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77 vandidaLalbicansLcommensalismLinLtheLoralLmucosaLisLfavouredLbyLlimitedLvirulenceLandLmetabolicL
adaptationaaLPLoSgPathogensXL2022XLdkXLedcdccde 7.6 1

76 MetaNetXbMNXrefmLunifiedLnamespaceLforLmetabolitesLandLbiochemicalLreactionsLinLtheLcontextLofL
metabolicLmodelsaLNucleicgAcidsgResearchXL2021XLglXLwhjc_whjg 20.1 26

75 PredictingLspatialLpatternsLofLsoilLbacteriaLunderLcurrentLandLfutureLenvironmentalLconditionsaLISMEg
JournalXL2021XLdhXLehgj_ehic 11.9 4

74 tnti_adipogenicLsignalsLatLtheLonsetLofLobesity_relatedLinflammationLinLwhiteLadiposeLtissueaL
CellulargandgMoleculargLifegSciencesXL2021XLjkXLeej_egj 10.3 12

73 xxpressionLPatternLofLtheLPneumocystisLjiroveciiLMajorLSurfaceLzlycoproteinLSuperfamilyLinL
PatientsLwithLPneumoniaaLJournalgofgInfectiousgDiseasesXL2021XLeefXLfdc_fdk 7 1

72 VacuolinsLandLmyosinLVIILareLrequiredLforLphagocyticLuptakeLandLphagosomalLmembraneLrecyclingL
inaLJournalgofgCellgScienceXL2020XLdffXL 5.3 1

71 IdentificationLofLtnti_LandLtnti_LvompoundsLWithLPotentialLwistinctiveLStructuralLScaffoldsLyromLanL
Hw_PuLLUsingLPhenotypicLScreensLinLtmoebaeLHostLModelsaLFrontiersgingMicrobiologyXL2020XLddXLeii 5.7 4

70 TranscriptionalLResponsesLofLxxposedLtoLwifferentLvlassesLofLuacteriaaLFrontiersgingMicrobiologyXL
2020XLddXLgdc 5.7 5

69 NewLgenomeLassemblyLofLtheLbarnLowlLTUaLEcologygandgEvolutionXL2020XLdcXLeekg_eelk 2.8 1

68 zreaterLtopoclimaticLcontrolLofLabove_LversusLbelow_groundLcommunitiesaLGlobalgChangegBiologyXL
2020XLeiXLijdh_ijek 11.4 3

67 OrganicLsubstrateLdiffusibilityLgovernsLmicrobialLcommunityLcompositionXLnutrientLremovalL
performanceLandLkineticsLofLgranulationLofLaerobicLgranularLsludgeaLWatergResearchgXXL2019XLgXLdcccff 8.1 46

66 PersistenceLofLinLtheLOralLMucosaLInducesLaLvurbedLInflammatoryLHostLResponseLThatLIsL
IndependentLofLImmunosuppressionaLFrontiersgingImmunologyXL2019XLdcXLffc 8.4 25

65
InvestigatingLunexplainedLgeneticLvariationLandLitsLexpressionLinLtheLarbuscularLmycorrhizalLfungusL
RhizophagusLirregularismLtLcomparisonLofLwholeLgenomeLandLRtwLsequencingLdataaLPLoSgONEXL2019
XLdgXLeceeiglj

3.7 7

64 InferringLgeneLexpressionLnetworksLwithLhubsLusingLaLdegreeLweightedLLassoLapproachaL
BioinformaticsXL2019XLfhXLlkj_llg 7.2 8

63 vondition_specificLseriesLofLmetabolicLsub_networksLandLitsLapplicationLforLgeneLsetLenrichmentL
analysisaLBioinformaticsXL2019XLfhXLeehk_eeii 7.2 7

62 vomparativeLPopulationLzenomicsLtnalysisLofLtheLMammalianLyungalLPathogenaLMBioXL2018XLlXL 7.8 19

61 tLsystemsLgeneticsLresourceLandLanalysisLofLsleepLregulationLinLtheLmouseaLPLoSgBiologyXL2018XLdiXLeecchjhc9.7 26
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60 tLnewLspeciesLofLgenusLxulimnadiaLPackardXLdkjgLTuranchiopodamLSpinicaudatamLLimnadiidaeULfromL
IndiaLwithLanLupdatedLkeyLforLsomeLIndianLspeciesaLZootaxaXL2018XLgfllXLfgd_fhc 0.5 4

