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j Paper IF Citations

190 wfficiencyKofKtransplacentalKtransferKofKrespiratoryKsyncytialKvirusKSRSVTKspecificKantibodiesKamongK
pregnantKwomenKinK enyaZZKWellcomefOpenfResearchWK2022WKiWKfe 4.8

189 ’dentificationKofKmissedKvirusesKbyKmetagenomicKsequencingKofKclinicalKrespiratoryKsamplesKfromK
 enyaZZKScientificfReportsWK2022WKcdWKdbd 4.9 1

188 wpidemiologyKofKuOV’vYckKinfectionsKonKroutineKpolymeraseKchainKreactionKSPuRTKandKserologyK
testingKinKuoastalK enyaZZKWellcomefOpenfResearchWK2022WKiWKhk 4.8 0

187 OptimizationKofKtheKSsRSYuoVYdKsRT’uKNetworkKVfKPrimersKandKWholeKyenomeKSequencingK
ProtocolZZKFrontiersfinfMedicineWK2022WKkWKjehidj 4.9 6

186
ylobalWKregionalWKandKnationalKdiseaseKburdenKestimatesKofKacuteKlowerKrespiratoryKinfectionsKdueKtoK
respiratoryKsyncytialKvirusKinKchildrenKyoungerKthanKgKyearsKinKdbcklKaKsystematicKanalysisZKLancetuf
TheWK2022WKekkWKdbfiYdbhf

40 23

185 sKyearKofKgenomicKsurveillanceKrevealsKhowKtheKSsRSYuoVYdKpandemicKunfoldedKinKsfricaZKScienceWK
2021WKeifWKfdeYfec 33.3 35

184 ’ndividualRsKdailyKbehaviourKandKintergenerationalKmixingKinKdifferentKsocialKcontextsKofK enyaZK
ScientificfReportsWK2021WKccWKdcgjk 4.9 0

183 TrendsKandK’ntensityKofKRhinovirusK’nvasionsKinK ilifiWKuoastalK enyaWKOverKaKcdYYearKPeriodWK
dbbiYdbcjZZKOpenfForumfInfectiousfDiseasesWK2021WKjWKofabgic 1 0

182 uOV’vYckKtransmissionKdynamicsKunderlyingKepidemicKwavesKinK enyaZKScienceWK2021WKeifWKkjkYkkf 33.3 10

181 QuantifyingKpreviousKSsRSYuoVYdKinfectionKthroughKmixtureKmodellingKofKantibodyKlevelsZKNaturef
CommunicationsWK2021WKcdWKhckh 17.4 0

180 uomparativeKanalysisKofKspatialYtemporalKpatternsKofKhumanKmetapneumovirusKandKrespiratoryK
syncytialKvirusKinKsfricaKusingKgeneticKdataWKdbccYdbcfZKVirologyfJournalWK2021WKcjWKcbf 6.1 1

179 ProposalKforKzumanKRespiratoryKSyncytialKVirusKNomenclatureKbelowKtheKSpeciesKãevelZKEmergingf
InfectiousfDiseasesWK2021WKdiWKcYk 10.2 4

178 vetectionKofKSsRSYuoVYdKvariantKgbcYZVdKinKuomorosK’slandsKinKJanuaryKdbdcZZKWellcomefOpenf
ResearchWK2021WKhWKckd 4.8 2

177
ylobalKburdenKofKacuteKlowerKrespiratoryKinfectionKassociatedKwithKhumanKmetapneumovirusKinK
childrenKunderKgKyearsKinKdbcjlKaKsystematicKreviewKandKmodellingKstudyZKThefLancetfGlobalfHealthWK
2021WKkWKeeeYefe

13.6 15

176 RespiratoryKsyncytialKvirusKseasonalityKinKthreeKepidemiologicalKzonesKofK enyaZKInfluenzafandfOtherf
RespiratoryfVirusesWK2021WKcgWKckgYdbc 5.6 3

175 ’nfectionKpatternsKofKendemicKhumanKcoronavirusesKinKruralKhouseholdsKinKcoastalK enyaZZKWellcomef
OpenfResearchWK2021WKhWKdi 4.8 0

174 WholeKgenomeKsequencingKofKtwoKhumanKrhinovirusKsKtypesKSscbcKandKscgTKdetectedKinK enyaWK
dbchYdbcjZKWellcomefOpenfResearchWK2021WKhWKcij 4.8 4
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173 SpatiallyKresolvedKsimulationsKofKtheKspreadKofKuOV’vYckKinKthreeKwuropeanKcountriesZKPLoSf
ComputationalfBiologyWK2021WKciWKecbbkbkb 5 0

172 wstimatedKimpactKofKmaternalKvaccinationKonKglobalKpaediatricKinfluenzaYrelatedKinYhospitalK
mortalitylKsKretrospectiveKcaseKseriesZKEClinicalMedicineWK2021WKeiWKcbbkfg 11.3 0

171 TrackingKtheKintroductionKandKspreadKofKSsRSYuoVYdKinKcoastalK enyaZKNaturefCommunicationsWK2021
WKcdWKfjbk 17.4 9

170
TheKwtiologyKofKPneumoniaKinKz’VYuninfectedKuhildrenKinK ilifiWK enyalKxindingsKxromKtheK
PneumoniaKwtiologyKResearchKforKuhildKzealthKSPwRuzTKStudyZKPediatricfInfectiousfDiseasefJournalWK
2021WKfbWKSdkYSek

3.4 1

169 uhildrenRsKOxygenKsdministrationKStrategiesKsndKNutritionKTrialKSuOsSTYNutritionTlKaKprotocolKforKaK
phaseK’’KrandomisedKcontrolledKtrialZKWellcomefOpenfResearchWK2021WKhWKddc 4.8

168 WholeKgenomeKsequencingKofKtwoKhumanKrhinovirusKsKtypesKSscbcKandKscgTKdetectedKinK enyaWK
dbchYdbcjZKWellcomefOpenfResearchWK2021WKhWKcij 4.8 3

167 ’ntegratingKepidemiologicalKandKgeneticKdataKwithKdifferentKsamplingKintensitiesKintoKaKdynamicK
modelKofKrespiratoryKsyncytialKvirusKtransmissionZKScientificfReportsWK2021WKccWKcfhe 4.9 2

