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m Paper IF Citations

494 vnitialGsequencingGandGanalysisGofGtheGhumanGgenomeUGNatureSG2001SGaWfSGecWTfYX 50.4 17366

493 tenomeTwideGassociationGstudyGofGXaSWWWGcasesGofGsevenGcommonGdiseasesGandGZSWWWGsharedG
controlsUGNatureSG2007SGaadSGccXTde 50.4 7801

492 αheGvnternationalGuapzapG®rojectUGNatureSG2003SGaYcSGdefTfc 50.4 5039

491 nGhaplotypeGmapGofGtheGhumanGgenomeUGNatureSG2005SGaZdSGXYffTZYW 50.4 4818

490 nGsecondGgenerationGhumanGhaplotypeGmapGofGoverGZUXGmillionG₁~®sUGNatureSG2007SGaafSGebXTcX 50.4 3647

489 oiologicalSGclinicalGandGpopulationGrelevanceGofGfbGlociGforGbloodGlipidsUGNatureSG2010SGaccSGdWdTXZ 50.4 2742

488 teneticGstudiesGofGbodyGmassGindexGyieldGnewGinsightsGforGobesityGbiologyUGNatureSG2015SGbXeSGXfdTYWc 50.4 2687

487 nssociationGanalysesGofGYafSdfcGindividualsGrevealGXeGnewGlociGassociatedGwithGbodyGmassGindexUG
NatureeGeneticsSG2010SGaYSGfZdTae 36.3 2267

486 vntegratingGcommonGandGrareGgeneticGvariationGinGdiverseGhumanGpopulationsUGNatureSG2010SGacdSGbYTe 50.4 2135

485 tenomeTwideGassociationGdefinesGmoreGthanGZWGdistinctGsusceptibilityGlociGforGprohnNsGdiseaseUG
NatureeGeneticsSG2008SGaWSGfbbTcY 36.3 2092

484 tenomeTwideGassociationGstudyGidentifiesGvariantsGatGpyβGandG®vpnyzGassociatedGwithGnlzheimerNsG
diseaseUGNatureeGeneticsSG2009SGaXSGXWeeTfZ 36.3 2018

483 teneticGriskGandGaGprimaryGroleGforGcellTmediatedGimmuneGmechanismsGinGmultipleGsclerosisUGNatureSG
2011SGadcSGYXaTf 50.4 1948

482 qiscoveryGandGrefinementGofGlociGassociatedGwithGlipidGlevelsUGNatureeGeneticsSG2013SGabSGXYdaTXYeZ 36.3 1904

481 ×eplicationGofGgenomeTwideGassociationGsignalsGinGβxGsamplesGrevealsGriskGlociGforGtypeGYGdiabetesUG
ScienceSG2007SGZXcSGXZZcTaX 33.3 1823

480 ~ewGgeneticGlociGimplicatedGinGfastingGglucoseGhomeostasisGandGtheirGimpactGonGtypeGYGdiabetesGriskUG
NatureeGeneticsSG2010SGaYSGXWbTXc 36.3 1673

479 tenomewideGassociationGanalysisGofGcoronaryGarteryGdiseaseUGNeweEnglandeJournaleofeMedicineSG2007
SGZbdSGaaZTbZ 59.2 1608

478 teneticGvariantsGinGnovelGpathwaysGinfluenceGbloodGpressureGandGcardiovascularGdiseaseGriskUGNature
SG2011SGadeSGXWZTf 50.4 1564
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477 uundredsGofGvariantsGclusteredGinGgenomicGlociGandGbiologicalGpathwaysGaffectGhumanGheightUG
NatureSG2010SGacdSGeZYTe 50.4 1514

476 yargeTscaleGassociationGanalysisGprovidesGinsightsGintoGtheGgeneticGarchitectureGandGpathophysiologyG
ofGtypeGYGdiabetesUGNatureeGeneticsSG2012SGaaSGfeXTfW 36.3 1482

475 teneticsGofGrheumatoidGarthritisGcontributesGtoGbiologyGandGdrugGdiscoveryUGNatureSG2014SGbWcSGZdcTeX 50.4 1426

474 pommonGvariantsGatGnopndSGz₁ancnVz₁anarSGr®unXSGpqZZGandGpqYn®GareGassociatedGwithG
nlzheimerNsGdiseaseUGNatureeGeneticsSG2011SGaZSGaYfTZb 36.3 1421

473 yargeTscaleGassociationGanalysisGidentifiesGXZGnewGsusceptibilityGlociGforGcoronaryGarteryGdiseaseUG
NatureeGeneticsSG2011SGaZSGZZZTe 36.3 1394

472 ₁ixGnewGlociGassociatedGwithGbodyGmassGindexGhighlightGaGneuronalGinfluenceGonGbodyGweightG
regulationUGNatureeGeneticsSG2009SGaXSGYbTZa 36.3 1368

471 tenomeTwideGdetectionGandGcharacterizationGofGpositiveGselectionGinGhumanGpopulationsUGNatureSG
2007SGaafSGfXZTe 50.4 1367

