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185 YeastIpericentrin]SpcbbaIcontainsImultipleIdomainsIrequiredIforItetheringItheI˛‡YtubulinIcomplexI
toItheIcentrosome[IMolecularhBiologyhofhthehCellXI2020XIdbXIbedhYbefc 3.5 1

184 StructureIandIfunctionIofISpcecIcoiledYcoilsIinIyeastIcentrosomeIassemblyIandIduplication[I
MolecularhBiologyhofhthehCellXI2019XIdaXIbfafYbfcc 3.5 6

183 StructuralIandIfunctionalIanalysisIofIanIlYserineIOYphosphateIdecarboxylaseIinvolvedIinI
norcobamideIbiosynthesis[IFEBShLettersXI2019XIfjdXIdaeaYdafd 3.8 3

182 βinesinYcImotorskIβineticsIandIbiophysics[IJournalhofhBiologicalhChemistryXI2018XIcjdXIefbaYefbi 5.4 16

181 yomodimericIβinesinYcIβzwdttIPromotesIMicrotubuleIuynamics[IBiophysicalhJournalXI2017XIbbdXIbiefYbifh2.9 11

180 ReversibleIswellingIofISsMVIisIassociatedIwithIreversibleIdisordering[IJournalhofhStructuralhBiologyXI
2017XIcaaXIdbeYdce 3.4

179 uesignIconsiderationsIinIcoiledYcoilIfusionIconstructsIforItheIstructuralIdeterminationIofIaI
problematicIregionIofItheIhumanIcardiacImyosinIrod[IJournalhofhStructuralhBiologyXI2017XIcaaXIcbjYcci 3.4 4

178 TheImolecularIarchitectureIofItheIyeastIspindleIpoleIbodyIcoreIdeterminedIbyIsayesianIintegrativeI
modeling[IMolecularhBiologyhofhthehCellXI2017XIciXIdcjiYddbe 3.5 32

177 ueterminantsIandIvxpansionIofISpecificityIinIaITrichotheceneIUuPYxlucosyltransferaseIfromIOryzaI
sativa[IBiochemistryXI2017XIfgXIgfifYgfjg 3.2 14

176 wunctionalIcharacterizationIofIaIsolubleINruPyYcytochromeIPefaIreductaseIfromIwusariumI
graminearum[IProteinhExpressionhandhPurificationXI2017XIbdiXIgjYhf 2 4

175
TheIPrpwIproteinIofIShewanellaIoneidensisIMRYbIcatalyzesItheIisomerizationIofI
cYmethylYcisYaconitateIduringItheIcatabolismIofIpropionateIviaItheIrcnuYdependentIcYmethylcitricI
acidIcycle[IPLoShONEXI2017XIbcXIeabiibda

3.7 8

174 yeterodimerizationIofIβinesinYcIβzwdrsIModulatesIvntryIintoItheIProcessiveIRun[IJournalhofh
BiologicalhChemistryXI2016XIcjbXIcdceiYcdcfg 5.4 7

173 wamilyYspecificIβinesinIStructuresIRevealINeckYlinkerIγengthIsasedIonIznitiationIofItheItoiledYcoil[I
JournalhofhBiologicalhChemistryXI2016XIcjbXIcadhcYig 5.4 12

172 wastIorISlowXIvitherIyeadItanIStartItheIProcessiveIRunIofIβinesinYcIβzwdrt[IJournalhofhBiologicalh
ChemistryXI2016XIcjbXIeeahYbg 5.4 10

171 rIcompositeIapproachItowardsIaIcompleteImodelIofItheImyosinIrod[IProteins:hStructurevhFunctionh
andhBioinformaticsXI2016XIieXIbhcYbij 4.2 8

170 trystalIStructureIofIOshjISOsaegacaggaaTIfromIOryzaIsativakIrIUuPYglucosyltransferaseIznvolvedI
inItheIuetoxificationIofIueoxynivalenol[IBiochemistryXI2016XIffXIgbhfYgbig 3.2 32

169
SkipIresiduesImodulateItheIstructuralIpropertiesIofItheImyosinIrodIandIguideIthickIfilamentI
assembly[IProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXI2015XI
bbcXIvdiagYbf

11.5 34
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168 βinesinYcIβzwdrtIandIβzwdrsItanIuriveIγongYRangeITransportIalongIMicrotubules[IBiophysicalh
JournalXI2015XIbajXIbehcYic 2.9 21

167 siochemicalItharacterizationIofIaIRecombinantIUuPYglucosyltransferaseIfromIRiceIandIvnzymaticI
ProductionIofIueoxynivalenolYdYOY˛†YuYglucoside[IToxinsXI2015XIhXIcgifYhaa 4.9 28

166 StructuralIinsightsIintoItheIassemblyIofIaImonomericIclassIVImyosin[IProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaXI2014XIbbbXIedfbYc 11.5 2

165 uissectingIcobamideIdiversityIthroughIstructuralIandIfunctionalIanalysesIofItheIbaseYactivatingI
tobTIenzymeIofISalmonellaIenterica[IBiochimicahEthBiophysicahActahxhGeneralhSubjectsXI2014XIbieaXIegeYhf4 14

164 znsightsIintoItheIspecificityIofIlysineIacetyltransferases[IJournalhofhBiologicalhChemistryXI2014XIcijXIdgcejYgc5.4 12

163 βinesinYcIβzwdrsIexhibitsInovelIrTPaseIcharacteristics[IJournalhofhBiologicalhChemistryXI2014XIcijXIchidgYei5.4 15

162 uiffractionIandIScatteringIbyIXYRaysIandINeutronsI2013XIjbYbbc

161 MolecularIsiophysicsIforItheIγifeISciencesI2013XI 1

160 tommonImechanisticIthemesIforItheIpowerstrokeIofIkinesinYbeImotors[IJournalhofhStructuralh
BiologyXI2013XIbieXIddfYee 3.4 5

