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k Paper IF Citations

212 SuccessfulLManipulationLofLtheLzutLMicrobiomeLtoLTreatLSpontaneousLandLInducedLMurineLModelsL
ofLvolitisL2022YLdYLfhlZfjg 0

211
κournalLofLRenalLNutritionLPrebioticLsupplementationLinLkidneyLtransplantLrecipientsLforLpreventingL
infectionsLandLgastrointestinalLupsetmLaLrandomizedLcontrolledLfeasibilityLstudyaaLJournalbofbRenalb
NutritionYL2022YL

3 1

210 SecretedLNyZ˛”uLsuppressiveLmicrobialLmetabolitesLmodulateLgutLinflammationaaLCellbReportsYL2022YL
flYLddcigi 10.6 3

209 SecretedLToxinsLyromLStrainsLIsolatedLyromLKeratinocyteLSkinLvancersLMediateLProZtumorigenicL
InflammatoryLResponsesLinLtheLSkinaaLFrontiersbinbMicrobiologyYL2021YLdeYLjklcge 5.7 1

208 IsLaLyundamentalLwesignLvhangeLforLzastrointestinalLxndoscopesLRequiredraLJournalbofbClinicalb
GastroenterologyYL2021YLhhYLedZeg 3 1

207 SmallLIntestinalLuacterialLOvergrowthLinLyunctionalLwyspepsiamLtLSystematicLReviewLandL
MetaZtnalysisaLAmericanbJournalbofbGastroenterologyYL2021YLddiYLlfhZlge 0.7 12

206 PregnantLwomenLwhoLdevelopLpreeclampsiaLhaveLlowerLabundanceLofLtheLbutyrateZproducerL
voprococcusLinLtheirLgutLmicrobiotaaLPregnancybHypertensionYL2021YLefYLeddZedl 2.6 9

205 MicrobiomeZimmuneLinteractionsLinLtuberculosisaLPLoSbPathogensYL2021YLdjYLedcclfjj 7.6 8

204 yromLtrashLtoLgoldmLgastrointestinalLmicrobiomeLresearchLinLpatientsLwithLfunctionalL
gastrointestinalLdisordersaLJournalbofbInvestigativebMedicineYL2021YLilYLjlfZjlh 2.9

203 WheatZbasedLfoodLformLhasLaLgreaterLeffectLthanLamyloseLcontentLonLfermentationLoutcomesLandL
microbialLcommunityLshiftsLinLanLinLvitroLfermentationLmodelaLFoodbHydrocolloidsYL2021YLddgYLdcihic 10.6 3

202 NovelLstrainZlevelLresolutionLofLvrohnSsLdiseaseLmucosaZassociatedLmicrobiotaLviaLanLexLvivoL
combinationLofLmicrobeLcultureLandLmetagenomicLsequencingaLISMEbJournalYL2021YLdhYLffeiZfffk 11.9 7

201 xlucidationLofLProteusLmirabilisLasLaLKeyLuacteriumLinLvrohnSsLwiseaseLInflammationaL
GastroenterologyYL2021YLdicYLfdjZffcaedd 13.3 17

200 vhemoradiationLtherapyLchangesLoralLmicrobiomeLandLmetabolomicLprofilesLinLpatientsLwithLoralL
cavityLcancerLandLoropharyngealLcanceraLHeadbandbNeckYL2021YLgfYLdhedZdhfg 4.2 3

199 vharacteristicsLofLtheLgastrointestinalLmicrobiotaLinLpairedLliveLkidneyLdonorsLandLrecipientsaL
NephrologyYL2021YLeiYLgjdZgjk 2.2 2

198 voncomitantLIrritableLuowelLSyndromeLwoesLNotLInfluenceLtheLResponseLtoLtntimicrobialLTherapyL
inLPatientsLwithLyunctionalLwyspepsiaaLDigestivebDiseasesbandbSciencesYL2021YLd 4 5

197 wraftLzenomeLSequenceLofLStreptococcusLsalivariusLtzIRtcccfYLIsolatedLfromLyunctionalL
zastrointestinalLwisorderLwuodenalLTissueaLMicrobiologybResourcebAnnouncementsYL2021YLdcYLeccjhked 1.3 1

196 MethaneLpositiveLsmallLintestinalLbacterialLovergrowthLinLinflammatoryLbowelLdiseaseLandLirritableL
bowelLsyndromemLtLsystematicLreviewLandLmetaZanalysisaLGutbMicrobesYL2021YLdfYLdlfffdf 8.8 9
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195 speciesLenrichedLinLtheLoralLcavityLofLpatientsLwithLRtLareLaLsourceLofLpeptidoglycanZpolysaccharideL
polymersLthatLcanLinduceLarthritisLinLmiceaLAnnalsbofbthebRheumaticbDiseasesYL2021YLkcYLhjfZhkd 2.4 6

194 vhronicL’ighZyatLwietLInducesLxarlyLuarrettSsLxsophagusLinLMiceLthroughLLipidomeLRemodelingaL
BiomoleculesYL2020YLdcYL 5.9 5

193
wuodenalLbacterialLloadLasLdeterminedLbyLquantitativeLpolymeraseLchainLreactionLinLasymptomaticL
controlsYLfunctionalLgastrointestinalLdisordersLandLinflammatoryLbowelLdiseaseaLAlimentaryb
PharmacologybandbTherapeuticsYL2020YLheYLdhhZdij

6.1 15

192 ’ighLamyloseLwheatLstarchLstructuresLdisplayLuniqueLfermentabilityLcharacteristicsYLmicrobialL
communityLshiftsLandLenzymeLdegradationLprofilesaLFoodbandbFunctionYL2020YLddYLhifhZhigi 6.1 19

191 TargetingLtheLzutLMicrobiomeLasLaLTreatmentLforLPrimaryLSclerosingLvholangitismLtLvonceptionalL
yrameworkaLAmericanbJournalbofbGastroenterologyYL2020YLddhYLkdgZkee 0.7 25

190 uileLacidsLassociateLwithLspecificLgutLmicrobiotaYLlowZlevelLalcoholLconsumptionLandLliverLfibrosisLinL
patientsLwithLnonZalcoholicLfattyLliverLdiseaseaLLiverbInternationalYL2020YLgcYLdfhiZdfih 7.9 19

189 ’elminthsYLpolyparasitismYLandLtheLgutLmicrobiomeLinLtheLPhilippinesaLInternationalbJournalbforb
ParasitologyYL2020YLhcYLedjZeeh 4.3 7

188 SmallLIntestinalLuacterialLOvergrowthLinLIrritableLuowelLSyndromemLtLSystematicLReviewLandL
MetaZtnalysisLofLvaseZvontrolLStudiesaLAmericanbJournalbofbGastroenterologyYL2020YLddhYLdlcZecd 0.7 51

187 SecretomeLvomponentsLfromLyaecalibacteriumLprausnitziiLStrainsLteZdihLandLt’MPedLModulateL
vutaneousLWoundLInflammationaLJournalbofbInvestigativebDermatologyYL2020YLdgcYLefdeZefdhaei 4.3 4

