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n Paper IF Citations

80 MolecularMyvolutionMofMHumanMworonavirusMγenomesbMTrendsgingMicrobiologyZM2017ZMfiZMgiahl 12.4 405

79 yvolutionaryMinsightsMintoMhostapathogenMinteractionsMfromMmammalianMsequenceMdatabMNatureg
ReviewsgGeneticsZM2015ZMejZMffhagj 30.1 139

78 womputationalMInferenceMofMSelectionMUnderlyingMtheMyvolutionMofMtheMNovelMworonavirusZMSevereM
ucuteMRespiratoryMSyndromeMworonavirusMfbMJournalgofgVirologyZM2020ZMmhZM 6.6 89

77 uMcommonMpolymorphismMinMTLRgMconfersMnaturalMresistanceMtoMHIVaeMinfectionbMJournalgofg
ImmunologyZM2012ZMellZMlelafg 5.3 87

76 wodingMpotentialMandMsequenceMconservationMofMSuRSawoVafMandMrelatedManimalMvirusesbMInfectionvg
GeneticsgandgEvolutionZM2020ZMlgZMedhgig 4.5 51

75 yxtensiveMPositiveMSelectionMxrivesMtheMyvolutionMofMNonstructuralMProteinsMinMLineageMwM
vetacoronavirusesbMJournalgofgVirologyZM2016ZMmdZMgjfkagm 6.6 47

74 uMfunctionalMvariantMinMyRuPeMpredisposesMtoMmultipleMsclerosisbMPLoSgONEZM2012ZMkZMefmmge 3.7 41

73 NonstructuralMProteinsMureMPreferentialMPositiveMSelectionMTargetsMinMZikaMVirusMandMRelatedM
zlavivirusesbMPLoSgNeglectedgTropicalgDiseasesZM2016ZMedZMedddhmkl 4.8 41

72 TheMheptadMrepeatMregionMisMaMmajorMselectionMtargetMinMMyRSawoVMandMrelatedMcoronavirusesbM
ScientificgReportsZM2015ZMiZMehhld 4.9 40

71 TheMevolutionaryMhistoryMofMgenesMinvolvedMinMspokenMandMwrittenMlanguagenMbeyondMzOXPfbM
ScientificgReportsZM2016ZMjZMffeik 4.9 39

70 TLRgMMutationsMinMudultMPatientsMWithMHerpesMSimplexMVirusMandMVaricellaaZosterMVirusMyncephalitisbM
JournalgofgInfectiousgDiseasesZM2017ZMfeiZMehgdaehgh 7 36

69 OriginMandMdispersalMofMHepatitisMyMvirusbMEmerginggMicrobesgandgInfectionsZM2018ZMkZMee 18.9 34

68 unMevolutionaryManalysisMofMantigenMprocessingMandMpresentationMacrossMdifferentMtimescalesMrevealsM
pervasiveMselectionbMPLoSgGeneticsZM2014ZMedZMeeddhelm 6 31

67 uMnonsenseMpolymorphismMVRgmfXWMinMTLRiMprotectsMfromMobesityMbutMpredisposesMtoMdiabetesbM
JournalgofgImmunologyZM2013ZMemdZMgkejafd 5.3 29

66 OuSesMandMSTINγnMadaptiveMevolutionMinMconcertbMGenomegBiologygandgEvolutionZM2015ZMkZMedejagf 3.9 27

65 uMekiMmillionMyearMhistoryMofMTMcellMregulatoryMmoleculesMrevealsMwidespreadMselectionZMwithM
adaptiveMevolutionMofMdiseaseMallelesbMImmunityZM2013ZMglZMeefmahe 32.3 26

64
yvolutionMofMtheMrapidlyMmutatingMhumanMsalivaryMagglutininMgeneMVxMvTeWMandMpopulationM
subsistenceMstrategybMProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaZM2015ZMeefZMiediaed
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63 RIγaIalikeMreceptorsMevolvedMadaptivelyMinMmammalsZMwithMparallelMevolutionMatMLγPfMandMRIγaIbM
JournalgofgMoleculargBiologyZM2014ZMhfjZMegieaji 6.5 23

62 γeneticMadaptationMofMtheMhumanMcircadianMclockMtoMdayalengthMlatitudinalMvariationsMandMrelevanceM
forMaffectiveMdisordersbMGenomegBiologyZM2014ZMeiZMhmm 18.3 22

61 uncientMandMrecentMselectiveMpressuresMshapedMgeneticMdiversityMatMuIMfalikeMnucleicMacidMsensorsbM
GenomegBiologygandgEvolutionZM2014ZMjZMlgdahi 3.9 22