470 ×elativeGimpactGofGnucleotideGandGcopyGnumberGvariationGonGgeneGexpressionGphenotypesUGScienceSG
2007SGZXbSGeaeTbZ 33.3 1361

469 qefiningGtheGroleGofGcommonGvariationGinGtheGgenomicGandGbiologicalGarchitectureGofGadultGhumanG
heightUGNatureeGeneticsSG2014SGacSGXXdZTec 36.3 1339

468 nGcomprehensiveGXSWWWGtenomesTbasedGgenomeTwideGassociationGmetaTanalysisGofGcoronaryGarteryG
diseaseUGNatureeGeneticsSG2015SGadSGXXYXTXXZW 36.3 1290

467 yargeTscaleGmetaTanalysisGofGgenomeTwideGassociationGdataGidentifiesGsixGnewGriskGlociGforG
®arkinsonNsGdiseaseUGNatureeGeneticsSG2014SGacSGfefTfZ 36.3 1261

466 yargeTscaleGassociationGanalysisGidentifiesGnewGriskGlociGforGcoronaryGarteryGdiseaseUGNatureeGeneticsSG
2013SGabSGYbTZZ 36.3 1172

465 tenomeTwideGassociationGanalysisGidentifiesGXZGnewGriskGlociGforGschizophreniaUGNatureeGeneticsSG
2013SGabSGXXbWTf 36.3 1153

464 nssociationGscanGofGXaSbWWGnonsynonymousG₁~®sGinGfourGdiseasesGidentifiesGautoimmunityGvariantsUG
NatureeGeneticsSG2007SGZfSGXZYfTZd 36.3 1130

463 ponvergentGadaptationGofGhumanGlactaseGpersistenceGinGnfricaGandGruropeUGNatureeGeneticsSG2007SG
ZfSGZXTaW 36.3 1073

462 pommonGvariantsGnearGzpa×GareGassociatedGwithGfatGmassSGweightGandGriskGofGobesityUGNaturee
GeneticsSG2008SGaWSGdceTdb 36.3 1048

461 tenomeTwideGassociationGstudyGidentifiesGeightGlociGassociatedGwithGbloodGpressureUGNaturee
GeneticsSG2009SGaXSGcccTdc 36.3 970

460 ®opulationGgenomicsGofGhumanGgeneGexpressionUGNatureeGeneticsSG2007SGZfSGXYXdTYa 36.3 936

(2007-2010)

3



459 nnalysisGofGimmuneTrelatedGlociGidentifiesGaeGnewGsusceptibilityGvariantsGforGmultipleGsclerosisUG
NatureeGeneticsSG2013SGabSGXZbZTcW 36.3 934

458 ₁equenceGvariantsGinGtheGautophagyGgeneGv×tzGandGmultipleGotherGreplicatingGlociGcontributeGtoG
prohnNsGdiseaseGsusceptibilityUGNatureeGeneticsSG2007SGZfSGeZWTY 36.3 933

457 nGteneGzapGofGtheGuumanGtenomeUGScienceSG1996SGYdaSGbaWTbac 33.3 924

456 ~ewGgeneticGlociGlinkGadiposeGandGinsulinGbiologyGtoGbodyGfatGdistributionUGNatureSG2015SGbXeSGXedTXfc 50.4 920

455 teneticGmetaTanalysisGofGdiagnosedGnlzheimerNsGdiseaseGidentifiesGnewGriskGlociGandGimplicatesGn˛†SG
tauSGimmunityGandGlipidGprocessingUGNatureeGeneticsSG2019SGbXSGaXaTaZW 36.3 917

454 tenomeTwideGassociationGofGearlyTonsetGmyocardialGinfarctionGwithGsingleGnucleotideG
polymorphismsGandGcopyGnumberGvariantsUGNatureeGeneticsSG2009SGaXSGZZaTaX 36.3 884

453 tenomeTwideGassociationGstudyGidentifiesGdaGlociGassociatedGwithGeducationalGattainmentUGNatureSG
2016SGbZZSGbZfTaY 50.4 850

452 αheGfineTscaleGstructureGofGrecombinationGrateGvariationGinGtheGhumanGgenomeUGScienceSG2004SGZWaSGbeXTa33.3 796

451 tenomeTwideGtransTancestryGmetaTanalysisGprovidesGinsightGintoGtheGgeneticGarchitectureGofGtypeGYG
diabetesGsusceptibilityUGNatureeGeneticsSG2014SGacSGYZaTaa 36.3 784

450 nGgenomeTwideGassociationGstudyGidentifiesGnewGpsoriasisGsusceptibilityGlociGandGanGinteractionG
betweenGuynTpGandGr×n®XUGNatureeGeneticsSG2010SGaYSGfebTfW 36.3 773

449 vmputationGofGsequenceGvariantsGforGidentificationGofGgeneticGrisksGforG®arkinsonNsGdiseasegGaG
metaTanalysisGofGgenomeTwideGassociationGstudiesUGLancetreTheSG2011SGZddSGcaXTf 40 733