186 fermentationLoutcomesLofLarabinoxylanLandLgalactoxyloglucanLdependLonLfecalLinoculumLmoreL
thanLsubstrateLchemistryaLFoodbandbFunctionYL2020YLddYLjkleZjlcg 6.1 10

185
ShotgunLmetagenomicsLrevealsLanLenrichmentLofLpotentiallyLcrossZreactiveLbacterialLepitopesLinL
ankylosingLspondylitisLpatientsYLasLwellLasLtheLeffectsLofLTNyiLtherapyLuponLmicrobiomeL
compositionaLAnnalsbofbthebRheumaticbDiseasesYL2020YLjlYLdfeZdgc

2.4 47

184 TransplantLassociatedLinfectionsZTheLroleLofLtheLgastrointestinalLmicrobiotaLandLpotentialL
therapeuticLoptionsaLNephrologyYL2020YLehYLhZdf 2.2 10

183 wietaryLintakeLinfluencesLgutLmicrobiotaLdevelopmentLofLhealthyLtustralianLchildrenLfromLtheLageL
ofLoneLtoLtwoLyearsaLScientificbReportsYL2019YLlYLdegji 4.9 17

182 TheLxffectsLofLwietaryLPatternLduringLIntensifiedLTrainingLonLStoolLMicrobiotaLofLxliteLRaceLWalkersaL
NutrientsYL2019YLddYL 6.7 37

181 ProbioticsLforLtheLPreventionLofLzestationalLwiabetesLMellitusLinLOverweightLandLObeseLWomenmL
yindingsLyromLtheLSPRINzLwoubleZulindLRandomizedLvontrolledLTrialaLDiabetesbCareYL2019YLgeYLfigZfjd 14.6 69

180 tnalysisLofLtheLxffectsLofLwietaryLPatternLonLtheLOralLMicrobiomeLofLxliteLxnduranceLtthletesaL
NutrientsYL2019YLddYL 6.7 35

179
PkfjLTheLcommonLfoodLadditivesLsodiumLsulfiteLandLpolysorbateLkcLhaveLaLprofoundLinhibitoryL
effectLonLtheLcommensalYLantiZinflammatoryLbacteriumLyaecalibacteriumLprausnitziimLtheLxNIzMtL
studyaLJournalbofbCrohnisbandbColitisYL2019YLdfYLShgeZShgf

1.5 0

178 SystematicLreviewLwithLmetaZanalysismLtheLprevalenceLofLsmallLintestinalLbacterialLovergrowthLinL
inflammatoryLbowelLdiseaseaLAlimentarybPharmacologybandbTherapeuticsYL2019YLglYLiegZifh 6.1 39
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177 xffectsLofLtntibioticLTherapyLinLPrimaryLSclerosingLvholangitisLwithLandLwithoutLInflammatoryL
uowelLwiseasemLtLSystematicLReviewLandLMetaZtnalysisaLSeminarsbinbLiverbDiseaseYL2019YLflYLgfeZggd 7.3 20

176
PkglLUreaseZpositiveLproteobacteriaLinLvrohnâ��sLdiseaseLidentifiedLbyLnovelLexLvivoLmucosalLmicrobeL
cultureLcombinedLwithLmetagenomicLsequencingLTMvZMzSUmLtheLxNIzMtLstudyaLJournalbofbCrohnisb
andbColitisYL2019YLdfYLShgkZShgl

1.5 0

175
InfectiousLvomplicationsLyollowingLKidneyLTransplantationZtLyocusLonL’epatitisLvLInfectionYL
vytomegalovirusLInfectionLandLNovelLwevelopmentsLinLtheLzutLMicrobiotaaLMedicinabkLithuanialYL
2019YLhhYL

3.1 5

174 wysbiosisLofLtheLwuodenalLMucosalLMicrobiotaLIsLtssociatedLWithLIncreasedLSmallLIntestinalL
PermeabilityLinLvhronicLLiverLwiseaseaLClinicalbandbTranslationalbGastroenterologyYL2019YLdcYLecccik 4.2 9

173 PkfgLProteusLisLaLkeyLcandidateLinLtheLpathogenesisLofLvrohnâ��sLdiseasemLmucosaYLstoolLgenomicsL
andLfunctionalLanalysismLtheLxNIzMtLstudyaLJournalbofbCrohnisbandbColitisYL2019YLdfYLShgdZShgd 1.5 1

172 MicrobiotaLandLuodyLvompositionLwuringLtheLPeriodLofLvomplementaryLyeedingaLJournalbofb
PediatricbGastroenterologybandbNutritionYL2019YLilYLjeiZjfe 2.8 4

171 ureastfeedingmLaLkeyLmodulatorLofLgutLmicrobiotaLcharacteristicsLinLlateLinfancyaLJournalbofb
DevelopmentalbOriginsbofbHealthbandbDiseaseYL2019YLdcYLeciZedf 2.4 11

170 VitaminLwLandLtheLgutLmicrobiomemLaLsystematicLreviewLofLinLvivoLstudiesaLEuropeanbJournalbofb
NutritionYL2019YLhkYLeklhZeldc 5.2 69

169 zrowthLandLproteinZrichLfoodLintakeLinLinfancyLisLassociatedLwithLfatZfreeLmassLindexLatLeZfLyearsLofL
ageaLJournalbofbPaediatricsbandbChildbHealthYL2018YLhgYLjjcZjjh 1.3 2

168 PlasmacytoidLdendriticLcellsLprotectLfromLviralLbronchiolitisLandLasthmaLthroughLsemaphorinL
gaZmediatedLTLregLexpansionaLJournalbofbExperimentalbMedicineYL2018YLedhYLhfjZhhj 16.6 45

167 MaleZspecificLtssociationLuetweenLyatZyreeLMassLIndexLandLyecalLMicrobiotaLinLeZLtoLfZYearZOldL
tustralianLvhildrenaLJournalbofbPediatricbGastroenterologybandbNutritionYL2018YLiiYLdgjZdhd 2.8 9

166 vultureZLandLmetagenomicsZenabledLanalysesLofLtheLMethanosphaeraLgenusLrevealsLtheirL
monophyleticLoriginLandLdifferentiationLaccordingLtoLgenomeLsizeaLISMEbJournalYL2018YLdeYLelgeZelhf 11.9 9

165
t’zcclcLisLaLzeneticallyLTractableLuacteriumLandLProducesLaLSecretedLPeptidicLuioactiveLthatL
SuppressesLNuclearLyactorLKappaLuLtctivationLinL’umanLzutLxpithelialLvellsaLFrontiersbinb
ImmunologyYL2018YLlYLjlc

8.4 10

164 tLVegetarianLwietLIsLaLMajorLweterminantLofLzutLMicrobiotaLvompositionLinLxarlyLPregnancyaL
NutrientsYL2018YLdcYL 6.7 50