60 wrohnUsMdiseaseMlociMareMcommonMtargetsMofMprotozoaadrivenMselectionbMMoleculargBiologygandg
EvolutionZM2013ZMgdZMedkkalk 8.3 19

59 uvOMhistoabloodMgroupMmightMmodulateMpredispositionMtoMwrohnUsMdiseaseMandMaffectMdiseaseM
behaviorbMJournalgofgCrohnpsgandgColitisZM2014ZMlZMhlmamh 1.5 19

58 uMtransaspecificMpolymorphismMinMZwgHuVeMisMmaintainedMbyMlongastandingMbalancingMselectionMandM
mayMconferMsusceptibilityMtoMmultipleMsclerosisbMMoleculargBiologygandgEvolutionZM2012ZMfmZMeimmajeg 8.3 19

57 yvolutionaryManalysisMidentifiesManMMXfMhaplotypeMassociatedMwithMnaturalMresistanceMtoMHIVaeM
infectionbMMoleculargBiologygandgEvolutionZM2014ZMgeZMfhdfaeh 8.3 18

56 yndoplasmicMreticulumMaminopeptidaseMfMhaplotypesMplayMaMroleMinMmodulatingMsusceptibilityMtoMHIVM
infectionbMAidsZM2013ZMfkZMejmkakdj 3.5 18

55 urenavirusMgenomicsnMnovelMinsightsMintoMviralMdiversityZMoriginZMandMevolutionbMCurrentgOpinionging
VirologyZM2019ZMghZMelafl 7.5 18

54 IdentificationMofMaMnewMsusceptibilityMvariantMforMmultipleMsclerosisMinMOuSeMbyMpopulationMgeneticsM
analysisbMHumangGeneticsZM2012ZMegeZMlkamk 6.3 17

53 yvolutionaryManalysisMofMtheMcontactMsystemMindicatesMthatMkininogenMevolvedMadaptivelyMinM
mammalsMandMinMhumanMpopulationsbMMoleculargBiologygandgEvolutionZM2013ZMgdZMegmkahdl 8.3 16

52 RySTZMaMmasterMregulatorMofMneurogenesisZMevolvedMunderMstrongMpositiveMselectionMinMhumansMandMinM
nonMhumanMprimatesbMScientificgReportsZM2017ZMkZMmigd 4.9 15

51 uncientMyvolutionMofMMammarenavirusesnMudaptationMviaMwhangesMinMtheMLMProteinMandMNoMyvidenceM
forMHostaVirusMwodivergencebMGenomegBiologygandgEvolutionZM2018ZMedZMljgalkh 3.9 14

50 MammalianMNPweMgenesMmayMundergoMpositiveMselectionMandMhumanMpolymorphismsMassociateMwithM
typeMfMdiabetesbMBMCgMedicineZM2012ZMedZMehd 11.4 14

49
uMcommonMgeneticMvariantMinMzOXPfMisMassociatedMwithMlanguageabasedMlearningMVdisWabilitiesnM
yvidenceMfromMtwoMItalianMindependentMsamplesbMAmericangJournalgofgMedicalgGeneticsgPartgB:g
NeuropsychiatricgGeneticsZM2017ZMekhZMiklailj

3.5 13

48 PositiveMSelectionMxrivesMyvolutionMatMtheMHostazilovirusMInteractionMSurfacebMMoleculargBiologygandg
EvolutionZM2016ZMggZMflgjaflhk 8.3 13

47 StrategyMofMHumanMwytomegalovirusMToMyscapeMInterferonMvetaaInducedMuPOvywgγMyditingM
uctivitybMJournalgofgVirologyZM2018ZMmfZM 6.6 12

46 untigenicMvariationMofMSuRSawoVafMinMresponseMtoMimmuneMpressurebMMoleculargEcologyZM2020ZMgdZMgihl 5.7 12
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45 PositiveMselectionMunderliesMtheMspeciesaspecificMbindingMofMPlasmodiumMfalciparumMRHiMtoMhumanM
basiginbMMoleculargEcologyZM2015ZMfhZMhkeeaff 5.7 11

44 NaturalMSelectionMatMtheMvrushavordernMudaptationsMtoMwarbohydrateMxietsMinMHumansMandMOtherM
MammalsbMGenomegBiologygandgEvolutionZM2015ZMkZMfijmalh 3.9 10

43 RecentMOutaofaufricaMMigrationMofMHumanMHerpesMSimplexMVirusesbMMoleculargBiologygandgEvolutionZM
2020ZMgkZMefimaefke 8.3 10

42 TheMmammalianMcomplementMsystemMasManMepitomeMofMhostapathogenMgeneticMconflictsbMMolecularg
EcologyZM2016ZMfiZMegfhagm 5.7 10