59 VpsdfyLlinksLbacterialLrecognitionLandLintracellularLkillingLinLwictyosteliumaLCellulargMicrobiologyXL
2017XLdlXLedejee 3.9 23

58 MechanismsLofLSurfaceLtntigenicLVariationLinLtheLHumanLPathogenicLyungusaLMBioXL2017XLkXL 7.8 19

57 LowLnumberLofLfixedLsomaticLmutationsLinLaLlong_livedLoakLtreeaLNaturegPlantsXL2017XLfXLlei_lel 11.5 74

56 IdentificationLandLyunctionalLtscertainmentLofLtheLPneumocystisLjiroveciiLPotentialLwrugLTargetsL
zscdLandLKreiLInvolvedLinLzlucanLSynthesisaLJournalgofgEukaryoticgMicrobiologyXL2017XLigXLgkd_glc 3.6 5

55 LowLrateLofLsomaticLmutationsLinLaLlong_livedLoakLtreeL2017XL 5

54 UpdatesLinLRheaL_LanLexpertLcuratedLresourceLofLbiochemicalLreactionsaLNucleicgAcidsgResearchXL2017
XLghXLwgdh_wgdk 20.1 46

53 PopulationLgenomicsLrevealsLthatLwithin_fungusLpolymorphismLisLcommonLandLmaintainedLinL
populationsLofLtheLmycorrhizalLfungusLRhizophagusLirregularisaLISMEgJournalXL2016XLdcXLehdg_ei 11.9 41

52 MetaNetXbMNXref__reconciliationLofLmetabolitesLandLbiochemicalLreactionsLtoLbringLtogetherL
genome_scaleLmetabolicLnetworksaLNucleicgAcidsgResearchXL2016XLggXLwhef_i 20.1 116

51 TheLSIuLSwissLInstituteLofLuioinformaticsSLresourcesmLfocusLonLcuratedLdatabasesaLNucleicgAcidsg
ResearchXL2016XLggXLwej_fj 20.1 41

50 TheLsalivaryLmicrobiomeLforLdifferentiatingLindividualsmLproofLofLprincipleaLMicrobesgandgInfectionXL
2016XLdkXLfll_gch 9.3 52

49 RNtLSequencing_uasedLzenomeLReannotationLofLtheLwermatophyteLandLvharacterizationLofLItsL
SecretomeLandLWholeLzeneLxxpressionLProfileLduringLInfectionaLMSystemsXL2016XLdXL 7.6 23

48 RNtLxnrichmentLMethodLforLQuantitativeLTranscriptionalLtnalysisLofLPathogensLInLVivoLtppliedLtoL
theLyungusLvandidaLalbicansaLMBioXL2015XLiXLecclge_dh 7.8 43

47 vomparativeLgenomicsLsuggestsLprimaryLhomothallismLofLPneumocystisLspeciesaLMBioXL2015XLiXL 7.8 32

46 yunctionalLcharacterizationLofLtheLPneumocystisLjiroveciiLpotentialLdrugLtargetsLdhfsLandLabzeL
involvedLinLfolateLbiosynthesisaLAntimicrobialgAgentsgandgChemotherapyXL2015XLhlXLehic_i 5.9 4

45 SoilLfungalLcommunitiesLofLgrasslandsLareLenvironmentallyLstructuredLatLaLregionalLscaleLinLtheL
tlpsaLMoleculargEcologyXL2014XLefXLgejg_lc 5.7 85

44 MicrobiotaLpresentLinLcysticLfibrosisLlungsLasLrevealedLbyLwholeLgenomeLsequencingaLPLoSgONEXL
2014XLlXLelclfg 3.7 31

43 ReconciliationLofLmetabolitesLandLbiochemicalLreactionsLforLmetabolicLnetworksaLBriefingsging
BioinformaticsXL2014XLdhXLdef_fh 13.4 49
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42 vomparativeLgenomicsLsuggestsLthatLtheLhumanLpathogenicLfungusLPneumocystisLjiroveciiLacquiredL
obligateLbiotrophyLthroughLgeneLlossaLGenomegBiologygandgEvolutionXL2014XLiXLdlfk_gk 3.9 38

41 zenomeLofLanLarbuscularLmycorrhizalLfungusLprovidesLinsightLintoLtheLoldestLplantLsymbiosisaL
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2013XLddcXLecddj_ee 11.5 499