159 wunctionalIasymmetryIinIkinesinIandIdyneinIdimers[IBiologyhofhthehCellXI2013XIbafXIbYbd 3.5 12

158 StructuralIorganizationIofIwtssXIaItransmembraneIproteinIofItheIbacterialIdivisome[IBiochemistryXI
2013XIfcXIcfheYif 3.2 23

157 βardVikbIusesIaIminusYendIdirectedIpowerstrokeIforImovementIalongImicrotubules[IPLoShONEXI
2013XIiXIefdhjc 3.7 6

156 StructuralXIPhysicalXIandIthemicalIPrinciplesI2013XIbhYda

155
StructuralIinsightsIintoItheImechanismIofIfourYcoordinateItobSzzTalaminIformationIinItheIactiveIsiteI
ofItheISalmonellaIentericaIrTPktoSzTrrinoidIadenosyltransferaseIenzymekIcriticalIroleIofIresiduesI
PhejbIandITrpjd[IBiochemistryXI2012XIfbXIjgehYfh

3.2 25

154
StructuralIinsightsIintoItheIsubstrateIspecificityIofItheIRhodopseudomonasIpalustrisIproteinI
acetyltransferaseIRpPatkIidentificationIofIaIloopIcriticalIforIrecognitionIbyIRpPat[IJournalhofh
BiologicalhChemistryXI2012XIcihXIebdjcYeae

5.4 12

153 StructuralIinsightsIintoItheIfunctionIofItheInicotinateImononucleotidekphenol]pYcresolI
phosphoribosyltransferaseISrrsrsTIenzymeIfromISporomusaIovata[IBiochemistryXI2012XIfbXIifhbYic 3.2 12

152 βardVikbXIaImemberIofItheIkinesinYbeIsuperfamilyXIshowsIaInovelIkinesinImicrotubuleIbindingI
pattern[IJournalhofhCellhBiologyXI2012XIbjhXIjfhYha 7.3 25

151 TheIrTPaseIpathwayIthatIdrivesItheIkinesinYbeIβardVikbIpowerstroke[IJournalhofhBiologicalh
ChemistryXI2012XIcihXIdgghdYic 5.4 16
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150 StructureYguidedIexpansionIofItheIsubstrateIrangeIofImethylmalonylIcoenzymeIrIsynthetaseI
SMatsTIofIRhodopseudomonasIpalustris[IAppliedhandhEnvironmentalhMicrobiologyXI2012XIhiXIggbjYcj 4.8 27

149 StructureIandImutationalIanalysisIofItheIarchaealIxTPkrdotbiYPIguanylyltransferaseIStobYTIfromI
MethanocaldococcusIjannaschiikIinsightsIintoIxTPIbindingIandIdimerization[IBiochemistryXI2011XIfaXIfdabYbd3.2 5

148 βinesinIβardtikbIrTPaseIpathwayIforImicrotubuleIcrossYlinking[IJournalhofhBiologicalhChemistryXI
2011XIcigXIcjcgbYcjchc 5.4 18

147 StructureYfunctionIanalysisIofItheItYterminalIdomainIofItNMghXIaIcoreIcomponentIofItheI
SaccharomycesIcerevisiaeIspindleIpoleIbody[IJournalhofhBiologicalhChemistryXI2011XIcigXIbiceaYfa 5.4 21

146
sioprospectingIforItrichotheceneIdYOYacetyltransferasesIinItheIfungalIgenusIwusariumIyieldsI
functionalIenzymesIwithIdifferentIabilitiesItoImodifyItheImycotoxinIdeoxynivalenol[IAppliedhandh
EnvironmentalhMicrobiologyXI2011XIhhXIbbgcYha

4.8 29

145 StructureIofItheItropomyosinIoverlapIcomplexIfromIchickenIsmoothImusclekIinsightIintoItheI
diversityIofINYterminalIrecognition[IBiochemistryXI2010XIejXIejaiYca 3.2 58

144 znsightsIintoItheIimportanceIofIhydrogenIbondingIinItheIgammaYphosphateIbindingIpocketIofI
myosinkIstructuralIandIfunctionalIstudiesIofIserineIcdg[IBiochemistryXI2010XIejXIeijhYjah 3.2 13

143 tryoYelectronItomographyIofImicrotubuleYkinesinImotorIcomplexes[IJournalhofhStructuralhBiologyXI
2010XIbhaXIcfhYgf 3.4 38

142 StructuralIandIfunctionalIcharacterizationIofITRzdItrichotheceneIbfYOYacetyltransferaseIfromI
wusariumIsporotrichioides[IProteinhScienceXI2009XIbiXIhehYgb 6.3 27

141
ResidueIPhebbcIofItheIhumanYtypeIcorrinoidIadenosyltransferaseISPduOTIenzymeIofIγactobacillusI
reuteriIisIcriticalItoItheIformationIofItheIfourYcoordinateItoSzzTIcorrinoidIsubstrateIandItoItheI
activityIofItheIenzyme[IBiochemistryXI2009XIeiXIdbdiYef

3.2 30

140 tonstructionIandIuseIofInewIcloningIvectorsIforItheIrapidIisolationIofIrecombinantIproteinsIfromI
vscherichiaIcoli[IPlasmidXI2008XIfjXIcdbYh 3.3 107

139 rctinYbindingIcleftIclosureIinImyosinIzzIprobedIbyIsiteYdirectedIspinIlabelingIandIpulsedIvPR[I
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXI2008XIbafXIbcighYhc 11.5 41

138 StructureXImechanismIandIregulationIofIpyruvateIcarboxylase[IBiochemicalhJournalXI2008XIebdXIdgjYih 3.8 299

137 TheIsmallImoleculeItoolISSTYSYTYblebbistatinkInovelIinsightsIofIrelevanceItoImyosinIinhibitorIdesign[I
OrganichandhBiomolecularhChemistryXI2008XIgXIcahgYie 3.9 29