163 wietaryLfiberLinterventionLonLgutLmicrobiotaLcompositionLinLhealthyLadultsmLaLsystematicLreviewLandL
metaZanalysisaLAmericanbJournalbofbClinicalbNutritionYL2018YLdcjYLlihZlkf 7 228

162 TheLPerformanceLofLanLOralLMicrobiomeLuiomarkerLPanelLinLPredictingLOralLvavityLandL
OropharyngealLvancersaLFrontiersbinbCellularbandbInfectionbMicrobiologyYL2018YLkYLeij 5.9 54

161 ProteusLsppaLasLPutativeLzastrointestinalLPathogensaLClinicalbMicrobiologybReviewsYL2018YLfdYL 34 51

160 LowLdietaryLfiberLintakeLincreasesLvollinsellaLabundanceLinLtheLgutLmicrobiotaLofLoverweightLandL
obeseLpregnantLwomenaLGutbMicrobesYL2018YLlYLdklZecd 8.8 113
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159 zastroduodenalLNwysbiosisNmLaLNewLvlinicalLxntityaLCurrentbTreatmentbOptionsbinbGastroenterologyYL
2018YLdiYLhldZicg 2.5 15

158 tLNaturalL’istoryLofLtctinicLKeratosisLandLvutaneousLSquamousLvellLvarcinomaLMicrobiomesaLMBioYL
2018YLlYL 7.8 14

157 InfluenceLofLcigaretteLsmokingLonLtheLhumanLduodenalLmucosaZassociatedLmicrobiotaaLMicrobiomeYL
2018YLiYLdhc 16.6 37

156 yoodLStarchLStructureLImpactsLzutLMicrobiomeLvompositionaLMSphereYL2018YLfYL 5 72

155 wietLandLtheLMicrobiomeaLGastroenterologybClinicsbofbNorthbAmericaYL2017YLgiYLglZic 4.4 18

154 wyspepsiaLandLtheLmicrobiomemLtimeLtoLfocusLonLtheLsmallLintestineaLGutYL2017YLiiYLddikZddil 19.2 100

153 tntibioticLtreatmentLatLdeliveryLshapesLtheLinitialLoralLmicrobiomeLinLneonatesaLScientificbReportsYL
2017YLjYLgfgkd 4.9 52

152 vontributionsLofLtheLmaternalLoralLandLgutLmicrobiomeLtoLplacentalLmicrobialLcolonizationLinL
overweightLandLobeseLpregnantLwomenaLScientificbReportsYL2017YLjYLekic 4.9 82

151
wevelopmentLofLMultiwellZPlateLMethodsLUsingLPureLvulturesLofLMethanogensLToLIdentifyLNewL
InhibitorsLforLSuppressingLRuminantLMethaneLxmissionsaLAppliedbandbEnvironmentalbMicrobiologyYL
2017YLkfYL

4.8 11

150 TheLgutLbacteriumLandLpathobiontLuacteroidesLvulgatusLactivatesLNyZ˛”uLinLaLhumanLgutLepithelialL
cellLlineLinLaLstrainLandLgrowthLphaseLdependentLmanneraLAnaerobeYL2017YLgjYLeclZedj 2.8 40

149 IsLThereLaLLinkLuetweenL’aLPyloriLandLtheLxpidemiologyLofLvrohnSsLwiseaseraLDigestivebDiseasesbandb
SciencesYL2017YLieYLegjeZegkc 4 8

148 TranslatingLourLmicrobiomeLintoLmedicineaLMedicalbJournalbofbAustraliaYL2017YLeciYLekjZekk 4

147 TheLsalivaLmicrobiomeLprofilesLareLminimallyLaffectedLbyLcollectionLmethodLorLwNtLextractionL
protocolsaLScientificbReportsYL2017YLjYLkhef 4.9 62

146 LifeLinLtheLsmallLintestinemLtheLforgottenLmicrobiomeraLMicrobiologybAustraliaYL2017YLfkYLddi 0.8

145 xmergingLpathogenicLlinksLbetweenLmicrobiotaLandLtheLgutZlungLaxisaLNaturebReviewsbMicrobiologyYL
2017YLdhYLhhZif 22.2 579

144 PathophysiologyLofLyunctionalLzastrointestinalLwisordersmLtL’olisticLOverviewaLDigestivebDiseasesYL
2017YLfhLSupplLdYLhZdf 3.2 69

143 SystematicLReviewLandLMetaZtnalysismLPrevalenceLofLSmallLIntestinalLuacterialLOvergrowthLinL
vhronicLLiverLwiseaseaLSeminarsbinbLiverbDiseaseYL2017YLfjYLfkkZgcc 7.3 34

142 OralLMicrobiomemLtLNewLuiomarkerLReservoirLforLOralLandLOropharyngealLvancersaLTheranosticsYL
2017YLjYLgfdfZgfed 12.1 60

(2017-2018)
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141 NewLInsightsLintoLtheLwiversityLofLtheLzenusaLFrontiersbinbMicrobiologyYL2017YLkYLdjlc 5.7 30

140 zeneLandLgenomeZcentricLanalysesLofLkoalaLandLwombatLfecalLmicrobiomesLpointLtoLmetabolicL
specializationLforLdigestionaLPeerJYL2017YLhYLegcjh 3.1 16

139 MethaneLmattersmLfromLblueZtingedLmoosYLtoLboozyLroosYLandLtheLhealthLofLhumansLtooaLAnimalb
FrontiersYL2016YLiYLdhZed 5.5 1

138 IncreasedLSystolicLandLwiastolicLuloodLPressureLIsLtssociatedLWithLtlteredLzutLMicrobiotaL
vompositionLandLuutyrateLProductionLinLxarlyLPregnancyaLHypertensionYL2016YLikYLljgZkd 8.5 183

137
vharacterisationLofLtheLgastrointestinalLmucosaZassociatedLmicrobiotamLaLnovelLtechniqueLtoL
preventLcrossZcontaminationLduringLendoscopicLproceduresaLAlimentarybPharmacologybandb
TherapeuticsYL2016YLgfYLddkiZli

6.1 48

136 wairyLandLplantLbasedLfoodLintakesLareLassociatedLwithLalteredLfaecalLmicrobiotaLinLeLtoLfLyearLoldL
tustralianLchildrenaLScientificbReportsYL2016YLiYLfefkh 4.9 41

135 SynbioticsLxasingLRenalLyailureLbyLImprovingLzutLMicrobiologyLTSYNxRzYUmLtLRandomizedLTrialaL
ClinicalbJournalbofbthebAmericanbSocietybofbNephrology:bCJASNYL2016YLddYLeefZfd 6.9 194

134 tnLTtntiUZInflammatoryLMicrobiotamLwefiningLtheLRoleLinLInflammatoryLuowelLwiseaseraLDigestiveb
DiseasesYL2016YLfgYLigZjd 3.2 12

133 TowardsLanLintegratedLunderstandingLofLtheLtherapeuticLutilityLofLexclusiveLenteralLnutritionLinLtheL
treatmentLofLvrohnSsLdiseaseaLFoodbandbFunctionYL2016YLjYLdjgdZhd 6.1 14