166 ModelKevaluationKofKtargetKproductKprofilesKofKanKinfantKvaccineKagainstKrespiratoryKsyncytialKvirusK
SRSVTKinKaKdevelopedKcountryKsettingZKVaccine:fXWK2020WKfWKcbbbgg 3.8 2

165 ylobalKburdenKofKrespiratoryKinfectionsKassociatedKwithKseasonalKinfluenzaKinKchildrenKunderKgKyearsK
inKdbcjlKaKsystematicKreviewKandKmodellingKstudyZKThefLancetfGlobalfHealthWK2020WKjWKefkiYegcb 13.6 105

164 yeneticKcharacterizationKofKinfluenzaKsSzeNdTKvirusesKcirculatingKinKcoastalK enyaWKdbbkYdbciZK
InfluenzafandfOtherfRespiratoryfVirusesWK2020WKcfWKedbYeeb 5.6 4

163 SurveillanceKofKrespiratoryKvirusesKamongKchildrenKattendingKaKprimaryKschoolKinKruralKcoastalK
 enyaZKWellcomefOpenfResearchWK2020WKgWKhe 4.8 4

162 SurveillanceKofKendemicKhumanKcoronavirusesKSzuoVYNãheWKOufeKandKddkwTKassociatedKwithK
pneumoniaKinK ilifiWK enyaZKWellcomefOpenfResearchWK2020WKgWKcgb 4.8 5

161 sccuracyKofKdiagnosticKtestsKforKrespiratoryKsyncytialKvirusKinfectionKwithinKaKpaediatricKhospitalK
populationKinK ilifiKuountyWK enyaZKWellcomefOpenfResearchWK2020WKgWKcgg 4.8 0

160 ReducingKrespiratoryKsyncytialKvirusKSRSVTKhospitalizationKinKaKlowerYincomeKcountryKbyKvaccinatingK
mothersYtoYbeKandKtheirKhouseholdsZKELifeWK2020WKkWK 8.9 8

159 SurveillanceKofKrespiratoryKvirusesKamongKchildrenKattendingKaKprimaryKschoolKinKruralKcoastalK
 enyaZKWellcomefOpenfResearchWK2020WKgWKhe 4.8 5

158 SurveillanceKofKendemicKhumanKcoronavirusesKSzuoVYNãheWKOufeKandKddkwTKassociatedKwithK
pneumoniaKinK ilifiWK enyaZKWellcomefOpenfResearchWK2020WKgWKcgb 4.8 4

157 WholeKgenomeKsequencingKandKphylogeneticKanalysisKofKhumanKmetapneumovirusKstrainsKfromK
 enyaKandKZambiaZKBMCfGenomicsWK2020WKdcWKg 4.5 1

156 MolecularKwpidemiologyKofKzumanKRhinovirusKxromKcYYearKSurveillanceKWithinKaKSchoolKSettingKinK
RuralKuoastalK enyaZKOpenfForumfInfectiousfDiseasesWK2020WKiWKofaaejg 1 7

(2020-2021)
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155 wpidemiologicalKandKevolutionaryKdynamicsKofKinfluenzaKtKvirusKinKcoastalK enyaKasKrevealedKbyK
genomicKanalysisKofKstrainsKsampledKoverKaKsingleKseasonZKVirusfEvolutionWK2020WKhWKveaabfg 3.7 1

154 yenomicKepidemiologyKandKevolutionaryKdynamicsKofKrespiratoryKsyncytialKvirusKgroupKtKinK ilifiWK
 enyaWKdbcgYciZKVirusfEvolutionWK2020WKhWKveaabgb 3.7 3

153 RotavirusKgroupKsKgenotypeKcirculationKpatternsKacrossK enyaKbeforeKandKafterKnationwideKvaccineK
introductionWKdbcbYdbcjZKBMCfInfectiousfDiseasesWK2020WKdbWKgbf 4 2

152
’mplicationsKofKgestationalKageKatKantenatalKcareKattendanceKonKtheKsuccessfulKimplementationKofKaK
maternalKrespiratoryKsyncytialKvirusKSRSVTKvaccineKprogramKinKcoastalK enyaZKBMCfPublicfHealthWK
2020WKdbWKcide

4.1 1

151 wvolutionKofKrespiratoryKsyncytialKvirusKgenotypeKtsKinK ilifiWK enyaWKcg´ yearsKonZKScientificfReportsWK
2020WKcbWKdccih 4.9 1

150 TransmissionKandKevolutionaryKdynamicsKofKhumanKcoronavirusKOufeKstrainsKinKcoastalK enyaK
investigatedKbyKpartialKspikeKsequenceKanalysisWKdbcgYchZKVirusfEvolutionWK2020WKhWKveaabec 3.7 3

149
’mpactKofKtheK’ntroductionKofKRotavirusKVaccineKonKzospitalKsdmissionsKforKviarrheaKsmongK
uhildrenKinK enyalKsKuontrolledK’nterruptedKTimeYSeriesKsnalysisZKClinicalfInfectiousfDiseasesWK2020WK
ibWKdebhYdece

11.6 12

148 wffectivenessKofKMonovalentKRotavirusKVaccineKsgainstKzospitalizationKWithKscuteKRotavirusK
yastroenteritisKinK enyanKuhildrenZKClinicalfInfectiousfDiseasesWK2020WKibWKddkjYdebg 11.6 15

147
zumanKmetapneumovirusKprevalenceKandKpatternsKofKsubgroupKpersistenceKidentifiedKthroughK
surveillanceKofKpediatricKpneumoniaKhospitalKadmissionsKinKcoastalK enyaWKdbbiYdbchZKBMCf
InfectiousfDiseasesWK2019WKckWKigi

4 9

146 uompleteKyenomeKSequencesKofKvengueKVirusKTypeKdKStrainsKfromK ilifiWK enyaZKMicrobiologyf
ResourcefAnnouncementsWK2019WKjWK 1.3 9

145 sirwayKresponseKtoKrespiratoryKsyncytialKvirusKhasKincidentalKantibacterialKeffectsZKNaturef
CommunicationsWK2019WKcbWKddcj 17.4 19