136 StructuralIcharacterizationIofIaIhumanYtypeIcorrinoidIadenosyltransferaseIconfirmsIthatIcoenzymeI
sbcIisIsynthesizedIthroughIaIfourYcoordinateIintermediate[IBiochemistryXI2008XIehXIfhffYgg 3.2 48

135
StructuralIandIfunctionalIcharacterizationIofItheITRzbabItrichotheceneIdYOYacetyltransferaseIfromI
wusariumIsporotrichioidesIandIwusariumIgraminearumkIkineticIinsightsItoIcombatingIwusariumIheadI
blight[IJournalhofhBiologicalhChemistryXI2008XIcidXIbggaYbggj

5.4 71

134 PhosphateIcoordinationIandImovementIofIuNrIinItheITnfIsynapticIcomplexkIroleIofItheISRTYRvβI
motif[INucleichAcidshResearchXI2008XIdgXIfiffYgc 20.1 18

133 StructuralIandIfunctionalIanalysesIofItheIhumanYtypeIcorrinoidIadenosyltransferaseISPduOTIfromI
γactobacillusIreuteri[IBiochemistryXI2007XIegXIbdicjYdg 3.2 29
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132 TheIthreeYdimensionalIcrystalIstructureIofItheIPrpwIproteinIofIShewanellaIoneidensisIcomplexedI
withItransYaconitatekIinsightsIintoIitsIbiologicalIfunction[IProteinhScienceXI2007XIbgXIbcheYie 6.3 18

131 StructuralIcharacterizationIofItheIactiveIsiteIofItheIPduOYtypeIrTPktoSzTrrinoidIadenosyltransferaseI
fromIγactobacillusIreuteri[IJournalhofhBiologicalhChemistryXI2007XIcicXIcfjgYgaf 5.4 53

130 VikbImodulatesImicrotubuleYβardIinteractionsIthroughIaImotorIdomainIthatIlacksIanIactiveIsite[I
CellXI2007XIbciXIbbgbYhc 56.2 72

129 rIstructuralIbasisIforIregulationIofIactinIpolymerizationIbyIpectenotoxins[IJournalhofhMolecularh
BiologyXI2007XIdhbXIjfjYha 6.5 58

128 uomainIarchitectureIofIpyruvateIcarboxylaseXIaIbiotinYdependentImultifunctionalIenzyme[IScienceXI
2007XIdbhXIbahgYj 33.3 106

127 rctinYtargetingInaturalIproductskIstructuresXIpropertiesIandImechanismsIofIaction[ICellularhandh
MolecularhLifehSciencesXI2006XIgdXIcbbjYde 10.3 160

126 trystalIstructureIofIpolymerizationYcompetentIactin[IJournalhofhMolecularhBiologyXI2006XIdgcXIbeaYfa 6.5 38

125 XYrayIstructureIofIputativeIacylYrtPIdesaturaseIuesrcIfromIMycobacteriumItuberculosisIydhRv[I
ProteinhScienceXI2005XIbeXIbfaiYbh 6.3 30

124
vvolutionIofIenzymaticIactivitiesIinItheIorotidineIfRYmonophosphateIdecarboxylaseIsuprafamilykI
enhancingItheIpromiscuousIuYarabinoYhexYdYuloseIgYphosphateIsynthaseIreactionIcatalyzedIbyI
dYketoYγYgulonateIgYphosphateIdecarboxylase[IBiochemistryXI2005XIeeXIbiahYbf

3.2 41

123
vvolutionIofIenzymaticIactivitiesIinItheIorotidineIfRYmonophosphateIdecarboxylaseIsuprafamilykI
structuralIbasisIforIcatalyticIpromiscuityIinIwildYtypeIandIdesignedImutantsIofIdYketoYγYgulonateI
gYphosphateIdecarboxylase[IBiochemistryXI2005XIeeXIbibgYcd

3.2 27

122 uivergentIevolutionIinItheIenolaseIsuperfamilykItheIinterplayIofImechanismIandIspecificity[IArchivesh
ofhBiochemistryhandhBiophysicsXI2005XIeddXIfjYha 4.1 174

121 StructuralIbasisIofIswinholideIrIbindingItoIactin[IChemistryhandhBiologyXI2005XIbcXIcihYjb 58

120 TheIstructuralIbasisIofIblebbistatinIinhibitionIandIspecificityIforImyosinIzz[INaturehStructuralhandh
MolecularhBiologyXI2005XIbcXIdhiYj 17.6 228

119
StructuresIofImicrofilamentIdestabilizingItoxinsIboundItoIactinIprovideIinsightIintoItoxinIdesignI
andIactivity[IProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXI2005XI
bacXIbefchYdc

11.5 80

118 StructuralIandIfunctionalIanalysisIofItetracenomycinIwcIcyclaseIfromIStreptomycesIglaucescens[IrI
typeIzzIpolyketideIcyclase[IJournalhofhBiologicalhChemistryXI2004XIchjXIdhjfgYgd 5.4 42

117 Structure]functionIinsightsIintoITnfItransposition[ICurrenthOpinionhinhStructuralhBiologyXI2004XIbeXIfaYh 8.1 76

116 trystalIstructureIofIgeneIlocusIrtdgbgjjaIfromIrrabidopsisIthaliana[IProteins:hStructurevhFunctionh
andhBioinformaticsXI2004XIfhXIccbYc 4.2 4

115 StructureIofIuYribuloseIfYphosphateIdYepimeraseIfromISynechocystisItoIb[gIrIresolution[IActah
CrystallographicahSectionhD:hBiologicalhCrystallographyXI2004XIgaXIbgihYja 9

(2004-2007)
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114 rbsoluteIstereochemistryIofIulapualideIr[IOrganichLettersXI2004XIgXIfjhYj 6.2 45

113 vvolutionIofIenzymaticIactivityIinItheIenolaseIsuperfamilykIfunctionalIstudiesIofItheIpromiscuousI
oYsuccinylbenzoateIsynthaseIfromIrmycolatopsis[IBiochemistryXI2004XIedXIcceYj 3.2 61

