKcYcontainingKvscherichiaKcoliKserotypesKandKhumanKisolatesKofKtheK
sameKserotypesKpossessKaKStxcdKtoxinKtypeZKJournaleofeClinicaleMicrobiologyWK2001WKdjWKbjdcYh 9.7 64

29
OralKimmunizationKofKswineKwithKattenuatedKSalmonellaKtyphimuriumKarorKSλdcgbKexpressingKaK
recombinantKantigenKofKMycoplasmaKhyopneumoniaeKSNrdwTKprimesKtheKimmuneKsystemKforKaKNrdwK
specificKsecretoryKzgrKresponseKinKtheKlungsZKMicrobialePathogenesisWK2001WKdaWKbabYba

3.8 26

28 MastitisWKpolyarthritisKandKabortionKcausedKbyKMycoplasmaKspeciesKbovineKgroupKhKinKdairyKcattleZK
AustralianeVeterinaryeJournalWK2000WKhiWKheeYfa 1.2 33

27 TheKisolationKofKenterohaemorrhagicKvscherichiaKcoliKObbbkyYKfromKrustralianKcattleZKAustraliane
VeterinaryeJournalWK2000WKhiWKgdgYh 1.2 11

26 zmmunoblotKassaysKusingKrecombinantKantigensKforKtheKdetectionKofKMycoplasmaKhyopneumoniaeK
antibodiesZKVeterinaryeMicrobiologyWK2000WKhfWKjjYbag 3.3 3

25 xeneticKandKbiochemicalKdiversityKamongKisolatesKofKPaenibacillusKalveiKculturedKfromKrustralianK
honeybeeKSrpisKmelliferaTKcoloniesZKAppliedeandeEnvironmentaleMicrobiologyWK2000WKggWKbajiYbag 4.8 20

24 xeographicallyKdiverseKrustralianKisolatesKofKMelissococcusKplutonKexhibitKminimalKgenotypicK
diversityKbyKrestrictionKendonucleaseKanalysisZKFEMSeMicrobiologyeLettersWK1999WKbhdWKdbbYi 2.9 25

23
uetectionKofKshigaYlikeKtoxinKSstxbKandKstxcTWKintiminKSeaerTWKandKenterohemorrhagicKvscherichiaKcoliK
SvyvtTKhemolysinKSvyvtKhlyrTKgenesKinKanimalKfecesKbyKmultiplexKPtRZKAppliedeandeEnvironmentale
MicrobiologyWK1999WKgfWKigiYhc

4.8 178

22 RhizobiumKpurineKauxotrophsWKperturbedKinKnodulationWKhaveKmultipleKchangesKinKproteinKsynthesisZK
FunctionalePlanteBiologyWK1999WKcgWKfbb 2.7 3

21 tontributionKofKadjuvantKtoKadaptiveKimmuneKresponsesKinKmiceKagainstKrctinobacillusK
pleuropneumoniaeZKMicrobiologyenUnitedeKingdomoWK1999WKbefKSKPtKjTWKcfjfYcgad 2.9 2

20 wlowKcytometricKanalysisKofKcellularKchangesKinKmiceKafterKintradermalKinoculationKwithKaK
liposomeYiscomKadjuvantedKvaccineZKScandinavianeJournaleofeImmunologyWK1998WKehWKcedYfd 3.4 3

19
uemonstrationKthatKrustralianKPasteurellaKmultocidaKisolatesKfromKsporadicKoutbreaksKofKporcineK
pneumoniaKareKnonYtoxigenicKStoxrYTKandKdisplayKheterogeneousKuNrKrestrictionKendonucleaseK
profilesKcomparedKwithKtoxigenicKisolatesKfromKherdsKwithKprogressiveKatrophicKrhinitisZKJournaleofe
MedicaleMicrobiologyWK1998WKehWKghjYii

3.2 20

18 uevelopmentKofKaKhemiYnestedKPtRKassayKforKtheKspecificKdetectionKofKMelissococcusKplutonZK
JournaleofeApiculturaleResearchWK1998WKdhWKbgfYbhe 2 34

17 ReiteratedKrepeatKregionKvariabilityKinKtheKciliaryKadhesinKgeneKofKMycoplasmaKhyopneumoniaeZK
MicrobiologyenUnitedeKingdomoWK1998WKbeeKSKPtKhTWKbjdbYbjed 2.9 50

16 zdentificationKofKnovelKspeciesYspecificKantigensKofKMycoplasmaKhyopneumoniaeKbyKpreparativeK
SuSYPrxvKvλzSrKprofilingZKMicrobiologyenUnitedeKingdomoWK1997WKbedKSKPtKcTWKggdYghd 2.9 36