144 yenomicKanalysisKofKrespiratoryKsyncytialKvirusKinfectionsKinKhouseholdsKandKutilityKinKinferringKwhoK
infectsKtheKinfantZKScientificfReportsWK2019WKkWKcbbih 4.9 12

143 ylobalKpatternsKinKmonthlyKactivityKofKinfluenzaKvirusWKrespiratoryKsyncytialKvirusWKparainfluenzaKvirusWK
andKmetapneumoviruslKaKsystematicKanalysisZKThefLancetfGlobalfHealthWK2019WKiWKecbecYecbfg 13.6 121

142
sgreementKbetweenKwã’SsKandKplaqueKreductionKneutralisationKassayKinKvetectionKofKrespiratoryK
syncytialKvirusKspecificKantibodiesKinKaKbirthKuohortKfromK ilifiWKcoastalK enyaZKWellcomefOpenf
ResearchWK2019WKfWKee

4.8 4

141
StudyKdesignKandKprotocolKforKinvestigatingKsocialKnetworkKpatternsKinKruralKandKurbanKschoolsKandK
householdsKinKaKcoastalKsettingKinK enyaKusingKwearableKproximityKsensorsZKWellcomefOpenfResearch
WK2019WKfWKjf

4.8 4

140
StudyKdesignKandKprotocolKforKinvestigatingKsocialKnetworkKpatternsKinKruralKandKurbanKschoolsKandK
householdsKinKaKcoastalKsettingKinK enyaKusingKwearableKproximityKsensorsZKWellcomefOpenfResearch
WK2019WKfWKjf

4.8 4

139 ModelYbasedKestimatesKofKtransmissionKofKrespiratoryKsyncytialKvirusKwithinKhouseholdsZKEpidemicsWK
2019WKdiWKcYcc 5.1 14

138 yenomeKSequencesKofKzumanKuoronavirusKOufeKandKNãheWKsssociatedKwithKRespiratoryK’nfectionsK
inK ilifiWK enyaZKMicrobiologyfResourcefAnnouncementsWK2019WKjWK 1.3 5
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137 snK’ntensiveWKsctiveKSurveillanceKRevealsKuontinuousK’nvasionKandKzighKviversityKofKRhinovirusKinK
zouseholdsZKJournalfoffInfectiousfDiseasesWK2019WKdckWKcbfkYcbgi 7 11

136 uontinuousK’nvasionKbyKRespiratoryKVirusesKObservedKinKRuralKzouseholdsKvuringKaKRespiratoryK
SyncytialKVirusKSeasonalKOutbreakKinKuoastalK enyaZKClinicalfInfectiousfDiseasesWK2018WKhiWKcggkYcghi 11.6 16

135 zumanKuoronavirusKNãheKMolecularKwpidemiologyKandKwvolutionaryKPatternsKinKRuralKuoastalK
 enyaZKJournalfoffInfectiousfDiseasesWK2018WKdciWKcidjYciek 7 87

134 ’mpactKofKviralKupperKrespiratoryKtractKinfectionKonKtheKconcentrationKofKnasopharyngealK
pneumococcalKcarriageKamongK enyanKchildrenZKScientificfReportsWK2018WKjWKccbeb 4.9 20

133 wvaluatingKtheKperformanceKofKtoolsKusedKtoKcallKminorityKvariantsKfromKwholeKgenomeKshortYreadK
dataZKWellcomefOpenfResearchWK2018WKeWKdc 4.8 4

132 wvaluatingKtheKperformanceKofKtoolsKusedKtoKcallKminorityKvariantsKfromKwholeKgenomeKshortYreadK
dataZKWellcomefOpenfResearchWK2018WKeWKdc 4.8 6

131 SurveillanceKofKrespiratoryKvirusesKinKtheKoutpatientKsettingKinKruralKcoastalK enyalKbaselineK
epidemiologicalKobservationsZKWellcomefOpenfResearchWK2018WKeWKjk 4.8 24

130 zumanKrhinovirusKspatialYtemporalKepidemiologyKinKruralKcoastalK enyaWKdbcgYdbchWKobservedK
throughKoutpatientKsurveillanceZKWellcomefOpenfResearchWK2018WKeWKcdj 4.8 7

129 zumanKrhinovirusKspatialYtemporalKepidemiologyKinKruralKcoastalK enyaWKdbcgYdbchWKobservedK
throughKoutpatientKsurveillanceZKWellcomefOpenfResearchWK2018WKeWKcdj 4.8 8

128 MolecularKcharacterizationKofKrotavirusKgroupKsKstrainsKcirculatingKpriorKtoKvaccineKintroductionKinK
ruralKcoastalK enyaWKdbbdYdbceZKWellcomefOpenfResearchWK2018WKeWKcgb 4.8 4

127 MolecularKcharacterizationKofKrotavirusKgroupKsKstrainsKcirculatingKpriorKtoKvaccineKintroductionKinK
ruralKcoastalK enyaWKdbbdYdbceZKWellcomefOpenfResearchWK2018WKeWKcgb 4.8 3

126 WholeKgenomeKanalysisKofKlocalK enyanKandKglobalKsequencesKunravelsKtheKepidemiologicalKandK
molecularKevolutionaryKdynamicsKofKRSVKgenotypeKONcKstrainsZKVirusfEvolutionWK2018WKfWKveybdi 3.7 21

125 UntargetedKanalysisKofKtheKairwayKproteomesKofKchildrenKwithKrespiratoryKinfectionsKusingKmassK
spectrometryKbasedKproteomicsZKScientificfReportsWK2018WKjWKcejcf 4.9 5

124 RecentKsequenceKvariationKinKprobeKbindingKsiteKaffectedKdetectionKofKrespiratoryKsyncytialKvirusK
groupKtKbyKrealYtimeKRTYPuRZKJournalfoffClinicalfVirologyWK2017WKjjWKdcYdg 14.5 31

123 PredictingKtheKrelativeKimpactsKofKmaternalKandKneonatalKrespiratoryKsyncytialKvirusKSRSVTKvaccineK
targetKproductKprofileslKsKconsensusKmodellingKapproachZKVaccineWK2017WKegWKfbeYfbk 4.1 18