112 vvolutionIofIenzymaticIactivitiesIinItheIenolaseIsuperfamilykIstructureIofIaIsubstrateYligandedI
complexIofItheIγYrlaYu]γYxluIepimeraseIfromIsacillusIsubtilis[IBiochemistryXI2004XIedXIbadhaYi 3.2 25

111
vvolutionIofIenzymaticIactivitiesIinItheIorotidineIfRYmonophosphateIdecarboxylaseIsuprafamilykI
mechanisticIevidenceIforIaIprotonIrelayIsystemIinItheIactiveIsiteIofIdYketoYγYgulonateIgYphosphateI
decarboxylase[IBiochemistryXI2004XIedXIgechYdh

3.2 22

110 vvolutionIofIenzymaticIactivityIinItheIenolaseIsuperfamilykIstructuralIstudiesIofItheIpromiscuousI
oYsuccinylbenzoateIsynthaseIfromIrmycolatopsis[IBiochemistryXI2004XIedXIfhbgYch 3.2 43

109
vvolutionIofIenzymaticIactivitiesIinItheIorotidineIfRYmonophosphateIdecarboxylaseIsuprafamilykI
crystallographicIevidenceIforIaIprotonIrelayIsystemIinItheIactiveIsiteIofIdYketoYγYgulonateI
gYphosphateIdecarboxylase[IBiochemistryXI2004XIedXIgediYeg

3.2 15

108 UnderstandingItheIimportanceIofIproteinIstructureItoInatureRsIroutesIforIdivergentIevolutionIinI
TzMIbarrelIenzymes[IAccountshofhChemicalhResearchXI2004XIdhXIbejYfi 24.3 37

107 MolecularIdynamicsIanalysisIofIstructuralIfactorsIinfluencingIbackIdoorIpiIreleaseIinImyosin[I
BiophysicalhJournalXI2004XIigXIdhjeYiad 2.9 48

106 TheIstructuralIdeterminationIofIanIinsectIsterolIcarrierIproteinYcIwithIaIligandYboundItbgIfattyIacidI
atIb[dfYrIresolution[IJournalhofhBiologicalhChemistryXI2003XIchiXIdjaifYjb 5.4 69

105 TheIstructuralIdeterminationIofIphosphosulfolactateIsynthaseIfromIMethanococcusIjannaschiiIatI
b[hYrIresolutionkIanIenolaseIthatIisInotIanIenolase[IJournalhofhBiologicalhChemistryXI2003XIchiXIefifiYgd 5.4 13

104
siomolecularImimicryIinItheIactinIcytoskeletonkImechanismsIunderlyingItheIcytotoxicityIofI
kabiramideItIandIrelatedImacrolides[IProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaXI2003XIbaaXIbdifbYg

11.5 78

103 ProjectImanagementIsystemIforIstructuralIandIfunctionalIproteomicskISesame[IJournalhofhStructuralh
andhFunctionalhGenomicsXI2003XIeXIbbYcd 80

102 TrisoxazoleImacrolideItoxinsImimicItheIbindingIofIactinYcappingIproteinsItoIactin[INaturehStructuralh
andhMolecularhBiologyXI2003XIbaXIbafiYgd 17.6 134

101
vvolutionIofIenzymaticIactivityIinItheIenolaseIsuperfamilykIstructuralIandImutagenicIstudiesIofItheI
mechanismIofItheIreactionIcatalyzedIbyIoYsuccinylbenzoateIsynthaseIfromIvscherichiaIcoli[I
BiochemistryXI2003XIecXIbeechYdd

3.2 25

100
StructuralIevidenceIforIaIbXcYenediolateIintermediateIinItheIreactionIcatalyzedIbyI
dYketoYγYgulonateIgYphosphateIdecarboxylaseXIaImemberIofItheIorotidineIfRYmonophosphateI
decarboxylaseIsuprafamily[IBiochemistryXI2003XIecXIbcbddYec

3.2 13

99 StructureIandIfunctionIofIenzymesIofItheIγeloirIpathwayIforIgalactoseImetabolism[IJournalhofh
BiologicalhChemistryXI2003XIchiXIediifYi 5.4 342

98 TheIthreeYdimensionalIstructureIofItheIcoreIdomainIofINafIYIfromIrzotobacterIvinelandiiI
determinedIatIb[iYrIresolution[IJournalhofhBiologicalhChemistryXI2003XIchiXIdcbfaYg 5.4 20

97 ProteinIStructureI2003XIbjbYcbi 1
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96 SmallYscaleIbatchIcrystallizationIofIproteinsIrevisitedkIanIunderutilizedIwayItoIgrowIlargeIproteinI
crystals[IStructureXI2002XIbaXIbehYfb 5.2 51

95
PentaerythritolIpropoxylatekIaInewIcrystallizationIagentIandIcryoprotectantIinducesIcrystalIgrowthI
ofIcYmethylcitrateIdehydratase[IActahCrystallographicahSectionhD:hBiologicalhCrystallographyXI2002XI
fiXIdagYj

23

94 TwoYmetalIactiveIsiteIbindingIofIaITnfItransposaseIsynapticIcomplex[INaturehStructuralhBiologyXI
2002XIjXIchiYib 67

93
TheIrTPktoSzTrrinoidIadenosyltransferaseIStobrTIenzymeIofISalmonellaIentericaIrequiresItheIcRYOyI
groupIofIrTPIforIfunctionIandIyieldsIinorganicItriphosphateIasIitsIreactionIbyproduct[IJournalhofh
BiologicalhChemistryXI2002XIchhXIddbchYdb

5.4 28

92
taptureIofIaIlabileIsubstrateIbyIexpulsionIofIwaterImoleculesIfromItheIactiveIsiteIofInicotinateI
mononucleotidekfXgYdimethylbenzimidazoleIphosphoribosyltransferaseIStobTTIfromISalmonellaI
enterica[IJournalhofhBiologicalhChemistryXI2002XIchhXIebbcaYh