448 uumanGmetabolicGindividualityGinGbiomedicalGandGpharmaceuticalGresearchUGNatureSG2011SGaddSGbaTcW 50.4 728

447 zultipleGcommonGvariantsGforGceliacGdiseaseGinfluencingGimmuneGgeneGexpressionUGNatureeGeneticsSG
2010SGaYSGYfbTZWY 36.3 727

446 zetaTanalysisGidentifiesGXZGnewGlociGassociatedGwithGwaistThipGratioGandGrevealsGsexualGdimorphismG
inGtheGgeneticGbasisGofGfatGdistributionUGNatureeGeneticsSG2010SGaYSGfafTcW 36.3 724

445 yossTofTfunctionGmutationsGinGn® pZSGtriglyceridesSGandGcoronaryGdiseaseUGNeweEnglandeJournaleofe
MedicineSG2014SGZdXSGYYTZX 59.2 721

444 αheGgeneticGarchitectureGofGtypeGYGdiabetesUGNatureSG2016SGbZcSGaXTad 50.4 704

443 uynTnQZXWXGandGcarbamazepineTinducedGhypersensitivityGreactionsGinGruropeansUGNeweEnglande
JournaleofeMedicineSG2011SGZcaSGXXZaTaZ 59.2 689

442 vdentificationGofGXbGnewGpsoriasisGsusceptibilityGlociGhighlightsGtheGroleGofGinnateGimmunityUGNaturee
GeneticsSG2012SGaaSGXZaXTe 36.3 681
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441 tenomeTwideGassociationGanalysisGidentifiesGYWGlociGthatGinfluenceGadultGheightUGNatureeGeneticsSG
2008SGaWSGbdbTeZ 36.3 654

440 vnteractionGbetweenGr×n®XGandGuynToYdGinGankylosingGspondylitisGimplicatesGpeptideGhandlingGinG
theGmechanismGforGuynToYdGinGdiseaseGsusceptibilityUGNatureeGeneticsSG2011SGaZSGdcXTd 36.3 646

439 tenomeTwideGassociationGstudyGofGp~VsGinGXcSWWWGcasesGofGeightGcommonGdiseasesGandGZSWWWG
sharedGcontrolsUGNatureSG2010SGacaSGdXZTYW 50.4 639

438 teneticallyGdistinctGsubsetsGwithinGn~pnTassociatedGvasculitisUGNeweEnglandeJournaleofeMedicineSG
2012SGZcdSGYXaTYZ 59.2 627

437 yargeTscaleGassociationGanalysesGidentifyGnewGlociGinfluencingGglycemicGtraitsGandGprovideGinsightG
intoGtheGunderlyingGbiologicalGpathwaysUGNatureeGeneticsSG2012SGaaSGffXTXWWb 36.3 621

436 nGhighTresolutionGuynGandG₁~®GhaplotypeGmapGforGdiseaseGassociationGstudiesGinGtheGextendedG
humanGzupUGNatureeGeneticsSG2006SGZeSGXXccTdY 36.3 618

435 nGgenomeTwideGapproachGaccountingGforGbodyGmassGindexGidentifiesGgeneticGvariantsGinfluencingG
fastingGglycemicGtraitsGandGinsulinGresistanceUGNatureeGeneticsSG2012SGaaSGcbfTcf 36.3 615

434 pommonGregulatoryGvariationGimpactsGgeneGexpressionGinGaGcellGtypeTdependentGmannerUGScienceSG
2009SGZYbSGXYacTbW 33.3 607

433 pommonGvariantsGassociatedGwithGplasmaGtriglyceridesGandGriskGforGcoronaryGarteryGdiseaseUGNaturee
GeneticsSG2013SGabSGXZabTbY 36.3 597

432 VariantsGinGzα~×XoGinfluenceGfastingGglucoseGlevelsUGNatureeGeneticsSG2009SGaXSGddTeX 36.3 584

431 zappingGcisTGandGtransTregulatoryGeffectsGacrossGmultipleGtissuesGinGtwinsUGNatureeGeneticsSG2012SGaaSGXWeaTf36.3 572

430 q~nGmethylationGandGbodyTmassGindexgGaGgenomeTwideGanalysisUGLancetreTheSG2014SGZeZSGXffWTe 40 569

429 αwentyGboneTmineralTdensityGlociGidentifiedGbyGlargeTscaleGmetaTanalysisGofGgenomeTwideG
associationGstudiesUGNatureeGeneticsSG2009SGaXSGXXffTYWc 36.3 566

428 tWn₁GofGXYcSbbfGindividualsGidentifiesGgeneticGvariantsGassociatedGwithGeducationalGattainmentUG
ScienceSG2013SGZaWSGXacdTdX 33.3 563

427 vdentificationGofGmultipleGriskGvariantsGforGankylosingGspondylitisGthroughGhighTdensityGgenotypingG
ofGimmuneTrelatedGlociUGNatureeGeneticsSG2013SGabSGdZWTe 36.3 551