122 SpreadKandKwvolutionKofKRespiratoryKSyncytialKVirusKsKyenotypeKONcWKuoastalK enyaWKdbcbYdbcgZK
EmergingfInfectiousfDiseasesWK2017WKdeWKdhfYdic 10.2 40

121 sdhKTransmissionKpatternsKandKevolutionKofKRSVKinKaKcommunityKoutbreakKidentifiedKbyKgenomicK
analysisZKVirusfEvolutionWK2017WKeWK 3.7 3

120 uohortKProfilelKTheK ilifiKVaccineKMonitoringKStudyZKInternationalfJournalfoffEpidemiologyWK2017WKfhWKikdYikdh7.8 11

(2017-2019)
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119 ylobalKrespiratoryKsyncytialKvirusYassociatedKmortalityKinKyoungKchildrenKSRSVKyOãvTlKaK
retrospectiveKcaseKseriesZKThefLancetfGlobalfHealthWK2017WKgWKekjfYekkc 13.6 130

118
ylobalWKregionalWKandKnationalKdiseaseKburdenKestimatesKofKacuteKlowerKrespiratoryKinfectionsKdueKtoK
respiratoryKsyncytialKvirusKinKyoungKchildrenKinKdbcglKaKsystematicKreviewKandKmodellingKstudyZK
LancetufTheWK2017WKekbWKkfhYkgj

40 1005

117 TransmissionKpatternsKandKevolutionKofKrespiratoryKsyncytialKvirusKinKaKcommunityKoutbreakK
identifiedKbyKgenomicKanalysisZKVirusfEvolutionWK2017WKeWKvexbbh 3.7 17

116 vefiningKtheKvaccinationKwindowKforKrespiratoryKsyncytialKvirusKSRSVTKusingKageYseroprevalenceKdataK
forKchildrenKinK ilifiWK enyaZKPLoSfONEWK2017WKcdWKebciijbe 3.7 21

115 QuantifyingKsocialKcontactsKinKaKhouseholdKsettingKofKruralK enyaKusingKwearableKproximityKsensorsZK
EPJfDatafScienceWK2016WKgWKdc 3.4 34

114 MolecularKwvolutionaryKvynamicsKofKRespiratoryKSyncytialKVirusKyroupKsKinKRecurrentKwpidemicsKinK
uoastalK enyaZKJournalfoffVirologyWK2016WKkbWKfkkbYgbbd 6.6 26

113 QuantificationKandKdeterminantsKofKtheKamountKofKrespiratoryKsyncytialKvirusKSRSVTKshedKusingKrealK
timeKPuRKdataKfromKaKlongitudinalKhouseholdKstudyZKWellcomefOpenfResearchWK2016WKcWKdi 4.8 7

112 zumanKmetapneumovirusKepidemiologicalKandKevolutionaryKpatternsKinKuoastalK enyaWKdbbiYccZK
BMCfInfectiousfDiseasesWK2016WKchWKebc 4 18

111 zumanKRhinovirusKtKandKuKyenomesKfromKRuralKuoastalK enyaZKGenomefAnnouncementsWK2016WKfWK 3

110 wvaluatingKvaccinationKstrategiesKforKreducingKinfantKrespiratoryKsyncytialKvirusKinfectionKinK
lowYincomeKsettingsZKBMCfMedicineWK2015WKceWKfk 11.4 46

109 ’nfluenceKofKageWKseverityKofKinfectionWKandKcoYinfectionKonKtheKdurationKofKrespiratoryKsyncytialKvirusK
SRSVTKsheddingZKEpidemiologyfandfInfectionWK2015WKcfeWKjbfYcd 4.3 51

108 SuccessiveKRespiratoryKSyncytialKVirusKwpidemicsKinKãocalKPopulationsKsriseKfromKMultipleKVariantK
’ntroductionsWKProvidingK’nsightsKintoKVirusKPersistenceZKJournalfoffVirologyWK2015WKjkWKcchebYfd 6.6 27

107 QuantifyingKmaternallyKderivedKrespiratoryKsyncytialKvirusKspecificKneutralisingKantibodiesKinKaKbirthK
cohortKfromKcoastalK enyaZKVaccineWK2015WKeeWKcikiYjbc 4.1 22

106 xrequentKssymptomaticKRespiratoryKSyncytialKVirusK’nfectionsKvuringKanKwpidemicKinKaKRuralK
 enyanKzouseholdKuohortZKJournalfoffInfectiousfDiseasesWK2015WKdcdWKciccYj 7 46

105 ãocalKevolutionaryKpatternsKofKhumanKrespiratoryKsyncytialKvirusKderivedKfromKwholeYgenomeK
sequencingZKJournalfoffVirologyWK2015WKjkWKefffYgf 6.6 53

104 TheKassociationKbetweenKageKandKtheKdevelopmentKofKrespiratoryKsyncytialKvirusKneutralisingK
antibodyKresponsesKfollowingKnaturalKinfectionKinKinfantsZKVaccineWK2014WKedWKfidhYk 4.1 33

103
wxaminingKstrainKdiversityKandKphylogeographyKinKrelationKtoKanKunusualKepidemicKpatternKofK
respiratoryKsyncytialKvirusKSRSVTKinKaKlongYtermKrefugeeKcampKinK enyaZKBMCfInfectiousfDiseasesWK
2014WKcfWKcij

4 13

102 TheKsourceKofKrespiratoryKsyncytialKvirusKinfectionKinKinfantslKaKhouseholdKcohortKstudyKinKruralK
 enyaZKJournalfoffInfectiousfDiseasesWK2014WKdbkWKchjgYkd 7 86
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101 RapidKspreadKandKdiversificationKofKrespiratoryKsyncytialKvirusKgenotypeKONcWK enyaZKEmergingf
InfectiousfDiseasesWK2014WKdbWKkgbYk 10.2 65

100 StrategicKprioritiesKforKrespiratoryKsyncytialKvirusKSRSVTKvaccineKdevelopmentZKVaccineWK2013WKecK
SupplKdWKtdbkYcg 4.1 165

99
’dentificationKofKgroupKtKrespiratoryKsyncytialKvirusesKthatKlackKtheKhbYnucleotideKduplicationKafterK
sixKconsecutiveKepidemicsKofKtotalKtsKdominanceKatKcoastalK enyaZKInfluenzafandfOtherfRespiratoryf
VirusesWK2013WKiWKcbbjYcd