5.4 19

91 ThreeYdimensionalIstructureIofItheIγYthreonineYOYdYphosphateIdecarboxylaseIStobuTIenzymeIfromI
SalmonellaIenterica[IBiochemistryXI2002XIebXIehjiYiai 3.2 23

90 StructuralIstudiesIofItheIγYthreonineYOYdYphosphateIdecarboxylaseIStobuTIenzymeIfromI
SalmonellaIentericakItheIapoXIsubstrateXIandIproductYaldimineIcomplexes[IBiochemistryXI2002XIebXIjahjYij3.2 22

89
yomologousISbeta]alphaTiYbarrelIenzymesIthatIcatalyzeIunrelatedIreactionskIorotidineI
fRYmonophosphateIdecarboxylaseIandIdYketoYγYgulonateIgYphosphateIdecarboxylase[IBiochemistryXI
2002XIebXIdigbYj

3.2 61

88 vvidenceIforILunseenLItransposaseYYuNrIcontacts[IJournalhofhMolecularhBiologyXI2002XIdccXIjhbYic 6.5 19

87
StructuralIinvestigationIofItheIbiosynthesisIofIalternativeIlowerIligandsIforIcobamidesIbyInicotinateI
mononucleotidekIfXgYdimethylbenzimidazoleIphosphoribosyltransferaseIfromISalmonellaIenterica[I
JournalhofhBiologicalhChemistryXI2001XIchgXIdhgbcYca

5.4 33

86 vvolutionIofIenzymaticIactivitiesIinItheIenolaseIsuperfamilykIcrystalIstructuresIofItheIγYrlaYu]γYxluI
epimerasesIfromIvscherichiaIcoliIandIsacillusIsubtilis[IBiochemistryXI2001XIeaXIbfhbgYce 3.2 33

85
ThreeYdimensionalIstructureIofIrTPkcorrinoidIadenosyltransferaseIfromISalmonellaItyphimuriumIinI
itsIfreeIstateXIcomplexedIwithIMgrTPXIorIcomplexedIwithIhydroxycobalaminIandIMgrTP[I
BiochemistryXI2001XIeaXIdgbYhe

3.2 63

84 vvolutionIofIenzymaticIactivitiesIinItheIenolaseIsuperfamilykIidentificationIofItheIgeneralIacidI
catalystIinItheIactiveIsiteIofIuYglucarateIdehydrataseIfromIvscherichiaIcoli[IBiochemistryXI2001XIeaXIbaafeYgc3.2 25

83 XYrayIstructuresIofItheIapoIandIMgrTPYboundIstatesIofIuictyosteliumIdiscoideumImyosinImotorI
domain[IJournalhofhBiologicalhChemistryXI2000XIchfXIdiejeYj 5.4 105

82
rnalysisIofItheIadenosylcobinamideIkinase]adenosylcobinamideYphosphateIguanylyltransferaseI
StobUTIenzymeIofISalmonellaItyphimuriumIγTc[IzdentificationIofIresidueIyisYegIasItheIsiteIofI
guanylylation[IJournalhofhBiologicalhChemistryXI2000XIchfXIchfhgYig

5.4 24

81 XYrayIstructuresIofItheIuictyosteliumIdiscoideumImyosinImotorIdomainIwithIsixInonYnucleotideI
analogs[IJournalhofhBiologicalhChemistryXI2000XIchfXIdjiYeai 5.4 40

80 ThreeYdimensionalIstructureIofItheITnfIsynapticIcomplexItranspositionIintermediate[IScienceXI2000XI
cijXIhhYif 33.3 329

79
vvolutionIofIenzymaticIactivitiesIinItheIenolaseIsuperfamilykIcrystallographicIandImutagenesisI
studiesIofItheIreactionIcatalyzedIbyIuYglucarateIdehydrataseIfromIvscherichiaIcoli[IBiochemistryXI
2000XIdjXIefjaYgac

3.2 43

(2000-2002)
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78
vvolutionIofIenzymaticIactivityIinItheIenolaseIsuperfamilykIstructureIofIoYsuccinylbenzoateI
synthaseIfromIvscherichiaIcoliIinIcomplexIwithIMgcVIandIoYsuccinylbenzoate[IBiochemistryXI2000XI
djXIbaggcYhg

3.2 66

77 ThreeYdimensionalIstructureIofIescherichiaIcoliIasparagineIsynthetaseIskIrIshortIjourneyIfromI
substrateItoIproduct[IBiochemistryXI2000XIdjXIhdda 3.2 5

76 TheIthreeYdimensionalIstructureIofIaITnfItransposaseYrelatedIproteinIdeterminedItoIc[jYrI
resolution[IJournalhofhBiologicalhChemistryXI1999XIcheXIbbjaeYbd 5.4 65

75 TheIstructureIofIcarbamoylIphosphateIsynthetaseIdeterminedItoIc[bIrIresolution[IActah
CrystallographicahSectionhD:hBiologicalhCrystallographyXI1999XIffXIiYce 66

74 thannelIgateKITensionXIleakIandIdisclosure[IStructureXI1999XIhXIRjjYbad 5.2 41

73 ThreeYdimensionalIstructureIofIvscherichiaIcoliIasparagineIsynthetaseIskIaIshortIjourneyIfromI
substrateItoIproduct[IBiochemistryXI1999XIdiXIbgbegYfh 3.2 163

72
TheIthreeYdimensionalIstructuresIofInicotinateImononucleotidekfXgYIdimethylbenzimidazoleI
phosphoribosyltransferaseIStobTTIfromISalmonellaItyphimuriumIcomplexedIwithI
fXgYdimethybenzimidazoleIandIitsIreactionIproductsIdeterminedItoIb[jIrIresolution[IBiochemistryXI
1999XIdiXIbgbcfYdf