41 SusceptibilityMtoMtypeMfMdiabetesMmayMbeMmodulatedMbyMhaplotypesMinMγjPwfZMaMtargetMofMpositiveM
selectionbMBMCgEvolutionarygBiologyZM2017ZMekZMhg 3 9

40 PastMandMongoingMadaptationMofMhumanMcytomegalovirusMtoMitsMhostbMPLoSgPathogensZM2020ZMejZMeeddlhkj7.6 9

39 uMregulatoryMpolymorphismMinMHuVwRfMmodulatesMsusceptibilityMtoMHIVaeMinfectionbMPLoSgONEZM2014ZM
mZMeedjhhf 3.7 9

38 VariantsMinMSNuPfiMareMtargetsMofMnaturalMselectionMandMinfluenceMverbalMperformancesMinMwomenbM
CellulargandgMoleculargLifegSciencesZM2012ZMjmZMekdiaei 10.3 9

37 yvolutionaryMunalysisMProvidesMInsightMIntoMtheMOriginMandMudaptationMofMHwVbMFrontiersging
MicrobiologyZM2018ZMmZMlih 5.7 8

36 ulbuminoidMgenesnMevolvingMatMtheMinterfaceMofMdispensabilityMandMselectionbMGenomegBiologygandg
EvolutionZM2014ZMjZMfmlgamk 3.9 8

35 RecombinationMandMPositiveMSelectionMxifferentiallyMShapedMtheMxiversityMofMSubgenerabMVirusesZM
2020ZMefZM 6.2 8

34 xiverseMselectiveMregimesMshapeMgeneticMdiversityMatMuxuRMgenesMandMatMtheirMcodingMtargetsbMRNAg
BiologyZM2015ZMefZMehmaje 4.8 7

33 xistinctMselectiveMforcesMandMNeanderthalMintrogressionMshapedMgeneticMdiversityMatMgenesMinvolvedM
inMneurodevelopmentalMdisordersbMScientificgReportsZM2017ZMkZMjeej 4.9 7

32 yvolutionaryManalysisMofMOldMWorldMarenavirusesMrevealsMaMmajorMadaptiveMcontributionMofMtheMviralM
polymerasebMMoleculargEcologyZM2017ZMfjZMiekgaiell 5.7 7

31 uMjaaminoMacidMinsertioncdeletionMpolymorphismMinMtheMmucinMdomainMofMTIMaeMconfersMprotectionsM
againstMHIVaeMinfectionbMMicrobesgandgInfectionZM2017ZMemZMjmakh 9.3 7

30 γlucocorticoidMreceptorMgeneMVNRgweWMmethylationMduringMtheMfirstMthousandMdaysnMynvironmentalM
exposuresMandMdevelopmentalMoutcomesbMNeurosciencegandgBiobehavioralgReviewsZM2021ZMefiZMhmgaidf 9 7

29 PossibleMyuropeanMOriginMofMwirculatingMVaricellaMZosterMVirusMStrainsbMJournalgofgInfectiousgDiseasesZM
2020ZMffeZMefljaefmh 7 6

28 IntrinsicallyMdisorderedMregionsMareMabundantMinMsimplexvirusMproteomesMandMdisplayMsignaturesMofM
positiveMselectionbMVirusgEvolutionZM2020ZMjZMveaadfl 3.7 6
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27 TheMinfluenceMofMxwxwfMriskMgeneticMvariantsMonMreadingnMTestingMmainMandMhaplotypicMeffectsbM
NeuropsychologiaZM2019ZMegdZMifail 3.2 6

26 TheMroleMofMRyuxeMandMKIuudgemMgeneticMvariationsMinMdevelopmentalMdyslexianMtestingMmainMandM
interactiveMeffectsbMJournalgofgHumangGeneticsZM2017ZMjfZMmhmamii 4.3 6

25 LongastandingMbalancingMselectionMinMtheMTHvShMgenenMinfluenceMonMsexaspecificMbrainMexpressionM
andMgrayMmatterMvolumesMinMulzheimerMdiseasebMHumangMutationZM2013ZMghZMkhgaig 4.7 6

24 yvolutionaryMratesMofMmammalianMtelomereastabilityMgenesMcorrelateMwithMkaryotypeMfeaturesMandM
femaleMgermlineMexpressionbMNucleicgAcidsgResearchZM2018ZMhjZMkeigakejl 20.1 5

23 γeneticMvariabilityMatMtheMTRyXeMlocusMisMnotMassociatedMwithMnaturalMresistanceMtoMHIVaeMinfectionbM
AidsZM2012ZMfjZMehhgai 3.5 5