5.6 19

98 SevereKlowerKrespiratoryKtractKinfectionKinKearlyKinfancyKandKpneumoniaKhospitalizationsKamongK
childrenWK enyaZKEmergingfInfectiousfDiseasesWK2013WKckWKddeYk 10.2 16

97 yroupYKandKgenotypeYspecificKneutralizingKantibodyKresponsesKagainstKrespiratoryKsyncytialKvirusKinK
infantsKandKyoungKchildrenKwithKsevereKpneumoniaZKJournalfoffInfectiousfDiseasesWK2013WKdbiWKfjkYkd 7 31

96  ineticsKofKtheKneutralizingKantibodyKresponseKtoKrespiratoryKsyncytialKvirusKinfectionsKinKaKbirthK
cohortZKJournalfoffMedicalfVirologyWK2013WKjgWKdbdbYg 19.7 32

95 wstimationKofKtheKnationalKdiseaseKburdenKofKinfluenzaYassociatedKsevereKacuteKrespiratoryKillnessKinK
 enyaKandKyuatemalalKaKnovelKmethodologyZKPLoSfONEWK2013WKjWKeghjjd 3.7 29

94 sKcostKeffectivenessKandKcapacityKanalysisKforKtheKintroductionKofKuniversalKrotavirusKvaccinationKinK
 enyalKcomparisonKbetweenKRotarixKandKRotaTeqKvaccinesZKPLoSfONEWK2012WKiWKefigcc 3.7 27

93 TheKincidenceKandKclinicalKburdenKofKrespiratoryKsyncytialKvirusKdiseaseKidentifiedKthroughKhospitalK
outpatientKpresentationsKinK enyanKchildrenZKPLoSfONEWK2012WKiWKegdgdb 3.7 18

92 MolecularKepidemiologyKofKhumanKrhinovirusKinfectionsKinK ilifiWKcoastalK enyaZKJournalfoffMedicalf
VirologyWK2012WKjfWKjdeYec 19.7 48

91 ’nfluenzaKsurveillanceKamongKchildrenKwithKpneumoniaKadmittedKtoKaKdistrictKhospitalKinKcoastalK
 enyaWKdbbiYdbcbZKJournalfoffInfectiousfDiseasesWK2012WKdbhKSupplKcWKShcYi 7 24

90 yeneticKrelatednessKofKinfectingKandKreinfectingKrespiratoryKsyncytialKvirusKstrainsKidentifiedKinKaK
birthKcohortKfromKruralK enyaZKJournalfoffInfectiousfDiseasesWK2012WKdbhWKcgedYfc 7 60

89 TheKnaturalKhistoryKofKrespiratoryKsyncytialKvirusKinKaKbirthKcohortlKtheKinfluenceKofKageKandKpreviousK
infectionKonKreinfectionKandKdiseaseZKAmericanfJournalfoffEpidemiologyWK2012WKcihWKikfYjbd 3.8 75

88 sKpreliminaryKstudyKofKpneumoniaKetiologyKamongKhospitalizedKchildrenKinK enyaZKClinicalfInfectiousf
DiseasesWK2012WKgfKSupplKdWKSckbYk 11.6 109

87 TreatmentKfailureKamongK enyanKchildrenKwithKsevereKpneumoniaYYaKcohortKstudyZKPediatricf
InfectiousfDiseasefJournalWK2012WKecWKecgdYi 3.4 24

86 ’mprovedKdetectionKofKrespiratoryKvirusesKinKpediatricKoutpatientsKwithKacuteKrespiratoryKillnessKbyK
realYtimeKPuRKusingKnasopharyngealKflockedKswabsZKJournalfoffClinicalfMicrobiologyWK2011WKfkWKeehgYi 9.7 35

85 sddedKvalueKofKanKoropharyngealKswabKinKdetectionKofKvirusesKinKchildrenKhospitalizedKwithKlowerK
respiratoryKtractKinfectionZKJournalfoffClinicalfMicrobiologyWK2011WKfkWKdecjYdb 9.7 80

84 wxcessKchildKmortalityKafterKdischargeKfromKhospitalKinK ilifiWK enyalKaKretrospectiveKcohortKanalysisZK
BulletinfoffthefWorldfHealthfOrganizationWK2011WKjkWKidgYedWKieds 8.2 65

(2011-2014)
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83 SensitivityKofKhospitalYbasedKsurveillanceKforKsevereKdiseaselKaKgeographicKinformationKsystemK
analysisKofKaccessKtoKcareKinK ilifiKdistrictWK enyaZKBulletinfoffthefWorldfHealthfOrganizationWK2011WKjkWKcbdYcc8.2 41

82 RotavirusKgeneticKdiversityWKdiseaseKassociationWKandKtemporalKchangeKinKhospitalizedKruralK enyanK
childrenZKJournalfoffInfectiousfDiseasesWK2010WKdbdKSupplWKScjbYh 7 24

81 ViralKetiologyKofKsevereKpneumoniaKamongK enyanKinfantsKandKchildrenZKJAMAfvfJournalfoffthef
AmericanfMedicalfAssociationWK2010WKebeWKdbgcYi 27.4 234

80 ’ntrapatientKvariationKofKtheKrespiratoryKsyncytialKvirusKattachmentKproteinKgeneZKJournalfoffVirology
WK2010WKjfWKcbfdgYj 6.6 13

79 ylobalKburdenKofKacuteKlowerKrespiratoryKinfectionsKdueKtoKrespiratoryKsyncytialKvirusKinKyoungK
childrenlKaKsystematicKreviewKandKmetaYanalysisZKLancetufTheWK2010WKeigWKcgfgYgg 40 1819

78 vurationKofKsheddingKofKrespiratoryKsyncytialKvirusKinKaKcommunityKstudyKofK enyanKchildrenZKBMCf
InfectiousfDiseasesWK2010WKcbWKcg 4 37

77 wmergencyKtriageKassessmentKforKhypoxaemiaKinKneonatesKandKyoungKchildrenKinKaK enyanKhospitallK
anKobservationalKstudyZKBulletinfoffthefWorldfHealthfOrganizationWK2009WKjiWKdheYib 8.2 48