3.2 34

71
ThreeYdimensionalIstructureIofIadenosylcobinamideIkinase]adenosylcobinamideIphosphateI
guanylyltransferaseIStobUTIcomplexedIwithIxMPkIevidenceIforIaIsubstrateYinducedItransferaseI
activeIsite[IBiochemistryXI1999XIdiXIbcjjfYdaaf

3.2 27

70 TnfkIrImolecularIwindowIonItransposition[IBiochemicalhandhBiophysicalhResearchhCommunicationsXI
1999XIcggXIhcjYde 3.4 49

69 vvolutionIofIenzymaticIactivitiesIinItheIenolaseIsuperfamilykIcrystalIstructureIofISuTYglucarateI
dehydrataseIfromIPseudomonasIputida[IBiochemistryXI1998XIdhXIbedfiYgi 3.2 34

68 XYrayIcrystalIstructureIofItheIyeastIβardImotorIdomainIcomplexedIwithIMg[ruPItoIc[dIrIresolution[I
BiochemistryXI1998XIdhXIbhgjYhg 3.2 91

67
ThreeYdimensionalIstructureIofIadenosylcobinamideIkinase]adenosylcobinamideIphosphateI
guanylyltransferaseIfromISalmonellaItyphimuriumIdeterminedItoIc[dIrIresolutionX[IBiochemistryXI
1998XIdhXIhgigYjf

3.2 36

66 StructureIofItheIbisSMgcVTYrTPYoxalateIcomplexIofItheIrabbitImuscleIpyruvateIkinaseIatIc[bIrI
resolutionkIrTPIbindingIoverIaIbarrel[IBiochemistryXI1998XIdhXIgcehYff 3.2 116

65 [bc]IReductiveIalkylationIofIlysineIresiduesItoIalterIcrystallizationIpropertiesIofIproteins[IMethodsh
inhEnzymologyXI1997XIchgXIbhbYbhj 1.7 109

64 StructureIofIcarbamoylIphosphateIsynthetasekIaIjourneyIofIjgIrIfromIsubstrateItoIproduct[I
BiochemistryXI1997XIdgXIgdafYbg 3.2 302

63
StructuralIanalysisIofItheIybggxIsiteYdirectedImutantIofIgalactoseYbYphosphateIuridylyltransferaseI
complexedIwithIeitherIUuPYglucoseIorIUuPYgalactosekIdetailedIdescriptionIofItheInucleotideIsugarI
bindingIsite[IBiochemistryXI1997XIdgXIbcbcYcc

3.2 57

62 XYrayIstructuresIofItheIMgruPXIMgrTPgammaSXIandIMgrMPPNPIcomplexesIofItheIuictyosteliumI
discoideumImyosinImotorIdomain[IBiochemistryXI1997XIdgXIbbgbjYci 3.2 188

61
γigandYinducedIdomainImovementIinIpyruvateIkinasekIstructureIofItheIenzymeIfromIrabbitImuscleI
withIMgcVXIβVXIandIγYphospholactateIatIc[hIrIresolution[IArchiveshofhBiochemistryhandhBiophysicsXI
1997XIdefXIbjjYcag

4.1 74
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60
XYrayIcrystalIstructureIandIsolutionIfluorescenceIcharacterizationIofI
Mg[cRSdRTYOYSNYmethylanthraniloylTInucleotidesIboundItoItheIuictyosteliumIdiscoideumImyosinI
motorIdomain[IJournalhofhMolecularhBiologyXI1997XIcheXIdjeYeah

6.5 48

59 StructureIofItheIbetaIcIhomodimerIofIbacterialIluciferaseIfromIVibrioIharveyikIXYrayIanalysisIofIaI
kineticIproteinIfoldingItrap[IProteinhScienceXI1997XIgXIbdYcd 6.3 24

58 StructuralIstudiesIonImyosinIzzkIcommunicationIbetweenIdistantIproteinIdomains[IBioEssaysXI1997XI
bjXIfgbYj 4.1 45

57
rIcarboxylateIoxygenIofItheIsubstrateIbridgesItheImagnesiumIionsIatItheIactiveIsiteIofIenolasekI
structureIofItheIyeastIenzymeIcomplexedIwithItheIequilibriumImixtureIofIcYphosphoglycerateIandI
phosphoenolpyruvateIatIb[iIrIresolution[IBiochemistryXI1996XIdfXIedejYfi

3.2 136

56 XYrayIstructureIofItheImagnesiumSzzT[ruP[vanadateIcomplexIofItheIuictyosteliumIdiscoideumI
myosinImotorIdomainItoIb[jIrIresolution[IBiochemistryXI1996XIdfXIfeaeYbh 3.2 504

55 TheIenolaseIsuperfamilykIaIgeneralIstrategyIforIenzymeYcatalyzedIabstractionIofItheIalphaYprotonsI
ofIcarboxylicIacids[IBiochemistryXI1996XIdfXIbgeijYfab 3.2 301

54 TheIstructureIofInucleotidylatedIhistidineYbggIofIgalactoseYbYphosphateIuridylyltransferaseI
providesIinsightIintoIphosphorylIgroupItransfer[IBiochemistryXI1996XIdfXIbbfgaYj 3.2 76

53 StructuralIandImechanisticIstudiesIofIenolase[ICurrenthOpinionhinhStructuralhBiologyXI1996XIgXIhdgYed 8.1 71

52 TheIb[fYrIresolutionIcrystalIstructureIofIbacterialIluciferaseIinIlowIsaltIconditions[IJournalhofh
BiologicalhChemistryXI1996XIchbXIcbjfgYgi 5.4 99

51 βinesinIandImyosinkImolecularImotorsIwithIsimilarIengines[IStructureXI1996XIeXIfabYe 5.2 30

50 tonservationIwithinItheImyosinImotorIdomainkIimplicationsIforIstructureIandIfunction[IStructureXI
1996XIeXIjgjYih 5.2 201