40 MetaNetXaorgmLaLwebsiteLandLrepositoryLforLaccessingXLanalysingLandLmanipulatingLmetabolicL
networksaLBioinformaticsXL2013XLelXLkdh_i 7.2 73

39 zenomeLsequencingLofLtheLplantLpathogenLTaphrinaLdeformansXLtheLcausalLagentLofLpeachLleafLcurlaL
MBioXL2013XLgXLeccchh_df 7.8 58

38 pfsearchVfmLaLcodeLaccelerationLandLheuristicLtoLsearchLPROSITxLprofilesaLBioinformaticsXL2013XLelXLdedh_j7.2 10

37 PlantLspeciesLdistributionsLalongLenvironmentalLgradientsmLdoLbelowgroundLinteractionsLwithLfungiL
matterraLFrontiersgingPlantgScienceXL2013XLgXLhcc 6.2 29

36 wensity_basedLhierarchicalLclusteringLofLpyro_sequencesLonLaLlargeLscale__theLcaseLofLfungalLITSdaL
BioinformaticsXL2013XLelXLdeik_jg 7.2 14

35 weLnovoLassemblyLofLtheLPneumocystisLjiroveciiLgenomeLfromLaLsingleLbronchoalveolarLlavageLfluidL
specimenLfromLaLpatientaLMBioXL2012XLgXLeccgek_de 7.8 76

34 vompleteLgenomeLsequenceLofLtheLdogLcommensalLandLhumanLpathogenLvapnocytophagaL
canimorsusLstrainLhaLJournalgofgBacteriologyXL2011XLdlfXLhhhk_l 3.5 18

33 tLPreliminaryLStudyLonLtheLPredictionLofLHumanLProteinLyunctionsaLLecturegNotesgingComputerg
ScienceXL2011XLffg_fgf 0.9 1

32 vomparativeLgenomicsLsuggestsLthatLtheLfungalLpathogenLpneumocystisLisLanLobligateLparasiteL
scavengingLaminoLacidsLfromLitsLhostSsLlungsaLPLoSgONEXL2010XLhXLedhdhe 3.7 38

31 MethylobacteriumLgenomeLsequencesmLaLreferenceLblueprintLtoLinvestigateLmicrobialLmetabolismL
ofLvdLcompoundsLfromLnaturalLandLindustrialLsourcesaLPLoSgONEXL2009XLgXLehhkg 3.7 172

30 TheLMicrobeLbrowserLforLcomparativeLgenomicsaLNucleicgAcidsgResearchXL2009XLfjXLWeli_l 20.1 3

29 Pwu_RxwOmLautomatedLre_refinementLofLX_rayLstructureLmodelsLinLtheLPwuaLJournalgofgAppliedg
CrystallographyXL2009XLgeXLfji_fkg 3.8 157

28 tLMulti_protocolLuioinformaticsLWebLServicemLUseLSOtPXLTakeLaLRxSTLorLzoLwithLHTMLL2008XL 1

27 xxperienceLusingLwebLservicesLforLbiologicalLsequenceLanalysisaLBriefingsgingBioinformaticsXL2008XLlXLglf_hch13.4 22

26 HitKeeperXLaLgenericLsoftwareLpackageLforLhitLlistLmanagementaLSourcegCodegforgBiologygandg
MedicineXL2007XLeXLe 1.9 9

25 MyHitsmLimprovementsLtoLanLinteractiveLresourceLforLanalyzingLproteinLsequencesaLNucleicgAcidsg
ResearchXL2007XLfhXLWgff_j 20.1 153
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24 tLdownstreamLmediatorLinLtheLgrowthLrepressionLlimbLofLtheLjasmonateLpathwayaLPlantgCellXL2007XL
dlXLegjc_kf 11.6 491

23 zridLtpproachLtoLxmbarrassinglyLParallelLvPU_IntensiveLuioinformaticsLProblemsL2006XL 9

22 TheLPROSITxLdatabaseaLNucleicgAcidsgResearchXL2006XLfgXLweej_fc 20.1 649

21 InterProXLprogressLandLstatusLinLecchaLNucleicgAcidsgResearchXL2005XLffXLwecd_h 20.1 426

20 JtvOPmLaLsimpleLandLrobustLmethodLforLtheLautomatedLclassificationLofLproteinLsequencesLwithL
modularLarchitectureaLBMCgBioinformaticsXL2005XLiXLedi 3.6 19