132 MicrobialLbiofilmsLassociatedLwithLintravascularLcatheterZrelatedLbloodstreamLinfectionsLinLadultL
intensiveLcareLpatientsaLEuropeanbJournalbofbClinicalbMicrobiologybandbInfectiousbDiseasesYL2016YLfhYLecdZh5.3 8

131 MothersLSecretorLStatusLtffectsLwevelopmentLofLvhildrensLMicrobiotaLvompositionLandLyunctionmL
tLPilotLStudyaLPLoSbONEYL2016YLddYLecdidedd 3.7 47

130 zenomicLcharacterizationLofLtheLunculturedLuacteroidalesLfamilyLSegZjLinhabitingLtheLgutsLofL
homeothermicLanimalsaLMicrobiomeYL2016YLgYLfi 16.6 322

129 xxploringLtheLuioactiveLLandscapeLofLtheLzutLMicrobiotaLtoLIdentifyLMetabolitesLUnderpinningL
’umanL’ealthL2016YLglZke

128 LettermLinvestigatingLtheLintestinalLmucosaZassociatedLmicrobiotaLZLrelevanceLandLpotentialLpitfallsaL
tuthorsSLreplyaLAlimentarybPharmacologybandbTherapeuticsYL2016YLggYLigkZl 6.1

127 wifferencesLdownZundermLalcoholZfueledLmethanogenesisLbyLarchaeaLpresentLinLtustralianL
macropodidsaLISMEbJournalYL2016YLdcYLefjiZkk 11.9 20

126 vonnectionsLuetweenLtheLzutLMicrobiomeLandLMetabolicL’ormonesLinLxarlyLPregnancyLinL
OverweightLandLObeseLWomenaLDiabetesYL2016YLihYLeedgZef 0.9 153

125
iffLTheLRelativeLtbundancesLofLworeaLandLyaecalibacteriumLsppaLinLtheLMucosaLtssociatedL
MicrobiomeLofLNewlyLwiagnosedLvhildrenLWithLvrohnSsLwiseaseLtreLwifferentiallyLtffectedLbyL
xxclusiveLxnteralLNutritionaLGastroenterologyYL2016YLdhcYLSdfeZSdff

13.3 2

124 TheLMicrobiomeLinLObesityYLwiabetesYLandLNtyLwmLWhatLisLYourLzutLTellingLUsraLCurrentbHepatologyb
ReportsYL2016YLdhYLliZdce 1 4
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123 InflammasomeLsignalingLaffectsLanxietyZLandLdepressiveZlikeLbehaviorLandLgutLmicrobiomeL
compositionaLMolecularbPsychiatryYL2016YLedYLjljZkch 15.1 268

122
tssociationLbetweenLspecificLmucosaZassociatedLmicrobiotaLinLvrohnSsLdiseaseLatLtheLtimeLofL
resectionLandLsubsequentLdiseaseLrecurrencemLaLpilotLstudyaLJournalbofbGastroenterologybandb
HepatologybkAustralialYL2015YLfcYLeikZjk

4 103

121 IsolationLofLzeneticallyLTractableLMostZWantedLuacteriaLbyLMetaparentalLMatingaLScientificbReportsYL
2015YLhYLdfeke 4.9 16

120 tscitesLbacterialLburdenLandLimmuneLcellLprofileLareLassociatedLwithLpoorLclinicalLoutcomesLinLtheL
absenceLofLovertLinfectionaLPLoSbONEYL2015YLdcYLecdecige 3.7 25

119 MicrobialLdiversityLonLintravascularLcathetersLfromLpaediatricLpatientsaLEuropeanbJournalbofbClinicalb
MicrobiologybandbInfectiousbDiseasesYL2015YLfgYLegifZjc 5.3 2

118 MethaneLmattersLinLanimalsLandLmanmLfromLbeginningLtoLendaLMicrobiologybAustraliaYL2015YLfiYLg 0.8

117 tLPhylogenomicLtnalysisLofLtheLuacterialLPhylumLyibrobacteresaLFrontiersbinbMicrobiologyYL2015YLiYLdgil 5.7 48

116
tnalysisLofLtheLbovineLrumenLmicrobiomeLrevealsLaLdiversityLofLSusZlikeLpolysaccharideLutilizationL
lociLfromLtheLbacterialLphylumLuacteroidetesaLJournalbofbIndustrialbMicrobiologybandbBiotechnologyYL
2014YLgdYLicdZi

4.2 23

115 MolecularLinvestigationLofLbacterialLcommunitiesLonLintravascularLcathetersmLnoLlongerLjustL
StaphylococcusaLEuropeanbJournalbofbClinicalbMicrobiologybandbInfectiousbDiseasesYL2014YLffYLddklZlk 5.3 20

114 LettermLinverseLcorrelationLbetweenL’elicobacterLpyloriLandLobesityLZLaLconclusionLtooLearlyrL
tuthorsSLreplyaLAlimentarybPharmacologybandbTherapeuticsYL2014YLgcYLddec 6.1

113 SYNbioticsLxasingLRenalLfailureLbyLimprovingLzutLmicrobiologYLTSYNxRzYUmLaLprotocolLofL
placeboZcontrolledLrandomisedLcrossZoverLtrialaLBMCbNephrologyYL2014YLdhYLdci 2.7 34

112 RumenLcellulosomicsmLdivergentLfiberZdegradingLstrategiesLrevealedLbyLcomparativeLgenomeZwideL
analysisLofLsixLruminococcalLstrainsaLPLoSbONEYL2014YLlYLelleed 3.7 55

111 zenomicLencyclopediaLofLbacteriaLandLarchaeamLsequencingLaLmyriadLofLtypeLstrainsaLPLoSbBiologyYL
2014YLdeYLedccdlec 9.7 146

110 wevelopmentLofLaLphylogeneticLmicroarrayLforLcomprehensiveLanalysisLofLruminalLbacterialL
communitiesaLJournalbofbAppliedbMicrobiologyYL2014YLddjYLlglZic 4.7 8

109 ZtPZjcLgenotypeLdisruptsLtheLrelationshipLbetweenLmicrobiotaLandLhostYLleadingLtoL
spondyloarthritisLandLileitisLinLSKzLmiceaLArthritisbandbRheumatologyYL2014YLiiYLejkcZle 9.5 115

108 ReviewLarticlemLtssociationsLbetweenL’elicobacterLpyloriLandLobesityZZanLecologicalLstudyaL
AlimentarybPharmacologybandbTherapeuticsYL2014YLgcYLegZfd 6.1 65

107 InvestigationLofLaLnewLacetogenLisolatedLfromLanLenrichmentLofLtheLtammarLwallabyLforestomachaL
BMCbMicrobiologyYL2014YLdgYLfdg 4.5 22

106 TheLsymbioticLrumenLmicrobiomeLandLcattleLperformancemLaLbriefLreviewaLAnimalbProductionbScienceYL
2013YLhfYLkji 1.4 12