49 MutationsIinIeitherItheIessentialIorIregulatoryIlightIchainsIofImyosinIareIassociatedIwithIaIrareI
myopathyIinIhumanIheartIandIskeletalImuscle[INaturehGeneticsXI1996XIbdXIgdYj 36.3 502

48 TheIstructuralIbasisIofItheImyosinIrTPaseIactivity[IJournalhofhBiologicalhChemistryXI1996XIchbXIbfifaYd 5.4 104

47 ThreeYdimensionalIstructureIofIgalactoseYbYphosphateIuridylyltransferaseIfromIvscherichiaIcoliIatI
b[iIrIresolution[IBiochemistryXI1995XIdeXIbbaejYgb 3.2 86

46 XYrayIstructureIofItheImagnesiumSzzTYpyrophosphateIcomplexIofItheItruncatedIheadIofI
uictyosteliumIdiscoideumImyosinItoIc[hIrIresolution[IBiochemistryXI1995XIdeXIijhdYib 3.2 88

45 XYrayIstructuresIofItheImyosinImotorIdomainIofIuictyosteliumIdiscoideumIcomplexedIwithI
MgruP[sewxIandIMgruP[rlweY[IBiochemistryXI1995XIdeXIijgaYhc 3.2 631

44 StructureIofIbacterialIluciferase[ICurrenthOpinionhinhStructuralhBiologyXI1995XIfXIhjiYiaj 8.1 56

43 OctahedralIcoordinationIatItheIhighYaffinityImetalIsiteIinIenolasekIcrystallographicIanalysisIofItheI
MgzzYYenzymeIcomplexIfromIyeastIatIb[jIrIresolution[IBiochemistryXI1995XIdeXIedcfYda 3.2 49

(1995-1997)
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42 xalactoseYbYphosphateIuridylyltransferaseIfromIvscherichiaIcoliXIaIzincIandIironImetalloenzyme[I
BiochemistryXI1995XIdeXIfgbaYh 3.2 29

41 ThreeYdimensionalIstructureIofIbacterialIluciferaseIfromIVibrioIharveyiIatIc[eIrIresolution[I
BiochemistryXI1995XIdeXIgfibYg 3.2 102

40 TheIthreeYdimensionalIstructureIofIaImolecularImotor[ITrendshinhBiochemicalhSciencesXI1994XIbjXIbcjYde 10.3 77

39 StructureIofIrabbitImuscleIpyruvateIkinaseIcomplexedIwithIMncVXIβVXIandIpyruvate[IBiochemistryXI
1994XIddXIgdabYj 3.2 205

38 PreliminaryIXYrayIcrystallographicIanalysisIofIbiotinIcarboxylaseIisolatedIfromIvscherichiaIcoli[I
JournalhofhMolecularhBiologyXI1994XIcdfXIdghYj 6.5 1

37
thelationIofIserineIdjItoIMgcVIlatchesIaIgateIatItheIactiveIsiteIofIenolasekIstructureIofItheI
bisSMgcVTIcomplexIofIyeastIenolaseIandItheIintermediateIanalogIphosphonoacetohydroxamateIatI
c[bYrIresolution[IBiochemistryXI1994XIddXIjdddYec

3.2 106

36 ThreeYdimensionalIstructureIofItheImuscleIfattyYacidYbindingIproteinIisolatedIfromItheIdesertI
locustISchistocercaIgregaria[IBiochemistryXI1994XIddXIbcdhiYif 3.2 52

35 ThreeYdimensionalIstructureIofItheIbiotinIcarboxylaseIsubunitIofIacetylYtorIcarboxylase[I
BiochemistryXI1994XIddXIbacejYfg 3.2 185

34 MolecularIstructureIofItheIoxidizedIhighYpotentialIironYsulfurIproteinIisolatedIfromI
vctothiorhodospiraIvacuolata[IBiochemistryXI1994XIddXIcehgYid 3.2 64

33 MolecularIstructureIofIkanamycinInucleotidyltransferaseIdeterminedItoId[aYrIresolution[I
BiochemistryXI1993XIdcXIbbjhhYie 3.2 89

32 StructuralIconsequencesIofIreductiveImethylationIofIlysineIresiduesIinIhenIeggIwhiteIlysozymekIanI
XYrayIanalysisIatIb[iYrIresolution[IBiochemistryXI1993XIdcXIjifbYi 3.2 111

31 MolecularIstructureIofItheIoxidizedXIrecombinantXIheterocystI[cweYcS]IferredoxinIfromIrnabaenaI
hbcaIdeterminedItoIb[hYrIresolution[IBiochemistryXI1993XIdcXIghiiYjd 3.2 89

30 βineticIcharacterizationIofIreductivelyImethylatedImyosinIsubfragmentIb[IBiochemistryXI1993XIdcXIjifjYgf3.2 39

29 MyosinIsubfragmentYbkIstructureIandIfunctionIofIaImolecularImotor[ICurrenthOpinionhinhStructuralh
BiologyXI1993XIdXIjeeYjfc 8.1 20

28 ThreeYdimensionalIatomicImodelIofIwYactinIdecoratedIwithIuictyosteliumImyosinISb[INatureXI1993XI
dgeXIbhbYe 50.4 292

27 trystallizationIandIpreliminaryIcrystallographicIanalysisIofIaIthermostableImutantIofIkanamycinI
nucleotidyltransferase[IArchiveshofhBiochemistryhandhBiophysicsXI1992XIcjfXIbYe 4.1 3

26 XYrayIstructureIdeterminationIofItelokinXItheItYterminalIdomainIofImyosinIlightIchainIkinaseXIatIc[iI
rIresolution[IJournalhofhMolecularhBiologyXI1992XIcchXIieaYfb 6.5 143

25
ThreeYdimensionalIstructureIofItheIhighYpotentialIironYsulfurIproteinIisolatedIfromItheIpurpleI
phototrophicIbacteriumIRhodocyclusItenuisIdeterminedIandIrefinedIatIb[fIrIresolution[IJournalhofh
MolecularhBiologyXI1992XIcciXIghcYig