19 tromeXLtrxSTLandLtrzxNmLdatabasesLofLpredictedLproteinLsequencesaLNucleicgAcidsgResearchXL2004XL
feXLwhcl_dd 20.1 16

18 MyHitsmLaLnewLinteractiveLresourceLforLproteinLannotationLandLdomainLidentificationaLNucleicgAcidsg
ResearchXL2004XLfeXLWffe_h 20.1 76

17 tutomatedLannotationLofLmicrobialLproteomesLinLSWISS_PROTaLComputationalgBiologygandg
ChemistryXL2003XLejXLgl_hk 3.6 112

16 SwissLxMunetLnodeLwebLserveraLNucleicgAcidsgResearchXL2003XLfdXLfjke_f 20.1 10

15 TheLInterProLwatabaseXLeccfLbringsLincreasedLcoverageLandLnewLfeaturesaLNucleicgAcidsgResearchXL
2003XLfdXLfdh_k 20.1 556

14 TheLelusiveLrolesLofLbacterialLglutathioneLS_transferasesmLnewLlessonsLfromLgenomesaLAppliedg
MicrobiologygandgBiotechnologyXL2002XLhkXLdfk_gi 5.7 114

13 PROSITxmLaLdocumentedLdatabaseLusingLpatternsLandLprofilesLasLmotifLdescriptorsaLBriefingsging
BioinformaticsXL2002XLfXLeih_jg 13.4 676

12 TheLPROSITxLdatabaseXLitsLstatusLinLecceaLNucleicgAcidsgResearchXL2002XLfcXLefh_k 20.1 787

11 InterPromLanLintegratedLdocumentationLresourceLforLproteinLfamiliesXLdomainsLandLfunctionalLsitesaL
BriefingsgingBioinformaticsXL2002XLfXLeeh_fh 13.4 137

10 MakingLsenseLofLscoreLstatisticsLforLsequenceLalignmentsaLBriefingsgingBioinformaticsXL2001XLeXLhd_ij 13.4 32

9 TeichuronicLacidLoperonLofLuacillusLsubtilisLdikaLMoleculargMicrobiologyXL1999XLfdXLjlh_kch 4.1 66

8
uacillusLsubtilisLdikLgeneLlytyLencodesLaLgamma_w_glutamate_meso_diaminopimelateL
muropeptidaseLexpressedLbyLtheLalternativeLvegetativeLsigmaLfactorXLsigmawaLMicrobiologygpUnitedg
KingdomrXL1999XLdghLTLPtLdUXLhj_ih

2.9 99

7
tssayLforLUwPglucoseLi_dehydrogenaseLinLphosphate_starvedLcellsmLgeneLtuawLofLuacillusLsubtilisL
dikLencodesLtheLUwPglucoseLi_dehydrogenaseLinvolvedLinLteichuronicLacidLsynthesisaLMicrobiologyg
pUnitedgKingdomrXL1999XLdghLTLPtLhUXLdcgl_dchf

2.9 13
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6 zeneticLandLphysicalLmapsLofLtheLuacillusLsubtilisLchromosomeaLGeneticsXL1999XLdhdXLdefl_gg 4 3

5
TheLrelationshipLbetweenLkineticsLofLsubstrate_limitedLtransitionsLandLsteady_stateLgrowthLinL
continuousLculturesLofLtquaspirillumLautotrophicumLlimitedLbyLpyruvateaLAntoniegVangLeeuwenhoek
XL1995XLikXLdkd_l

2.1 2

4 SpecificLlabelingLofLdiaminopimelatemLaLradioassayLforLtheLdeterminationLofLtheLpeptidoglycanL
cross_linkingLindexaLAnalyticalgBiochemistryXL1994XLeefXLeck_dd 3.1 3

3 InvestigatingLunexplainedLgeneticLvariationLandLitsLexpressionLinLtheLarbuscularLmycorrhizalLfungusL
RhizophagusLirregularis 1

2 wictyosteliumLdiscoideumflotillinLhomologuesLareLessentialLforLphagocytosisLandLparticipateLinL
plasmaLmembraneLrecyclingLandLlysosomeLbiogenesis 3

1 Time_resolvedLRNt_seqLprofilingLofLtheLinfectionLofLwictyosteliumLdiscoideumLbyLMycobacteriumL
marinumLrevealsLanLintegratedLhostLresponseLtoLdamageLandLstress 3
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