(2013-2016)
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105 MolecularLinvestigationLofLbacterialLcommunitiesLonLtheLinnerLandLouterLsurfacesLofLperipheralL
venousLcathetersaLEuropeanbJournalbofbClinicalbMicrobiologybandbInfectiousbDiseasesYL2013YLfeYLdckfZlc 5.3 16

104 LookingLlargeYLtoLmakeLmoreYLoutLofLgutLmetagenomicsaLCurrentbOpinionbinbMicrobiologyYL2013YLdiYLifcZh 7.9 6

103 uacterialLcensusLofLpoultryLintestinalLmicrobiomeaLPoultrybScienceYL2013YLleYLijdZkf 3.9 245

102 IdentificationLofLmetabolicallyLactiveLproteobacterialLandLarchaealLcommunitiesLinLtheLrumenLbyL
wNtZLandLRNtZderivedLdiSLrRNtLgeneaLJournalbofbAppliedbMicrobiologyYL2013YLddhYLiggZhf 4.7 31

101 wraftLzenomeLSequenceLofLxnterococcusLfaecalisLPvdadYLaLvandidateLProbioticLStrainLIsolatedLfromL
’umanLyecesaLGenomebAnnouncementsYL2013YLdYL 9

100 zenomeLSequenceLofLStenotrophomonasLmaltophiliaLStrainLtUdeZclYLIsolatedLfromLanL
IntravascularLvatheteraLGenomebAnnouncementsYL2013YLdYL 9

99
xxtendingLtheLcellulosomeLparadigmmLtheLmodularLvlostridiumLthermocellumLcellulosomalLserpinL
PintLisLaLbroadZspectrumLinhibitorLofLsubtilisinZlikeLproteasesaLAppliedbandbEnvironmentalb
MicrobiologyYL2013YLjlYLidjfZh

4.8 9

98 ImpactLofLethnicityYLgeographyYLandLdiseaseLonLtheLmicrobiotaLinLhealthLandLinflammatoryLbowelL
diseaseaLInflammatorybBowelbDiseasesYL2013YLdlYLelciZdk 4.5 59

97 MetagenomicLinsightsLintoLtheLcarbohydrateZactiveLenzymesLcarriedLbyLtheLmicroorganismsL
adheringLtoLsolidLdigestaLinLtheLrumenLofLcowsaLPLoSbONEYL2013YLkYLejkhcj 3.7 68

96
ShiftsLinLmicrobialLcommunityLstructureLofLgranularLandLliquidLbiomassLinLresponseLtoLchangesLtoL
infeedLandLdigesterLdesignLinLanaerobicLdigestersLreceivingLfoodZprocessingLwastesaLBioresourceb
TechnologyYL2012YLdcjYLdfhZgf

11 40

95 vharacterizationLofLtheLgastrointestinalLmicrobiotaLinLhealthLandLinflammatoryLbowelLdiseaseaL
InflammatorybBowelbDiseasesYL2012YLdkYLfjeZlc 4.5 79

94 PersistenceLofLresistanceLtoLerythromycinLandLtetracyclineLinLswineLmanureLduringLsimulatedL
compostingLandLlagoonLtreatmentsaLMicrobialbEcologyYL2012YLifYLfeZgc 4.4 60

93 xffectsLofLfeedingLfiberZfermentingLbacteriaLtoLpigsLonLnutrientLdigestionYLfecalLoutputYLandLplasmaL
energyLmetabolitesaLJournalbofbAnimalbScienceYL2012YLlcYLgcecZj 0.7 14

92 zenomeLsequenceLofLStaphylococcusLepidermidisLstrainLtUdeZcfYLisolatedLfromLanLintravascularL
catheteraLJournalbofbBacteriologyYL2012YLdlgYLiifl 3.5 2

91
TwoLSuswZlikeLproteinsLencodedLwithinLaLpolysaccharideLutilizationLlocusLofLanLunculturedLruminantL
uacteroidetesLphylotypeLbindLstronglyLtoLcelluloseaLAppliedbandbEnvironmentalbMicrobiologyYL2012YL
jkYLhlfhZj

4.8 26

90 wraftLgenomeLsequenceLofLTreponemaLspaLstrainLκvgYLaLnovelLspirocheteLisolatedLfromLtheLbovineL
rumenaLJournalbofbBacteriologyYL2012YLdlgYLgdfc 3.5 18

89
QuantitativeLanalysisLofLintestinalLbacterialLpopulationsLfromLtermLinfantsLfedLformulaL
supplementedLwithLfructoZoligosaccharidesaLJournalbofbPediatricbGastroenterologybandbNutritionYL
2012YLhhYLfdgZec

2.8 18

88 MetagenomicsLofLtheLSvalbardLreindeerLrumenLmicrobiomeLrevealsLabundanceLofLpolysaccharideL
utilizationLlociaLPLoSbONEYL2012YLjYLefkhjd 3.7 130

Mark Morrison
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87 SequenceZuasedLvharacterizationLofLMicrobiomesLbyLSerialLtnalysisLofLRibosomalLSequenceLTagsL
TStRSTUL2011YLeihZejf 0

86 xxploringLrumenLmethanogenLgenomesLtoLidentifyLtargetsLforLmethaneLmitigationLstrategiesaL
AnimalbFeedbSciencebandbTechnologyYL2011YLdiiZdijYLihZjh 3 31

85 IsolationLofLSuccinivibrionaceaeLimplicatedLinLlowLmethaneLemissionsLfromLTammarLwallabiesaL
ScienceYL2011YLfffYLigiZk 33.3 119

84 xvaluationLofLdifferentLpartialLdiSLrRNtLgeneLsequenceLregionsLforLphylogeneticLanalysisLofL
microbiomesaLJournalbofbMicrobiologicalbMethodsYL2011YLkgYLkdZj 2.8 224

83 StatusLofLtheLphylogeneticLdiversityLcensusLofLruminalLmicrobiomesaLFEMSbMicrobiologybEcologyYL
2011YLjiYLglZif 4.3 226

82 TaxonomicLmetagenomeLsequenceLassignmentLwithLstructuredLoutputLmodelsaLNaturebMethodsYL
2011YLkYLdldZe 21.6 161

81 MuramidasesLfoundLinLtheLforegutLmicrobiomeLofLtheLTammarLwallabyLcanLdirectLcellLaggregationL
andLbiofilmLformationaLISMEbJournalYL2011YLhYLfgdZhc 11.9 7

80 NumericalLecologyLvalidatesLaLbiogeographicalLdistributionLandLgenderZbasedLeffectLonL
mucosaZassociatedLbacteriaLalongLtheLhumanLcolonaLISMEbJournalYL2011YLhYLkcdZl 11.9 63

79 ’ighZyieldLandLphylogeneticallyLrobustLmethodsLofLwNtLrecoveryLforLanalysisLofLmicrobialLbiofilmsL
adherentLtoLplantLbiomassLinLtheLherbivoreLgutaLMicrobialbEcologyYL2011YLidYLggkZhg 4.4 22