426 uumanGagingTassociatedGq~nGhypermethylationGoccursGpreferentiallyGatGbivalentGchromatinG
domainsUGGenomeeResearchSG2010SGYWSGaZaTf 9.7 547

425 ₁ignaturesGofGmutationGandGselectionGinGtheGcancerGgenomeUGNatureSG2010SGacZSGefZTe 50.4 538

424 ooneGmineralGdensitySGosteoporosisSGandGosteoporoticGfracturesgGaGgenomeTwideGassociationGstudyUG
LancetreTheSG2008SGZdXSGXbWbTXY 40 538

(2008-2008)
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423 qenseGgenotypingGidentifiesGandGlocalizesGmultipleGcommonGandGrareGvariantGassociationGsignalsGinG
celiacGdiseaseUGNatureeGeneticsSG2011SGaZSGXXfZTYWX 36.3 535

422 nGgenomeTwideGassociationGstudyGinGruropeansGandG₁outhGnsiansGidentifiesGfiveGnewGlociGforG
coronaryGarteryGdiseaseUGNatureeGeneticsSG2011SGaZSGZZfTaa 36.3 528

421 ~ewlyGidentifiedGgeneticGriskGvariantsGforGceliacGdiseaseGrelatedGtoGtheGimmuneGresponseUGNaturee
GeneticsSG2008SGaWSGZfbTaWY 36.3 524

420 nGgenomeTwideGassociationGstudyGforGceliacGdiseaseGidentifiesGriskGvariantsGinGtheGregionGharboringG
vyYGandGvyYXUGNatureeGeneticsSG2007SGZfSGeYdTf 36.3 518

419 rpigenomeTwideGassociationGstudyGofGbodyGmassGindexSGandGtheGadverseGoutcomesGofGadiposityUG
NatureSG2017SGbaXSGeXTec 50.4 511

418 rpigenomeTwideGscansGidentifyGdifferentiallyGmethylatedGregionsGforGageGandGageTrelatedG
phenotypesGinGaGhealthyGageingGpopulationUGPLoSeGeneticsSG2012SGeSGeXWWYcYf 6 501

417 uighlyGparallelG₁~®GgenotypingUGColdeSpringeHarboreSymposiaeoneQuantitativeeBiologySG2003SGceSGcfTde 3.9 496

416 oiologicalGinterpretationGofGgenomeTwideGassociationGstudiesGusingGpredictedGgeneGfunctionsUG
NatureeCommunicationsSG2015SGcSGbefW 17.4 489

415 tenomeTwideGassociationGstudyGofGankylosingGspondylitisGidentifiesGnonTzupGsusceptibilityGlociUG
NatureeGeneticsSG2010SGaYSGXYZTd 36.3 484

414 nGgenomeTwideGassociationGstudyGconfirmsGVx ×pXSGpY®YpfSGandGpY®asYGasGprincipalGgeneticG
determinantsGofGwarfarinGdoseUGPLoSeGeneticsSG2009SGbSGeXWWWaZZ 6 484

413 nGphysicalGmapGofGZWSWWWGhumanGgenesUGScienceSG1998SGYeYSGdaaTc 33.3 472

412  besityGacceleratesGepigeneticGagingGofGhumanGliverUGProceedingseofetheeNationaleAcademyeofe
ScienceseofetheeUnitedeStateseofeAmericaSG2014SGXXXSGXbbZeTaZ 11.5 456

411 αheGlargestGprospectiveGwarfarinTtreatedGcohortGsupportsGgeneticGforecastingUGBloodSG2009SGXXZSGdeaTfY 2.2 443

410 tenomeTwideGmetaTanalysisGidentifiesGXXGnewGlociGforGanthropometricGtraitsGandGprovidesGinsightsG
intoGgeneticGarchitectureUGNatureeGeneticsSG2013SGabSGbWXTXY 36.3 437

409 uighTdensityGgeneticGmappingGidentifiesGnewGsusceptibilityGlociGforGrheumatoidGarthritisUGNaturee
GeneticsSG2012SGaaSGXZZcTaW 36.3 436

408 nGgenomeTwideGmetaTanalysisGidentifiesGYYGlociGassociatedGwithGeightGhematologicalGparametersGinG
theGuaemtenGconsortiumUGNatureeGeneticsSG2009SGaXSGXXeYTfW 36.3 433

407 tenomeTwideGassociationsGofGgeneGexpressionGvariationGinGhumansUGPLoSeGeneticsSG2005SGXSGede 6 431

406 tenomeTwideGassociationGstudyGidentifiesGfiveGlociGassociatedGwithGlungGfunctionUGNatureeGeneticsSG
2010SGaYSGZcTaa 36.3 430
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405 nnGrxpandedGtenomeTWideGnssociationG₁tudyGofGαypeGYGqiabetesGinGruropeansUGDiabetesSG2017SGccSGYeeeTYfWY0.9 414

404 sineGmappingGofGtypeGXGdiabetesGsusceptibilityGlociGandGevidenceGforGcolocalizationGofGcausalGvariantsG
withGlymphoidGgeneGenhancersUGNatureeGeneticsSG2015SGadSGZeXTc 36.3 414