76 TheKlevelKandKdurationKofKRSVYspecificKmaternalK’gyKinKinfantsKinK ilifiK enyaZKPLoSfONEWK2009WKfWKejbjj 3.7 107

75 ’ncidenceKandKseverityKofKrespiratoryKsyncytialKvirusKpneumoniaKinKruralK enyanKchildrenKidentifiedK
throughKhospitalKsurveillanceZKClinicalfInfectiousfDiseasesWK2009WKfkWKcefcYk 11.6 112

74 wpidemiologyZKvoesKviralKdiversityKmatterqZKScienceWK2009WKedgWKdifYg 33.3 4

73
wvaluationKofKaKmeaslesKvaccineKcampaignKbyKoralYfluidKsurveysKinKaKruralK enyanKdistrictlK
interpretationKofKantibodyKprevalenceKdataKusingKmixtureKmodelsZKEpidemiologyfandfInfectionWK2009WK
ceiWKddiYee

4.3 29

72 xactorsKassociatedKwithKincreasedKriskKofKprogressionKtoKrespiratoryKsyncytialKvirusYassociatedK
pneumoniaKinKyoungK enyanKchildrenZKTropicalfMedicinefandfInternationalfHealthWK2008WKceWKkcfYdh 2.3 48

71 RotavirusKwithinKdayKcareKcentresKinKOxfordshireWKU lKcharacterizationKofKpartialKimmunityZKJournalf
offthefRoyalfSocietyfInterfaceWK2008WKgWKcfjcYkb 4.1 16

70
’dentifyingKinfectionsKwithKrespiratoryKsyncytialKvirusKbyKusingKspecificKimmunoglobulinKyKS’gyTKandK
’gsKenzymeYlinkedKimmunosorbentKassaysKwithKoralYfluidKsamplesZKJournalfoffClinicalfMicrobiologyWK
2008WKfhWKchgkYhd

9.7 10

69 RespiratoryKsyncytialKvirusKinfectionKandKdiseaseKinKinfantsKandKyoungKchildrenKobservedKfromKbirthK
inK ilifiKvistrictWK enyaZKClinicalfInfectiousfDiseasesWK2008WKfhWKgbYi 11.6 119

68 ’ncidenceKandKclinicalKcharacteristicsKofKgroupKsKrotavirusKinfectionsKamongKchildrenKadmittedKtoK
hospitalKinK ilifiWK enyaZKPLoSfMedicineWK2008WKgWKecge 11.6 33

67 uomparisonKofKstrainYspecificKantibodyKresponsesKduringKprimaryKandKsecondaryKinfectionsKwithK
respiratoryKsyncytialKvirusZKJournalfoffMedicalfVirologyWK2007WKikWKckfeYgb 19.7 20

66 UnderstandingKtheKtransmissionKdynamicsKofKrespiratoryKsyncytialKvirusKusingKmultipleKtimeKseriesK
andKnestedKmodelsZKMathematicalfBiosciencesWK2007WKdbkWKdddYek 3.9 65
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65 SerologicalKandKmolecularKepidemiologyKofKmeaslesKvirusKoutbreaksKreportedKinKwthiopiaKduringK
dbbbYdbbfZKJournalfoffMedicalfVirologyWK2006WKijWKchfjYgg 19.7 5

64 RespiratoryKSyncytialKVirusKviseaseKturdenKinKtheKvevelopingKWorldZKPerspectivesfinfMedicalf
VirologyWK2006WKcfWKcjeYded 1

63 TheKtransmissionKdynamicsKofKgroupsKsKandKtKhumanKrespiratoryKsyncytialKvirusKShRSVTKinKwnglandKQK
WalesKandKxinlandlKseasonalityKandKcrossYprotectionZKEpidemiologyfandfInfectionWK2005WKceeWKdikYjk 4.3 93

62 uomparisonKofKthreeKmethodsKofKcollectingKnasalKspecimensKforKrespiratoryKvirusKanalysisZKEastf
AfricanfMedicalfJournalWK2004WKjcWKeceYi 3

61 RespiratoryKsyncytialKvirusKepidemiologyKinKaKbirthKcohortKfromK ilifiKdistrictWK enyalKinfectionKduringK
theKfirstKyearKofKlifeZKJournalfoffInfectiousfDiseasesWK2004WKckbWKcjdjYed 7 73

60 MolecularKepidemiologyKofKrespiratoryKsyncytialKvirusKinK ilifiKdistrictWK enyaZKJournalfoffMedicalf
VirologyWK2004WKifWKeffYgf 19.7 55

59 SeroepidemiologyKofKhepatitisKtKvirusKinKsddisKsbabaWKwthiopialKtransmissionKpatternsKandKvaccineK
controlZKEpidemiologyfandfInfectionWK2003WKcecWKigiYib 4.3 67

58 ’mprovingKsensitivityKofKoralKfluidKtestingKinK’gyKprevalenceKstudieslKapplicationKofKmixtureKmodelsK
toKaKrubellaKantibodyKsurveyZKEpidemiologyfandfInfectionWK2003WKcebWKdjgYkc 4.3 31

57 SeroepidemiologyKofKmeaslesKinKsddisKsbabaWKwthiopialKimplicationsKforKcontrolKthroughK
vaccinationZKEpidemiologyfandfInfectionWK2003WKcebWKgbiYck 4.3 10

56 zigherKprevalenceKofKantiYzuVKantibodiesKamongKz’VYpositiveKcomparedKtoKz’VYnegativeK
inhabitantsKofKsddisKsbabaWKwthiopiaZKJournalfoffMedicalfVirologyWK2002WKhjWKcdYi 19.7 53

55 MeaslesK’gyKseroprevalenceKpriorKtoKmassKvaccinationKinKTaiwanZKInternationalfJournalfoffInfectiousf
DiseasesWK2002WKhWKfdYi 10.5 9

54 snalysisKofKtheKrelationshipKbetweenKimmunogenicityKandKimmunityKforKviralKsubunitKvaccinesZK
JournalfoffMedicalfVirologyWK2001WKhfWKghbYj 19.7 8