15
SerumKandKmucosalKantibodyKresponsesKandKprotectionKinKpigsKvaccinatedKagainstKMycoplasmaK
hyopneumoniaeKwithKvaccinesKcontainingKaKdenaturedKmembraneKantigenKpoolKandKadjuvantZK
AustralianeVeterinaryeJournalWK1997WKhfWKfaeYbb

1.2 68

14 ManipulatingKsystemicKandKmucosalKimmuneKresponsesKwithKskinYdeliverableKadjuvantsZKJournaleofe
BiotechnologyWK1996WKeeWKbdYj 3.7 19
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13
MolecularKcharacterizationKofKaKribonucleotideKreductaseKSnrdwTKgeneKfragmentKofKMycoplasmaK
hyopneumoniaeKandKassessmentKofKtheKrecombinantKproductKasKanKexperimentalKvaccineKforK
enzooticKpneumoniaZKInfectioneandeImmunityWK1996WKgeWKbagaYe

3.7 23

12
TheKrdditionKofKfYrminoimidazoleYeYtarboxamideYRibosideKtoKNodulationYuefectiveKPurineK
ruxotrophsKofKNxRcdeKRestoresKsacterialKxrowthKbutKλeadsKtoKNovelKRootKOutgrowthsKonKSiratroZK
MolecularePlantsMicrobeeInteractionsWK1996WKjWKbbe

3.6 8

11
RestrictionKendonucleaseKanalysisKofKatypicalKreromonasKsalmonicidaKisolatesKfromKgoldfishK
tarassiusKauratusWKsilverKperchKsidyanusKbidyanusWKandKgreenbackKflounderKRhombosoleaKtapirinaKinK
rustraliaZKDiseaseseofeAquaticeOrganismsWK1995WKccWKbifYbjb

1.7 8

10 rnKimprovedKenzymeKlinkedKimmunosorbentKassayKSvλzSrTKforKtheKdetectionKofKporcineKserumK
antibodiesKagainstKMycoplasmaKhyopneumoniaeZKVeterinaryeMicrobiologyWK1994WKdjWKcgbYhd 3.3 18

9 uNrKrestrictionKendonucleaseKprofilesKandKtypingKofKgeographicallyKdiverseKisolatesKofKsacillusK
larvaeZKJournaleofeApiculturaleResearchWK1994WKddWKjfYbad 2 25

8 RestrictionYendonucleaseKanalysisKofKrustralianKisolatesKofKλeptospiraKinterrogansKserovarKhardjoK
fromKcattleKwithKagalactiaKandKabortionZKAustralianeVeterinaryeJournalWK1993WKhaWKjiYbaa 1.2 11

7 RapidKidentificationKofKsomeKλeptospiraKisolatesKfromKcattleKbyKrandomKamplifiedKpolymorphicKuNrK
fingerprintingZKJournaleofeClinicaleMicrobiologyWK1993WKdbWKcjchYdc 9.7 36

6 SodiumKuodecylKSulphateYPolyacrylamideKProfilesKandKWesternKslotsKofKsacillusKλarvaeZKJournaleofe
ApiculturaleResearchWK1992WKdbWKehYeh 2 6

5
znductionKofKpathogenicYlikeKresponsesKinKtheKlegumeKMacroptiliumKatropurpureumKbyKaK
transposonYinducedKmutantKofKtheKfastYgrowingWKbroadYhostYrangeKRhizobiumKstrainKNxRcdeZK
JournaleofeBacteriologyWK1988WKbhaWKbieiYfh

3.5 31

4
NitrogenKfixationKabilityKofKexopolysaccharideKsynthesisKmutantsKofKRhizobiumKspZKstrainKNxRcdeK
andKRhizobiumKtrifoliiKisKrestoredKbyKtheKadditionKofKhomologousKexopolysaccharidesZKJournaleofe
BacteriologyWK1987WKbgjWKfdYga

3.5 155

3 TheKstructureKofKtheKexopolysaccharideKfromKRhizobiumKspZKstrainKrNUciaKSNxRcdeTZKCarbohydratee
ResearchWK1986WKbeiWKihYjj 2.9 48

2 PreparativeKgelKchromatographyKofKacidicKoligosaccharidesKusingKaKvolatileKbufferZKJournaleofe
ChromatographyeAWK1986WKdfeWKfahYfba 4.5 14

1 vffectKofKNYhydroxyparacetamolKonKcellKcycleKprogressionZKBiochemicalePharmacologyWK1986WKdfWKdfbbYg 6 4
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