78 TheLeffectsLfromLwNtLextractionLmethodsLonLtheLevaluationLofLmicrobialLdiversityLassociatedLwithL
humanLcolonicLtissueaLMicrobialbEcologyYL2011YLidYLfhfZie 4.4 47

77 PhylogeneticLdiversityLofLbacterialLcommunitiesLinLbovineLrumenLasLaffectedLbyLdietsLandL
microenvironmentsaLFoliabMicrobiologicaYL2011YLhiYLghfZk 2.8 29

76 ’ighlightingLnewLphylogeneticLspecificitiesLofLvrohnSsLdiseaseLmicrobiotaaLInflammatorybBowelb
DiseasesYL2011YLdjYLdkhZle 4.5 191

75 tLmetaZanalysisLofLtheLmicrobialLdiversityLobservedLinLanaerobicLdigestersaLBioresourcebTechnologyYL
2011YLdceYLfjfcZl 11 328

74 wraftLgenomeLsequenceLofLTuricibacterLsanguinisLPvlclYLisolatedLfromLhumanLfecesaLJournalbofb
BacteriologyYL2011YLdlfYLdekkZl 3.5 43

73 wraftLgenomeLsequenceLofLuacteroidesLvulgatusLPvhdcYLaLstrainLisolatedLfromLhumanLfecesaLJournalb
ofbBacteriologyYL2011YLdlfYLgcehZi 3.5 10

72 StrategyLforLmodularLtaggedLhighZthroughputLampliconLsequencingaLAppliedbandbEnvironmentalb
MicrobiologyYL2011YLjjYLifdcZe 4.8 19

71 PopulationsLofLselectLculturedLandLunculturedLbacteriaLinLtheLrumenLofLsheepLandLtheLeffectLofL
dietsLandLruminalLfractionsaLInternationalbJournalbofbMicrobiologyYL2011YLecddYLjhcidf 3.6 43

70
uiochemicalLcharacterizationLandLrelativeLexpressionLlevelsLofLmultipleLcarbohydrateLesterasesLofL
theLxylanolyticLrumenLbacteriumLPrevotellaLruminicolaLefLgrownLonLanLesterZenrichedLsubstrateaL
AppliedbandbEnvironmentalbMicrobiologyYL2011YLjjYLhijdZkd

4.8 42

(2011-2011)
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69 xvaluationLofLsubsamplingZbasedLnormalizationLstrategiesLforLtaggedLhighZthroughputLsequencingL
dataLsetsLfromLgutLmicrobiomesaLAppliedbandbEnvironmentalbMicrobiologyYL2011YLjjYLkjlhZk 4.8 80

68 OverestimationLofLtheLabundanceLofLsulfateZreducingLbacteriaLinLhumanLfecesLbyLquantitativeLPvRL
targetingLtheLwesulfovibrioLdiSLrRNtLgeneaLAppliedbandbEnvironmentalbMicrobiologyYL2011YLjjYLfhggZi 4.8 30

67 SelectionLandLSequencingLofLStrainsLasLReferencesLforL’umanLMicrobiomeLStudiesL2011YLjlZlc

66
tdaptationLtoLherbivoryLbyLtheLTammarLwallabyLincludesLbacterialLandLglycosideLhydrolaseLprofilesL
differentLfromLotherLherbivoresaLProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedb
StatesbofbAmericaYL2010YLdcjYLdgjlfZk

11.5 163

65 yunctionalLgeneLanalysisLsuggestsLdifferentLacetogenLpopulationsLinLtheLbovineLrumenLandLtammarL
wallabyLforestomachaLAppliedbandbEnvironmentalbMicrobiologyYL2010YLjiYLjjkhZlh 4.8 89

64 TheLyibRumuaLdatabasemLaLresourceLforLbiologistsLwithLinterestsLinLgastrointestinalLmicrobialL
ecologyYLplantLbiomassLdegradationYLandLanaerobicLmicrobiologyaLMicrobialbEcologyYL2010YLhlYLedeZf 4.4 12

63 OccurrenceLandLpersistenceLofLerythromycinLresistanceLgenesLTermULandLtetracyclineLresistanceL
genesLTtetULinLwasteLtreatmentLsystemsLonLswineLfarmsaLMicrobialbEcologyYL2010YLicYLgjlZki 4.4 68

62 vomparativeLgenomeLanalysisLofLPrevotellaLruminicolaLandLPrevotellaLbryantiimLinsightsLintoLtheirL
environmentalLnicheaLMicrobialbEcologyYL2010YLicYLjedZl 4.4 192

61 wysbiosisLofLfecalLmicrobiotaLinLvrohnSsLdiseaseLpatientsLasLrevealedLbyLaLcustomLphylogeneticL
microarrayaLInflammatorybBowelbDiseasesYL2010YLdiYLecfgZge 4.5 250

60 RecentLdevelopmentsLinLnucleicLacidLbasedLtechniquesLforLuseLinLrumenLmanipulationaLRevistab
BrasileirabDebZootecniaYL2009YLfkYLfgdZfhd 1.2 5

59 vommunityLcompositionLandLdensityLofLmethanogensLinLtheLforegutLofLtheLTammarLwallabyL
TMacropusLeugeniiUaLAppliedbandbEnvironmentalbMicrobiologyYL2009YLjhYLehlkZice 4.8 51

58 tnLefficientLRNtLextractionLmethodLforLestimatingLgutLmicrobialLdiversityLbyLpolymeraseLchainL
reactionaLCurrentbMicrobiologyYL2009YLhkYLgigZjd 2.4 37

57 PlantLbiomassLdegradationLbyLgutLmicrobiomesmLmoreLofLtheLsameLorLsomethingLnewraLCurrentb
OpinionbinbBiotechnologyYL2009YLecYLfhkZif 11.4 90

56 RumenLciliatedLprotozoaLdecreaseLgenerationLtimeLandLadjustLdkSLribosomalLwNtLcopiesLtoLadaptL
toLdecreasedLtransferLintervalYLstarvationYLandLmonensinaLJournalbofbDairybScienceYL2009YLleYLehiZil 4 37

55 SelectedLantimicrobialLresistanceLduringLcompostingLofLmanureLfromLcattleLadministeredL
subZtherapeuticLantimicrobialsaLJournalbofbEnvironmentalbQualityYL2009YLfkYLhijZjh 3.4 60

54
xvaluationsLofLdifferentLhypervariableLregionsLofLarchaealLdiSLrRNtLgenesLinLprofilingLofL
methanogensLbyLtrchaeaZspecificLPvRLandLdenaturingLgradientLgelLelectrophoresisaLAppliedbandb
EnvironmentalbMicrobiologyYL2008YLjgYLkklZlf

4.8 125

53 vellLsurfaceLenzymeLattachmentLisLmediatedLbyLfamilyLfjLcarbohydrateZbindingLmodulesYLuniqueLtoL
RuminococcusLalbusaLJournalbofbBacteriologyYL2008YLdlcYLkeecZe 3.5 41

52
zenomicLdifferencesLbetweenLyibrobacterLsuccinogenesLSkhLandLyibrobacterLintestinalisLwRjYL
identifiedLbyLsuppressionLsubtractiveLhybridizationaLAppliedbandbEnvironmentalbMicrobiologyYL2008YL
jgYLlkjZlf