53 MeaslesKvirusKstrainsKcirculatingKinKwthiopiaKinKckkjYckkklKmolecularKcharacterisationKusingKoralKfluidK
samplesKandKidentificationKofKaKnewKgenotypeZKJournalfoffMedicalfVirologyWK2001WKhgWKeieYjb 19.7 38

52 zepatitisYtKvirusKendemicitylKheterogeneityWKcatastrophicKdynamicsKandKcontrolZKNaturefMedicineWK
2001WKiWKhckYdf 50.5 119

51
zasKoralKfluidKtheKpotentialKtoKreplaceKserumKforKtheKevaluationKofKpopulationKimmunityKlevelsqKsK
studyKofKmeaslesWKrubellaKandKhepatitisKtKinKruralKwthiopiaZKBulletinfoffthefWorldfHealthfOrganizationWK
2001WKikWKgjjYkg

8.2 57

50 PredictingKandKcomparingKlongYtermKmeaslesKantibodyKprofilesKofKdifferentKimmunizationKpoliciesZK
BulletinfoffthefWorldfHealthfOrganizationWK2001WKikWKhcgYdf 8.2 9

49 PredictionsKofKtheKemergenceKofKvaccineYresistantKhepatitisKtKinKTheKyambiaKusingKaKmathematicalK
modelZKEpidemiologyfandfInfectionWK2000WKcdfWKdkgYebi 4.3 27

48 SeroYepidemiologyKofKrubellaKinKtheKurbanKpopulationKofKsddisKsbabaWKwthiopiaZKEpidemiologyfandf
InfectionWK2000WKcdfWKfhiYik 4.3 31

(2000-2006)
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47 ProtectiveKtitresKofKmeaslesKneutralisingKantibodyZKJournalfoffMedicalfVirologyWK2000WKhdWKgccYi 19.7 43

46 ModelingKtheKimpactKofKsubclinicalKmeaslesKtransmissionKinKvaccinatedKpopulationsKwithKwaningK
immunityZKAmericanfJournalfoffEpidemiologyWK1999WKcgbWKcdejYfk 3.8 101

45 sKsimplifiedKandKstandardizedKneutralizationKenzymeKimmunoassayKforKtheKquantificationKofK
measlesKneutralizingKantibodyZKJournalfoffVirologicalfMethodsWK1999WKijWKdbkYci 2.6 28

44 vetectionKofKmeaslesKspecificK’gyKinKoralKfluidKusingKanKx’TuaantiYx’TuK’gyKcaptureKenzymeKlinkedK
immunosorbentKassayKSysuwã’SsTZKJournalfoffVirologicalfMethodsWK1999WKjeWKcegYff 2.6 21

43 wvaluatingKtheKcostYeffectivenessKofKvaccinationKprogrammeslKaKdynamicKperspectiveZKStatisticsfinf
MedicineWK1999WKcjWKedheYjd 2.3 153

42
vetectionKofKrubellaKvirusYspecificKimmunoglobulinKyKinKsalivaKbyKanKamplificationYbasedK
enzymeYlinkedKimmunosorbentKassayKusingKmonoclonalKantibodyKtoKfluoresceinKisothiocyanateZK
JournalfoffClinicalfMicrobiologyWK1999WKeiWKekcYg

9.7 22

41 sKcomparisonKofKoralKfluidKandKserumKforKtheKdetectionKofKrubellaYspecificKantibodiesKinKaK
communityKstudyKinKsddisKsbabaWKwthiopiaZKTropicalfMedicinefandfInternationalfHealthWK1998WKeWKdgjYhi 2.3 26

40 sgeYKandKsexYspecificKz’VYcKprevalenceKinKtheKurbanKcommunityKsettingKofKsddisKsbabaWKwthiopiaZK
AidsWK1998WKcdWKecgYdd 3.5 58

39 SeroepidemiologyKofKgroupKsKrotavirusKinKsuburbanKSˆ£oKPauloWKtrazilZKEpidemiologyfandfInfectionWK
1998WKcdbWKediYef 4.3 10

38 sbsenceKofKrelationshipKbetweenKSchistosomaKjaponicumKandKhepatitisKtKvirusKinfectionKinKtheK
vongtingKlakeKregionWKuhinaZKEpidemiologyfandfInfectionWK1998WKcdcWKckeYg 4.3 8

37 VaccinationKinKpulseslKaKstrategyKforKglobalKeradicationKofKmeaslesKandKpolioqZKTrendsfinfMicrobiology
WK1997WKgWKcfYk 12.4 53

36 vynamicalKcomplexityKinKageYstructuredKmodelsKofKtheKtransmissionKofKtheKmeaslesKviruslK
epidemiologicalKimplicationsKatKhighKlevelsKofKvaccineKuptakeZKMathematicalfBiosciencesWK1996WKcejWKcbcYeb3.9 36

35 TheKtransmissionKdynamicsKofKhepatitisKtKinKtheKU lKaKmathematicalKmodelKforKevaluatingKcostsKandK
effectivenessKofKimmunizationKprogrammesZKEpidemiologyfandfInfectionWK1996WKcchWKicYjk 4.3 71

34 TheKtransmissionKdynamicsKandKcontrolKofKhepatitisKtKvirusKinKTheKyambiaZKStatisticsfinfMedicineWK
1996WKcgWKddcgYee 2.3 73

33 TargetedKhepatitisKtKvaccinationYYaKcostKeffectiveKimmunisationKstrategyKforKtheKU qZKJournalfoff
EpidemiologyfandfCommunityfHealthWK1996WKgbWKhhiYie 5.1 15

32 wpidemiologicalKpatternsKofKhepatitisKtKvirusKSztVTKinKhighlyKendemicKareasZKEpidemiologyfandf
InfectionWK1996WKcciWKeceYdg 4.3 126

31 SeroepidemiologyKofKToxoplasmaKgondiiKamongKpregnantKwomenKinKdifferentKpartsKofKSwedenZK
EuropeanfJournalfoffEpidemiologyWK1995WKccWKcfkYgh 12.1 21

30 TheKcontrolKofKchildhoodKviralKinfectionsKbyKpulseKvaccinationZKMathematicalfMedicinefandfBiologyWK
1995WKcdWKdkYge 1.3 59
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29 TowardsKeradicationKofKmeaslesKviruslKglobalKprogressKandKstrategyKevaluationZKVeterinaryf
MicrobiologyWK1995WKffWKeeeYgb 3.3 13