403 ×areGandGlowTfrequencyGcodingGvariantsGalterGhumanGadultGheightUGNatureSG2017SGbaYSGXecTXfW 50.4 412

402 tenomeTwideGassociationGstudyGofGulcerativeGcolitisGidentifiesGthreeGnewGsusceptibilityGlociSG
includingGtheGu~sanGregionUGNatureeGeneticsSG2009SGaXSGXZZWTa 36.3 411

401 tenomeTwideGassociationGstudyGinGindividualsGofG₁outhGnsianGancestryGidentifiesGsixGnewGtypeGYG
diabetesGsusceptibilityGlociUGNatureeGeneticsSG2011SGaZSGfeaTf 36.3 406

400 ®arentTofToriginTspecificGallelicGassociationsGamongGXWcGgenomicGlociGforGageGatGmenarcheUGNatureSG
2014SGbXaSGfYTfd 50.4 401

399 pommonGVx ×pXGandGttpXGpolymorphismsGassociatedGwithGwarfarinGdoseUGPharmacogenomicse
JournalSG2005SGbSGYcYTdW 3.5 396

398 αheGmetabochipSGaGcustomGgenotypingGarrayGforGgeneticGstudiesGofGmetabolicSGcardiovascularSGandG
anthropometricGtraitsUGPLoSeGeneticsSG2012SGeSGeXWWYdfZ 6 395

397 tenomeTwideGassociationGscanGmetaTanalysisGidentifiesGthreeGyociGinfluencingGadiposityGandGfatG
distributionUGPLoSeGeneticsSG2009SGbSGeXWWWbWe 6 393

396 ~ewGsusceptibilityGlocusGforGcoronaryGarteryGdiseaseGonGchromosomeGZqYYUZUGNatureeGeneticsSG2009SG
aXSGYeWTY 36.3 389

395 αhirtyGnewGlociGforGageGatGmenarcheGidentifiedGbyGaGmetaTanalysisGofGgenomeTwideGassociationG
studiesUGNatureeGeneticsSG2010SGaYSGXWddTeb 36.3 372

394 nssociationGanalysesGbasedGonGfalseGdiscoveryGrateGimplicateGnewGlociGforGcoronaryGarteryGdiseaseUG
NatureeGeneticsSG2017SGafSGXZebTXZfX 36.3 361

393 ®atternsGofGcisGregulatoryGvariationGinGdiverseGhumanGpopulationsUGPLoSeGeneticsSG2012SGeSGeXWWYcZf 6 361

392 tenomeTwideGassociationGstudyGidentifiesGgenesGforGbiomarkersGofGcardiovascularGdiseasegGserumG
urateGandGdyslipidemiaUGAmericaneJournaleofeHumaneGeneticsSG2008SGeYSGXZfTaf 11 361

391 tenomicGqissectionGofGoipolarGqisorderGandG₁chizophreniaSGvncludingGYeG₁ubphenotypesUGCellSG2018SG
XdZSGXdWbTXdXbUeXc 56.2 360

390 teneticGdeterminantsGofGulcerativeGcolitisGincludeGtheGrpzXGlocusGandGfiveGlociGimplicatedGinGprohnNsG
diseaseUGNatureeGeneticsSG2008SGaWSGdXWTY 36.3 353

389 oayesianGrefinementGofGassociationGsignalsGforGXaGlociGinGZGcommonGdiseasesUGNatureeGeneticsSG2012SG
aaSGXYfaTZWX 36.3 347

388 nGfirstTgenerationGlinkageGdisequilibriumGmapGofGhumanGchromosomeGYYUGNatureSG2002SGaXeSGbaaTe 50.4 342

(2002-2017)
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387 αheGarchitectureGofGgeneGregulatoryGvariationGacrossGmultipleGhumanGtissuesgGtheGzuαur×GstudyUG
PLoSeGeneticsSG2011SGdSGeXWWYWWZ 6 336

386 vntegratingGethicsGandGscienceGinGtheGvnternationalGuapzapG®rojectUGNatureeReviewseGeneticsSG2004SG
bSGacdTdb 30.1 334

385 ~ewGgeneGfunctionsGinGmegakaryopoiesisGandGplateletGformationUGNatureSG2011SGaeWSGYWXTe 50.4 330

384 ~ovelGlociGforGadiponectinGlevelsGandGtheirGinfluenceGonGtypeGYGdiabetesGandGmetabolicGtraitsgGaG
multiTethnicGmetaTanalysisGofGabSefXGindividualsUGPLoSeGeneticsSG2012SGeSGeXWWYcWd 6 326

383 ×areGvariantGinGscavengerGreceptorGovGraisesGuqyGcholesterolGandGincreasesGriskGofGcoronaryGheartG
diseaseUGScienceSG2016SGZbXSGXXccTdX 33.3 325