6.5 95
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24 TheImolecularIstructureIofIUuPYgalactoseIeYepimeraseIfromIvscherichiaIcoliIdeterminedIatIc[fIrI
resolution[IProteins:hStructurevhFunctionhandhBioinformaticsXI1992XIbcXIdhcYib 4.2 92

23 znsideIpolyomavirusIatIcfYrIresolution[INatureXI1992XIdffXIgfcYe 50.4 94

22
TheIisolationXIpurificationXIandIpreliminaryIcrystallographicIcharacterizationIofI
UuPYgalactoseYeYepimeraseIfromIvscherichiaIcoli[IProteins:hStructurevhFunctionhandhBioinformaticsXI
1991XIjXIbdfYec

4.2 15

21 trystallizationIandIpreliminaryIanalysisIofIenzymeYsubstrateIcomplexesIofIpyruvateIkinaseIfromI
rabbitImuscle[IProteins:hStructurevhFunctionhandhBioinformaticsXI1991XIbbXIbfdYh 4.2 7

20 trystallizationIandIpreliminaryIanalysisIofItelokinXItheItYterminalIdomainIofImyosinIlightIchainI
kinase[IJournalhofhMolecularhBiologyXI1991XIcbhXIgcbYd 6.5 3

19 MolecularIstructureIofIanIapolipoproteinIdeterminedIatIc[fYrIresolution[IBiochemistryXI1991XIdaXIgadYi 3.2 251

18
TwoYdimensionalImagnetizationIexchangeIspectroscopyIofIrnabaenaIhbcaIferredoxin[INuclearI
OverhauserIeffectIandIelectronIselfYexchangeIcrossIpeaksIfromIaminoIacidIresiduesIsurroundingI
theIcweYcSUIcluster[IBiochemistryXI1991XIdaXIhdgdYi

3.2 48

17 trystallizationIandIstructureIdeterminationItoIc[fYrIresolutionIofItheIoxidizedI[cweYcS]IferredoxinI
isolatedIfromIrnabaenaIhbca[IBiochemistryXI1991XIdaXIebcgYdb 3.2 178

16 TrimethylleadIacetatekIaIfirstYchoiceIheavyIatomIderivativeIforIproteinIcrystallography[IArchiveshofh
BiochemistryhandhBiophysicsXI1991XIcjbXIbihYje 4.1 18

15 MolecularIstructureIofIcytochromeIccIisolatedIfromIRhodobacterIcapsulatusIdeterminedIatIc[fIrI
resolution[IJournalhofhMolecularhBiologyXI1991XIccaXIghdYif 6.5 89

14 thapterIcaIPapovaviridae[IPerspectiveshinhMedicalhVirologyXI1987XIdXIddfYdei

13 trystallizationIandIpreliminaryIanalysisIofIcrystalsIofIcytochromeIccIfromIRhodopseudomonasI
capsulata[IJournalhofhMolecularhBiologyXI1987XIbjfXIccjYdb 6.5 13

12 uiffractionImethodsIforIbiologicalImacromolecules[ITreatmentIandImanipulationIofIcrystals[I
MethodshinhEnzymologyXI1985XIbbeXIbdgYea 1.7 7

11 rIsystematicImethodIforIaligningIdoubleYfocusingImirrors[IMethodshinhEnzymologyXI1985XIbbeXIdbgYcj 1.7 10

10 PackingIanalysisIofIcrystallineImyosinIsubfragmentYb[IzmplicationsIforItheIsizeIandIshapeIofItheI
myosinIhead[IJournalhofhMolecularhBiologyXI1985XIbibXIeihYfab 6.5 61

9
rIuescriptionIofItheITechniquesIandIrpplicationIofIMolecularIReplacementIUsedItoIuetermineItheI
StructureIofIPolyomaIVirusItapsidIatIcc[fIˆ�IResolution[IActahCrystallographicahSectionhB:hStructuralh
ScienceXI1983XIdjXIfafYfbg

9

8
trystalIstructureIofI
cXcXeXeXgYpentafluoroYgY[NYSlXcXeXdXfYtrithiadiazolYbYylideneTamino]cyclotriphosphazeneXI
SdNcNPdNdwf[IJournalhofhthehChemicalhSocietyhDaltonhTransactionsXI1982XIiid

4

7 StructureIofIsouthernIbeanImosaicIvirusIatIc[iIrIresolution[INatureXI1980XIcigXIddYj 50.4 386

(1980-1992)
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6 TheIstructureIofIsouthernIbeanImosaicIvirusIatIfIrIresolution[IVirologyXI1978XIifXIbihYjh 3.6 21

5 trystallineIcowpeaIchloroticImottleIvirus[IJournalhofhUltrastructurehResearchXI1977XIgbXIceaYc 5

4 trystalIstructureIofIcXeXgXiXjXbaYhexamethylYcXeXgXiXjXbaYhexaboraYadamantane[IJournalhofhtheh
ChemicalhSocietyhDaltonhTransactionsXI1977XIbdg 14

3
ReactionsIofItetrasulphurItetranitrideIwithIhalides[IPartIVz[ITheIpreparationIandIstructureIofI
cyclopentathiazeniumIpentachloroSphosphorylIchlorideTstannateSzVT[IJournalhofhthehChemicalh
SocietyhDaltonhTransactionsXI1976XIjci

13

2 TheIstructureIofIsouthernIbeanImosaicIvirusIatIcc[fIaIresolution[IVirologyXI1976XIhfXIdjeYeaa 3.6 54

1 TheIstructureIofIthiodithiazylIchlorodisulphateXISdNcScOgtlIandIitsIpreparationIfromIthiodithiazylI
monochlorideXISdNctl[IInorganichandhNuclearhChemistryhLettersXI1974XIbaXIgehYgfe 51
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