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assembly[IProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXI2015XI
bbcXIvdiagYbf

11.5 34

92 vvolutionIofIenzymaticIactivitiesIinItheIenolaseIsuperfamilykIcrystalIstructureIofISuTYglucarateI
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ProteinhScienceXI2005XIbeXIbfaiYbh 6.3 30

85
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EnvironmentalhMicrobiologyXI2011XIhhXIbbgcYha

4.8 29
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groupIofIrTPIforIfunctionIandIyieldsIinorganicItriphosphateIasIitsIreactionIbyproduct[IJournalhofh
BiologicalhChemistryXI2002XIchhXIddbchYdb

5.4 28

77 StructuralIandIfunctionalIcharacterizationIofITRzdItrichotheceneIbfYOYacetyltransferaseIfromI
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