4.8 10
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51
TechnicalLnotemLOccurrenceLinLfecalLmicrobiotaLofLgenesLconferringLresistanceLtoLbothL
macrolideZlincosamideZstreptograminLuLandLtetracyclinesLconcomitantLwithLfeedingLofLbeefLcattleL
withLtylosinaLJournalbofbAnimalbScienceYL2008YLkiYLefkhZld

0.7 26

50 xlectricityLgenerationLfromLcelluloseLbyLrumenLmicroorganismsLinLmicrobialLfuelLcellsaLBiotechnologyb
andbBioengineeringYL2007YLljYLdflkZgcj 4.9 188

49
wevelopmentLandLapplicationLofLrealZtimeLPvRLassaysLforLquantificationLofLermLgenesLconferringL
resistanceLtoLmacrolidesZlincosamidesZstreptograminLuLinLlivestockLmanureLandLmanureL
managementLsystemsaLAppliedbandbEnvironmentalbMicrobiologyYL2007YLjfYLggcjZdi

4.8 192

48 RuminalLnitrogenLmetabolismmLperspectivesLforLintegrationLofLmicrobiologyLandLnutritionLforLdairyaL
JournalbofbDairybScienceYL2007YLlcLSupplLdYLxdZdi 4 152

47 TheLvertebrateLanimalLgutLinLcontextLrLmicrobiomesYLmetagenomesLandLmethaneaLMicrobiologyb
AustraliaYL2007YLekYLdcj 0.8 3

46
ImprovedLserialLanalysisLofLVdLribosomalLsequenceLtagsLTStRSTZVdULprovidesLaLrapidYL
comprehensiveYLsequenceZbasedLcharacterizationLofLbacterialLdiversityLandLcommunityL
compositionaLEnvironmentalbMicrobiologyYL2006YLkYLicfZdd

5.2 39

45 TheLfunctionalLrepertoireLofLprokaryoteLcellulosomesLincludesLtheLserpinLsuperfamilyLofLserineL
proteinaseLinhibitorsaLMolecularbMicrobiologyYL2006YLicYLdfggZhg 4.1 42

44 RumenLMicrobialLzenomicsL2005YLfglZfhh 1

43
NovelLmicrobialLdiversityLadherentLtoLplantLbiomassLinLtheLherbivoreLgastrointestinalLtractYLasL
revealedLbyLribosomalLintergenicLspacerLanalysisLandLrrsLgeneLsequencingaLEnvironmentalb
MicrobiologyYL2005YLjYLhfcZgf

5.2 141

42 TheLRuminococcusLalbusLpiltdZpilteLlocusmLexpressionLandLputativeLroleLofLtwoLadjacentLpilLgenesLinL
pilusLformationLandLbacterialLadhesionLtoLcelluloseaLMicrobiologybkUnitedbKingdomlYL2005YLdhdYLdeldZl 2.9 32

41 wevelopmentLandLapplicationLofLrealZtimeLPvRLassaysLforLquantificationLofLgenesLencodingL
tetracyclineLresistanceaLAppliedbandbEnvironmentalbMicrobiologyYL2005YLjdYLileiZff 4.8 140

40
NovelLmolecularLfeaturesLofLtheLfibrolyticLintestinalLbacteriumLyibrobacterLintestinalisLnotLsharedL
withLyibrobacterLsuccinogenesLasLdeterminedLbyLsuppressiveLsubtractiveLhybridizationaLJournalbofb
BacteriologyYL2005YLdkjYLfjflZhd

3.5 43

39 MetagenomicLanalysisLofLtheLmicrobiomesLinLruminantsLandLotherLherbivoresL2005YLeclZeec 3

38
RuminococcusLalbusLkLmutantsLdefectiveLinLcelluloseLdegradationLareLdeficientLinLtwoLprocessiveL
endocellulasesYLvelgktLandLvelluYLbothLofLwhichLpossessLaLnovelLmodularLarchitectureaLJournalbofb
BacteriologyYL2004YLdkiYLdfiZgh

3.5 74

37
StrainZspecificLgenomicLregionsLofLRuminococcusLflavefaciensLywZdLasLrevealedLbyLcombinatorialL
randomZphaseLgenomeLsequencingLandLsuppressiveLsubtractiveLhybridizationaLEnvironmentalb
MicrobiologyYL2004YLiYLffhZgi

5.2 19

36 tLnovelLfamilyLofLcarbohydrateZbindingLmodulesLidentifiedLwithLRuminococcusLalbusLproteinsaLFEBSb
LettersYL2004YLhiiYLddZi 3.8 44

35
vomparisonsLofLdifferentLhypervariableLregionsLofLrrsLgenesLforLuseLinLfingerprintingLofLmicrobialL
communitiesLbyLPvRZdenaturingLgradientLgelLelectrophoresisaLAppliedbandbEnvironmentalb
MicrobiologyYL2004YLjcYLgkccZi

4.8 387

34 wevelopmentLofLanLassayLtoLquantifyLrumenLciliateLprotozoalLbiomassLinLcowsLusingLrealZtimeLPvRaL
JournalbofbNutritionYL2004YLdfgYLffjkZkg 4.1 245

(2004-2008)
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33 ImprovedLextractionLofLPvRZqualityLcommunityLwNtLfromLdigestaLandLfecalLsamplesaLBioTechniquesYL
2004YLfiYLkckZde 2.5 990

32 PhenylaceticLandLphenylpropionicLacidsLdoLnotLaffectLxylanLdegradationLbyLRuminococcusLalbusaL
AppliedbandbEnvironmentalbMicrobiologyYL2003YLilYLilhgZk 4.8 11

31 TechnicalLnotemLSpecificLPvRLamplificationLofLprotozoalLdkSLrwNtLsequencesLfromLwNtLextractedL
fromLruminalLsamplesLofLcowsaLJournalbofbAnimalbScienceYL2003YLkdYLkdeZh 0.7 43

30 OpportunitiesLtoLimproveLfiberLdegradationLinLtheLrumenmLmicrobiologyYLecologyYLandLgenomicsaL
FEMSbMicrobiologybReviewsYL2003YLejYLiifZlf 15.1 284

29
TheLglutamineLsynthetaseLofLPrevotellaLbryantiiLuTdUgLisLaLfamilyLIIILenzymeLTzlnNULandLglutamineL
supportsLgrowthLofLmutantsLlackingLglutamateLdehydrogenaseLactivityaLFEMSbMicrobiologybLettersYL
2003YLeelYLdhZed

2.9 7

28 NoLevidenceLforLpersistentLenterovirusLinfectionLinLcattleLwithLendZstageLidiopathicLdilatedL
cardiomyopathyaLResearchbinbVeterinarybScienceYL2003YLjhYLegdZg 2.5 1