382 podingGVariationGinGn~t®αyaSGy®ySGandG₁Vr®XGandGtheG×iskGofGporonaryGqiseaseUGNeweEnglande
JournaleofeMedicineSG2016SGZdaSGXXZaTaa 59.2 325

381 pommonGvariantsGnearGnαzGareGassociatedGwithGglycemicGresponseGtoGmetforminGinGtypeGYGdiabetesUG
NatureeGeneticsSG2011SGaZSGXXdTYW 36.3 319

380 teneticGvariantsGinfluencingGcirculatingGlipidGlevelsGandGriskGofGcoronaryGarteryGdiseaseUG
ArteriosclerosisreThrombosisreandeVasculareBiologySG2010SGZWSGYYcaTdc 9.4 318

379 tenomeTwideGassociationGstudyGidentifiesGaGvariantGinGuqnpfGassociatedGwithGlargeGvesselGischemicG
strokeUGNatureeGeneticsSG2012SGaaSGZYeTZZ 36.3 314

378 pommonGvariantsGatGXWGgenomicGlociGinfluenceGhemoglobinGnâ��OpPGlevelsGviaGglycemicGandG
nonglycemicGpathwaysUGDiabetesSG2010SGbfSGZYYfTZf 0.9 314

377 ×epeatedGreplicationGandGaGprospectiveGmetaTanalysisGofGtheGassociationGbetweenGchromosomeG
fpYXUZGandGcoronaryGarteryGdiseaseUGCirculationSG2008SGXXdSGXcdbTea 16.7 312

376 rxomeTwideGassociationGstudyGofGplasmaGlipidsGinGkZWWSWWWGindividualsUGNatureeGeneticsSG2017SGafSGXdbeTXdcc36.3 310

375 vnactivatingGmutationsGinG~®pXyXGandGprotectionGfromGcoronaryGheartGdiseaseUGNeweEnglandeJournale
ofeMedicineSG2014SGZdXSGYWdYTeY 59.2 307

374 nssociationGofGwarfarinGdoseGwithGgenesGinvolvedGinGitsGactionGandGmetabolismUGHumaneGeneticsSG
2007SGXYXSGYZTZa 6.3 305

373 tenomeTwideGandGfineTresolutionGassociationGanalysisGofGmalariaGinGWestGnfricaUGNatureeGeneticsSG
2009SGaXSGcbdTcb 36.3 297

372 teneticGassociationsGatGbZGlociGhighlightGcellGtypesGandGbiologicalGpathwaysGrelevantGforGkidneyG
functionUGNatureeCommunicationsSG2016SGdSGXWWYZ 17.4 295

371 teneticGfineGmappingGandGgenomicGannotationGdefinesGcausalGmechanismsGatGtypeGYGdiabetesG
susceptibilityGlociUGNatureeGeneticsSG2015SGadSGXaXbTYb 36.3 292

370 nGgenomeTwideGassociationGmetaTanalysisGidentifiesGnewGchildhoodGobesityGlociUGNatureeGeneticsSG
2012SGaaSGbYcTZX 36.3 292
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369 yqyTcholesterolGconcentrationsgGaGgenomeTwideGassociationGstudyUGLancetreTheSG2008SGZdXSGaeZTfX 40 292

368 VariantsGnearGqz×αXSGαr×αGandGnαsdv®GareGassociatedGwithGtesticularGgermGcellGcancerUGNaturee
GeneticsSG2010SGaYSGcWaTd 36.3 289

367 tenomeTwideGassociationGidentifiesGnineGcommonGvariantsGassociatedGwithGfastingGproinsulinGlevelsG
andGprovidesGnewGinsightsGintoGtheGpathophysiologyGofGtypeGYGdiabetesUGDiabetesSG2011SGcWSGYcYaTZa 0.9 285

366 zultipleGlociGinfluenceGerythrocyteGphenotypesGinGtheGpun×trGponsortiumUGNatureeGeneticsSG2009SG
aXSGXXfXTe 36.3 285

365 tenomicG×iskG®redictionGofGporonaryGnrteryGqiseaseGinGaeWSWWWGndultsgGvmplicationsGforG®rimaryG
®reventionUGJournaleofetheeAmericaneCollegeeofeCardiologySG2018SGdYSGXeeZTXefZ 15.1 285

364
βnbiasedGscreenGforGinteractorsGofGleucineTrichGrepeatGkinaseGYGsupportsGaGcommonGpathwayGforG
sporadicGandGfamilialG®arkinsonGdiseaseUGProceedingseofetheeNationaleAcademyeofeScienceseofethee
UnitedeStateseofeAmericaSG2014SGXXXSGYcYcTZX

11.5 282

363 nGgenomeTwideGassociationGstudyGofGtesticularGgermGcellGtumorUGNatureeGeneticsSG2009SGaXSGeWdTXW 36.3 282

362 pompoundGinheritanceGofGaGlowTfrequencyGregulatoryG₁~®GandGaGrareGnullGmutationGinGexonTjunctionG
complexGsubunitG×ozenGcausesGαn×GsyndromeUGNatureeGeneticsSG2012SGaaSGaZbTfSG₁XTY 36.3 279