28 PredictingKtheKimpactKofKmeaslesKvaccinationKinKwnglandKandKWaleslKmodelKvalidationKandKanalysisK
ofKpolicyKoptionsZKEpidemiologyfandfInfectionWK1995WKccfWKeckYff 4.3 88

27 RubellaKseroepidemiologyKinKaKnonYimmunizedKpopulationKofKSˆ£oKPauloKStateWKtrazilZKEpidemiologyf
andfInfectionWK1994WKcceWKchcYie 4.3 37

26 ModelingKageYKandKtimeYspecificKincidenceKfromKseroprevalenceltoxoplasmosisZKAmericanfJournalfoff
EpidemiologyWK1993WKceiWKcbddYef 3.8 81

25 spplicationKofKmathematicalKmodelsKtoKtheKdesignKofKimmunizationKstrategiesZKReviewsfinfMedicalf
MicrobiologyWK1993WKfWKcYi 1.1 9

24 ãongitudinalKstudyKofKToxoplasmaKseroprevalenceKinKSouthKYorkshireZKEpidemiologyfandfInfectionWK
1992WKcbjWKkkYcbh 4.3 51

23 ModelYbasedKcomparisonsKofKmeaslesKimmunizationKstrategiesKusingKhighKdoseKwdmonstonYZagrebK
typeKvaccinesZKInternationalfJournalfoffEpidemiologyWK1991WKdbWKccbiYci 7.8 9

22 VaccineKsafetyKversusKvaccineKefficacyKinKmassKimmunisationKprogrammesZKLancetufTheWK1991WKeejWKcebkYcd40 30

21 ToxoplasmaKgondiiKantibodiesKinKpregnantKwomenKinKStockholmKinKckhkWKckikWKandKckjiZKLancetuf
TheWK1991WKeeiWKcfceYf 40 53

20 SerologicalKstudyKofKtheKepidemiologyKofKmumpsKvirusKinfectionKinKnorthYwestKwnglandZK
EpidemiologyfandfInfectionWK1990WKcbgWKcigYkg 4.3 20

19 MeaslesKimmunizationKstrategiesKforKcountriesKwithKhighKtransmissionKrateslKinterimKguidelinesK
predictedKusingKaKmathematicalKmodelZKInternationalfJournalfoffEpidemiologyWK1990WKckWKibeYcb 7.8 24

18 SeroepidemiologicalKstudyKofKtheKtransmissionKofKtheKmumpsKvirusKinKStZKãuciaWKWestK’ndiesZK
EpidemiologyfandfInfectionWK1989WKcbdWKcfiYhb 4.3 17

17 TheKuseKofKmathematicalKmodelsKinKtheKepidemiologicalKstudyKofKinfectiousKdiseasesKandKinKtheK
designKofKmassKimmunizationKprogrammesZKEpidemiologyfandfInfectionWK1988WKcbcWKcYdb 4.3 95

16 TemperatureYdependentKreproductionKandKsurvivalKofKyyrodactylusKbullatarudisKSMonogeneaTKonK
guppiesKSPoeciliaKreticulataTZKParasitologyWK1984WKjkWKddcYddj 2.7 59

15 QuantificationKandKdeterminantsKofKtheKamountKofKrespiratoryKsyncytialKvirusKSRSVTKshedKusingKrealK
timeKPuRKdataKfromKaKlongitudinalKhouseholdKstudyZKWellcomefOpenfResearchWcWKdi 4.8 5

14 UsingKcontactKdataKtoKmodelKtheKimpactKofKcontactKtracingKandKphysicalKdistancingKtoKcontrolKtheK
SsRSYuoVYdKoutbreakKinK enyaZKWellcomefOpenfResearchWgWKdcd 4.8 2

13 uhildrenâ��sKOxygenKsdministrationKStrategiesKsndKNutritionKTrialKSuOsSTYNutritionTlKaKprotocolKforKaK
phaseK’’KrandomisedKcontrolledKtrialZKWellcomefOpenfResearchWhWKddc 4.8 0

12 MolecularKepidemiologyKofKhumanKrhinovirusKfromKoneYyearKsurveillanceKwithinKaKschoolKsettingKinK
ruralKcoastalK enya 2

(-1995)
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11 xorecastingKtheKscaleKofKtheKuOV’vYckKepidemicKinK enya 20

10 RevealingKtheKextentKofKtheKuOV’vYckKpandemicKinK enyaKbasedKonKserologicalKandKPuRYtestKdata 15

9 TrackingKtheKintroductionKandKspreadKofKSsRSYuoVYdKinKcoastalK enya 7

8 sssessingKtheKutilityKofKminorityKvariantKcompositionKinKelucidatingKRSVKtransmissionKpathways 3

7 uharacterizingKtheKcountrywideKepidemicKspreadKofKinfluenzaKsSzcNcTpdmbkKvirusKinK enyaK
betweenKdbbkKandKdbcj 1

6 wnrichmentKapproachKforKunbiasedKsequencingKofKrespiratoryKsyncytialKvirusKdirectlyKfromKclinicalK
samplesZKWellcomefOpenfResearchWhWKkk 4.8

5 sKyearKofKgenomicKsurveillanceKrevealsKhowKtheKSsRSYuoVYdKpandemicKunfoldedKinKsfrica 3

4 RevealingKtheKextentKofKtheKfirstKwaveKofKtheKuOV’vYckKpandemicKinK enyaKbasedKonKserologicalKandK
PuRYtestKdataZKWellcomefOpenfResearchWhWKcdi 4.8 3

3 uOV’vYckKTransmissionKvynamicsKUnderlyingKwpidemicKWavesKinK enya 3

2 wfficiencyKofKtransplacentalKtransferKofKrespiratoryKsyncytialKvirusKSRSVTKspecificKantibodiesKamongK
pregnantKwomenKinK enyaZKWellcomefOpenfResearchWiWKfe 4.8 1

1 RevealingKtheKextentKofKtheKfirstKwaveKofKtheKuOV’vYckKpandemicKinK enyaKbasedKonKserologicalKandK
PuRYtestKdataZKWellcomefOpenfResearchWhWKcdi 4.8 0
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