22 ModeMandMtempoMofMhumanMhepatitisMvirusMevolutionbMComputationalgandgStructuralgBiotechnologyg
JournalZM2019ZMekZMeglhaegmi 6.8 5

21 TheMxiversityMofMMammalianMHemoproteinsMandMMicrobialMHemeMScavengersMIsMShapedMbyManMurmsM
RaceMforMIronMPiracybMFrontiersgingImmunologyZM2018ZMmZMfdlj 8.4 5

20 PopulationMstructureMofMLassaMMammarenavirusMinMWestMufricabMVirusesZM2020ZMefZM 6.2 4

19 unMevolutionaryMhistoryMofMtheMselectinMgeneMclusterMinMhumansbMHeredityZM2012ZMedmZMeekafj 3.6 4

18 KinetochoreMproteinsMandMmicrotubuleadestabilizingMfactorsMareMfastMevolvingMinMeutherianM
mammalsbMMoleculargEcologyZM2021ZMgdZMeidiaeiei 5.7 4

17 xeterminingMmultiallelicMcomplexMcopyMnumberMandMsequenceMvariationMfromMhighMcoverageMexomeM
sequencingMdatabMBMCgGenomicsZM2015ZMejZMlme 4.5 3

16 YouMWillMNeverMWalkMulonenMwodispersalMofMJwMPolyomavirusMwithMHumanMPopulationsbMMolecularg
BiologygandgEvolutionZM2020ZMgkZMhhfahih 8.3 3

15 unalysisMofMReptarenavirusMgenomesMindicatesMdifferentMselectiveMforcesMactingMonMtheMSMandMLM
segmentsMandMrecentMexpansionMofMcommonMgenotypesbMInfectionvgGeneticsgandgEvolutionZM2018ZMjhZMfefafel4.5 3

14 TheMsubstitutionMspectraMofMcoronavirusMgenomesbMBriefingsgingBioinformaticsZM2021ZM 13.4 3

13 yvolutionMandMγeneticMxiversityMofMPrimateMwytomegalovirusesbMMicroorganismsZM2020ZMlZM 4.9 2

12 γeneticMVariabilityMofMHumanMwytomegalovirusMwlinicalMIsolatesMworrelatesMWithMulteredMyxpressionM
ofMNaturalMKillerMwellauctivatingMLigandsMandMIzNa˛‡bMFrontiersgingImmunologyZM2021ZMefZMigfhlh 8.4 2

11 udaptationMofMtheMendemicMcoronavirusesMHwoVaOwhgMandMHwoVaffmyMtoMtheMhumanMhostbMVirusg
EvolutionZM2021ZMkZMveabdje 3.7 2

10 MultipleMSelectedMwhangesMMayMModulateMtheMMolecularMInteractionMbetweenMRHiMandMPrimateM
vasiginbMMBioZM2018ZMmZM 7.8 2
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9 xatingMtheMymergenceMofMHumanMyndemicMworonavirusesbMVirusesZM2022ZMehZMedmi 6.2 2

8 yvolutionaryManalysisMofMexogenousMandMintegratedMHHVajucHHVajvMpopulationsbMVirusgEvolutionZM
2020ZMjZMveaadgi 3.7 1

7 uMcomplexMevolutionaryMrelationshipMbetweenMHHVajuMandMHHVajvbMVirusgEvolutionZM2019ZMiZMvezdhg 3.7 1

6 NoMassociationMofMIzIejMVinterferonainducibleMproteinMejWMvariantsMwithMsusceptibilityMtoMmultipleM
sclerosisbMJournalgofgNeuroimmunologyZM2014ZMfkeZMhmaif 3.5 1

5 untigenicMvariationMofMSuRSawoVafMinMresponseMtoMimmuneMpressure 1

4 γeneticMconflictsMwithMPlasmodiumMparasitesMandMfunctionalMconstraintsMshapeMtheMevolutionMofM
erythrocyteMcytoskeletalMproteinsbMScientificgReportsZM2018ZMlZMehjlf 4.9 1

3 yvolutionaryMhistoryMofMtypeMIIMtransmembraneMserineMproteasesMinvolvedMinMviralMprimingbbMHumang
GeneticsZM2022ZMe 6.3 0

2 RetractionMtonMuMcomplexMevolutionaryMrelationshipMbetweenMHHVajuMandMHHVajvbMVirusgEvolutionZM
2019ZMiZMvezdih 3.7

1 ulternationMbetweenMtaxonomicallyMdivergentMhostsMisMnotMtheMmajorMdeterminantMofMflavivirusM
evolutionbMVirusgEvolutionZM2021ZMkZMveabdhd 3.7
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