361 QualityGcontrolGandGconductGofGgenomeTwideGassociationGmetaTanalysesUGNatureeProtocolsSG2014SGfSGXXfYTYXY18.8 278

360 ₁exTstratifiedGgenomeTwideGassociationGstudiesGincludingGYdWSWWWGindividualsGshowGsexualG
dimorphismGinGgeneticGlociGforGanthropometricGtraitsUGPLoSeGeneticsSG2013SGfSGeXWWZbWW 6 277

359 teneticGevidenceGimplicatesGtheGimmuneGsystemGandGcholesterolGmetabolismGinGtheGaetiologyGofG
nlzheimerNsGdiseaseUGPLoSeONESG2010SGbSGeXZfbW 3.7 276

358 vdentificationGofGnewGsusceptibilityGlociGforGosteoarthritisGOarc tr~PgGaGgenomeTwideGassociationG
studyUGLancetreTheSG2012SGZeWSGeXbTYZ 40 275

357
tlobalGanalysisGofGq~nGmethylationGvariationGinGadiposeGtissueGfromGtwinsGrevealsGlinksGtoG
diseaseTassociatedGvariantsGinGdistalGregulatoryGelementsUGAmericaneJournaleofeHumaneGeneticsSG2013
SGfZSGedcTfW

11 269

356 tenevargGaGdatabaseGandGwavaGapplicationGforGtheGanalysisGandGvisualizationGofG₁~®TgeneG
associationsGinGeQαyGstudiesUGBioinformaticsSG2010SGYcSGYadaTc 7.2 264

355 teneticGvariationGinGyv~YeoGisGassociatedGwithGtheGtimingGofGpubertyUGNatureeGeneticsSG2009SGaXSGdYfTZZ 36.3 258

354 ₁eventyTfiveGgeneticGlociGinfluencingGtheGhumanGredGbloodGcellUGNatureSG2012SGafYSGZcfTdb 50.4 257

353 qenseGgenotypingGofGimmuneTrelatedGdiseaseGregionsGidentifiesGXaGnewGsusceptibilityGlociGforG
juvenileGidiopathicGarthritisUGNatureeGeneticsSG2013SGabSGccaTf 36.3 256

352 vdentificationGofGanGimprintedGmasterGtransGregulatorGatGtheGxysXaGlocusGrelatedGtoGmultipleG
metabolicGphenotypesUGNatureeGeneticsSG2011SGaZSGbcXTa 36.3 253

(2011-2008)
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351 αheGgeneticsGofGbloodGpressureGregulationGandGitsGtargetGorgansGfromGassociationGstudiesGinGZaYSaXbG
individualsUGNatureeGeneticsSG2016SGaeSGXXdXTXXea 36.3 251

350 zutationsGinGtheGytvXVrpitempinGgeneGonGXWqYaGcauseGautosomalGdominantGlateralGtemporalG
epilepsyUGHumaneMoleculareGeneticsSG2002SGXXSGXXXfTYe 5.6 250

349
~ovelGinsightsGintoGtheGgeneticsGofGsmokingGbehaviourSGlungGfunctionSGandGchronicGobstructiveG
pulmonaryGdiseaseGOβxGoiyrVrPgGaGgeneticGassociationGstudyGinGβxGoiobankUGLanceteRespiratorye
MedicinertheSG2015SGZSGdcfTeX

35.1 245

348 zetaTanalysisGofGgenomeTwideGassociationGstudiesGidentifiesGthreeGnewGriskGlociGforGatopicG
dermatitisUGNatureeGeneticsSG2011SGaaSGXedTfY 36.3 244

347 zetaTanalysesGidentifyGXZGlociGassociatedGwithGageGatGmenopauseGandGhighlightGq~nGrepairGandG
immuneGpathwaysUGNatureeGeneticsSG2012SGaaSGYcWTe 36.3 243

346 pomparisonGofGhumanGgeneticGandGsequenceTbasedGphysicalGmapsUGNatureSG2001SGaWfSGfbXTZ 50.4 237

345 teneticGvariationGnearGtheGhepatocyteGnuclearGfactorTaGalphaGgeneGpredictsGsusceptibilityGtoGtypeGYG
diabetesUGDiabetesSG2004SGbZSGXXaXTf 0.9 229

344 pommonGpolygenicGvariationGenhancesGriskGpredictionGforGnlzheimerNsGdiseaseUGBrainSG2015SGXZeSGZcdZTea11.2 227

343 yossGofGV®₁XZpGsunctionGinGnutosomalT×ecessiveG®arkinsonismGpausesGzitochondrialGqysfunctionG
andGvncreasesG®v~xXV®arkinTqependentGzitophagyUGAmericaneJournaleofeHumaneGeneticsSG2016SGfeSGbWWTbXZ11 225

342 nssociationGoetweenGyowTqensityGyipoproteinGpholesterolTyoweringGteneticGVariantsGandG×iskGofG
αypeGYGqiabetesgGnGzetaTanalysisUGJAMAeseJournaleofetheeAmericaneMedicaleAssociationSG2016SGZXcSGXZeZTXZfX27.4 225