27 wisplacementLofLxscherichiaLcoliLOdhjm’jLfromLrumenLmediumLcontainingLprebioticLsugarsaLAppliedb
andbEnvironmentalbMicrobiologyYL2002YLikYLhdlZeg 4.8 29

26 SubcellularLdistributionLofLglycanasesLandLrelatedLcomponentsLinLRuminococcusLalbusLSYfLandLtheirL
roleLinLcellLadhesionLtoLcelluloseaLJournalbofbAppliedbMicrobiologyYL2001YLldYLijjZkh 4.7 14

25 InvitedLreviewmLadhesionLmechanismsLofLrumenLcellulolyticLbacteriaaLJournalbofbDairybScienceYL2001YL
kgYLdelgZfcl 4 190

24 zenomicLandLProteomicLtnalysisLofLMicrobialLyunctionLinLtheLzastrointestinalLTractLofLRuminantsLZL
ReviewLZaLAsianpAustralasianbJournalbofbAnimalbSciencesYL2001YLdgYLkkcZkkg 2.4 2

23 tdhesionLtoLcelluloseLbyLRuminococcusLalbusmLaLcombinationLofLcellulosomesLandLPilZproteinsraL
FEMSbMicrobiologybLettersYL2000YLdkhYLdclZdh 2.9 82

22 tdhesionLtoLcelluloseLbyLRuminococcusLalbusmLaLcombinationLofLcellulosomesLandLPilZproteinsraL
FEMSbMicrobiologybLettersYL2000YLdkhYLdclZddh 2.9 14

21 xffectLofLsoybeanLhullsYLsoyLlecithinYLandLsoapstockLmixturesLonLruminalLfermentationLandLmilkL
compositionLinLdairyLcowsaLJournalbofbDairybScienceYL1998YLkdYLgieZjc 4 18

20
tdherenceLofLtheLgramZpositiveLbacteriumLRuminococcusLalbusLtoLcelluloseLandLidentificationLofLaL
novelLformLofLcelluloseZbindingLproteinLwhichLbelongsLtoLtheLPilLfamilyLofLproteinsaLJournalbofb
BacteriologyYL1998YLdkcYLhledZj

3.5 53

19 uiosynthesisLofLNitrogenZvontainingLvompoundsL1997YLgegZgil 2

18 zrowthLinhibitionLofLbyLprotamineaLFEMSbMicrobiologybLettersYL1997YLdhcYLkdZkk 2.9 4

17
uiochemicalLandLmutationalLanalysisLofLaLgingipainZlikeLpeptidaseLactivityLfromLPrevotellaL
ruminicolaLuTdUgLandLitsLroleLinLammoniaLproductionLbyLruminalLbacteriaaLAppliedbandbEnvironmentalb
MicrobiologyYL1997YLifYLijcZh

4.8 9

16 zlutamateLdehydrogenaseLactivityLprofilesLforLtypeLstrainsLofLruminalLPrevotellaLsppaLAppliedbandb
EnvironmentalbMicrobiologyYL1997YLifYLffdgZj 4.8 12
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15 TheLimpactLofLfeedingLcondensedLdistillersLbyproductsLonLrumenLmicrobiologyLandLmetabolismaL
AnimalbFeedbSciencebandbTechnologyYL1996YLidYLefhZegh 3 19

14 woLruminalLbacteriaLexchangeLgeneticLmaterialraLJournalbofbDairybScienceYL1996YLjlYLdgjiZki 4 20

13
TheLNtwTPU’ZutilizingLglutamateLdehydrogenaseLofLuacteroidesLthetaiotaomicronLbelongsLtoL
enzymeLfamilyLIYLandLitsLactivityLisLaffectedLbyLtransZactingLgeneTsULpositionedLdownstreamLofLgdhtaL
JournalbofbBacteriologyYL1996YLdjkYLjedeZec

3.5 13

12 NitrogenLmetabolismLbyLruminalLmicroorganismsmLcurrentLunderstandingLandLfutureLperspectivesaL
AustralianbJournalbofbAgriculturalbResearchYL1996YLgjYLeej 35

11
TheLNtwTPU’ZdependentLglutamateLdehydrogenaseLactivitiesLofLPrevotellaLruminicolaLuTdUgLcanLbeL
attributedLtoLoneLenzymeLTzdhtUYLandLgdhtLexpressionLisLregulatedLinLresponseLtoLtheLnitrogenL
sourceLavailableLforLgrowthaLAppliedbandbEnvironmentalbMicrobiologyYL1996YLieYLfkeiZff

4.8 19

10
tlterationLofLsupplementLnitrogenmSulphurLratioLbyLincreasingLsulphateLsupplementationLaffectsL
theLrateLratherLthanLtheLextentLofLfibreLdegradationLinLcattleLfedLaLmaturedLtropicalLgrassLhayaL
JournalbofbthebSciencebofbFoodbandbAgricultureYL1994YLihYLgglZghh

4.3

9
TheLrestrictionLendonucleaseLRflyIIYLisolatedLfromLRuminococcusLflavefaciensLywZdYLrecognizesLtheL
sequenceLhSZtzTtvTZfSYLandLisLinhibitedLbyLsiteZspecificLadenineLmethylationaLFEMSbMicrobiologyb
LettersYL1994YLdeeYLdkdZh

2.9 7

8 PartialLpurificationLandLcharacterizationLofLRalkIYLaLclassZIISLrestrictionLendonucleaseLfromL
RuminococcusLalbusLkLwhichLrecognizesLhSZzztTvaLGeneYL1992YLdddYLdchZk 3.8 15

7
PartialLcharacterizationLofLaLwNtLrestrictionLendonucleaseLfromLRuminococcusLflavefaciensLywZdL
andLitsLinhibitionLbyLsiteZspecificLadenineLmethylationaLAppliedbandbEnvironmentalbMicrobiologyYL
1992YLhkYLiiZl

4.8 16

6 NutrientLmetabolismLandLrumenLmicroZorganismsLinLsheepLfedLaLpoorZqualityLtropicalLgrassLhayL
supplementedLwithLsulphateaLJournalbofbAgriculturalbScienceYL1990YLddhYLeilZejh 1 22

5 fZPhenylpropanoicLtcidLImprovesLtheLtffinityLofLRuminococcusLalbusLforLvelluloseLinLvontinuousL
vultureaLAppliedbandbEnvironmentalbMicrobiologyYL1990YLhiYLfeecZe 4.8 27

4 ProductionLandLUtilizationLofLMethaneLuiogasLasLRenewableLyuelgcfZgff 12

3 TheLzutLMicrobiomemLvurrentLUnderstandingLandLyutureLPerspectivesdlZgc 1

2 SecretedLmicrobialLmetabolitesLmodulateLgutLimmunityLandLinflammatoryLtone 1

1
ShotgunLmetagenomicsLrevealsLanLenrichmentLofLpotentiallyLcrossZreactiveLbacterialLepitopesLinL
ankylosingLspondylitisLpatientsYLasLwellLasLtheLeffectsLofLTNyiLtherapyLandLtheLhostâ��sLgenotypeLuponL
microbiomeLcomposition

3

List of Publications

13