341 αransTancestryGgenomeTwideGassociationGstudyGidentifiesGXYGgeneticGlociGinfluencingGbloodGpressureG
andGimplicatesGaGroleGforGq~nGmethylationUGNatureeGeneticsSG2015SGadSGXYeYTXYfZ 36.3 223

340
vmpactGofGcommonGgeneticGdeterminantsGofGuemoglobinGnXcGonGtypeGYGdiabetesGriskGandGdiagnosisG
inGancestrallyGdiverseGpopulationsgGnGtransethnicGgenomeTwideGmetaTanalysisUGPLoSeMedicineSG2017SG
XaSGeXWWYZeZ

11.6 223

339 pigaretteGsmokingGreducesGq~nGmethylationGlevelsGatGmultipleGgenomicGlociGbutGtheGeffectGisG
partiallyGreversibleGuponGcessationUGEpigeneticsSG2014SGfSGXZeYTfc 5.7 222

338 ×efiningGtheGaccuracyGofGvalidatedGtargetGidentificationGthroughGcodingGvariantGfineTmappingGinGtypeG
YGdiabetesUGNatureeGeneticsSG2018SGbWSGbbfTbdX 36.3 221

337 αheGvnfluenceGofGngeGandG₁exGonGteneticGnssociationsGwithGndultGoodyG₁izeGandG₁hapegGnG
yargeT₁caleGtenomeTWideGvnteractionG₁tudyUGPLoSeGeneticsSG2015SGXXSGeXWWbZde 6 220

336 rpigenomeTwideGassociationGstudyGOrWn₁PGofGozvSGozvGchangeGandGwaistGcircumferenceGinGnfricanG
nmericanGadultsGidentifiesGmultipleGreplicatedGlociUGHumaneMoleculareGeneticsSG2015SGYaSGaacaTdf 5.6 219

335 pollaborativeGmetaTanalysisgGassociationsGofGXbWGcandidateGgenesGwithGosteoporosisGandG
osteoporoticGfractureUGAnnalseofeInternaleMedicineSG2009SGXbXSGbYeTZd 8 215

334 rxcessiveGburdenGofGlysosomalGstorageGdisorderGgeneGvariantsGinG®arkinsonNsGdiseaseUGBrainSG2017SG
XaWSGZXfXTZYWZ 11.2 209

Panagiotis Deloukas
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333 nGtwoTstageGmetaTanalysisGidentifiesGseveralGnewGlociGforG®arkinsonNsGdiseaseUGPLoSeGeneticsSG2011SG
dSGeXWWYXaY 6 209

332
nGhighTresolutionGlinkageTdisequilibriumGmapGofGtheGhumanGmajorGhistocompatibilityGcomplexGandG
firstGgenerationGofGtagGsingleTnucleotideGpolymorphismsUGAmericaneJournaleofeHumaneGeneticsSG2005SG
dcSGcZaTac

11 209

331 tenomeTwideGanalysisGidentifiesGXYGlociGinfluencingGhumanGreproductiveGbehaviorUGNatureeGeneticsSG
2016SGaeSGXacYTXadY 36.3 198

330 zetaTanalysisGofGgenomeTwideGscansGforGhumanGadultGstatureGidentifiesGnovelGyociGandGassociationsG
withGmeasuresGofGskeletalGframeGsizeUGPLoSeGeneticsSG2009SGbSGeXWWWaab 6 198

329 nGgenotypeGcallingGalgorithmGforGtheGvlluminaGoeadnrrayGplatformUGBioinformaticsSG2007SGYZSGYdaXTc 7.2 194

328 vntegratedGgeneticGandGepigeneticGanalysisGidentifiesGhaplotypeTspecificGmethylationGinGtheGsα G
typeGYGdiabetesGandGobesityGsusceptibilityGlocusUGPLoSeONESG2010SGbSGeXaWaW 3.7 193

327 zosaicG®®zXqGmutationsGareGassociatedGwithGpredispositionGtoGbreastGandGovarianGcancerUGNatureSG
2013SGafZSGaWcTXW 50.4 191

326 teneticGvariantsGassociatedGwithGwarfarinGdoseGinGnfricanTnmericanGindividualsgGaGgenomeTwideG
associationGstudyUGLancetreTheSG2013SGZeYSGdfWTc 40 191

325 tenomeTwideGassociationGstudyGidentifiesGvariantsGatGfpYXGandGYYqXZGassociatedGwithGdevelopmentG
ofGcutaneousGneviUGNatureeGeneticsSG2009SGaXSGfXbTf 36.3 186

324 ®roteinTalteringGvariantsGassociatedGwithGbodyGmassGindexGimplicateGpathwaysGthatGcontrolGenergyG
intakeGandGexpenditureGinGobesityUGNatureeGeneticsSG2018SGbWSGYcTaX 36.3 186

323 teneGexpressionGchangesGwithGageGinGskinSGadiposeGtissueSGbloodGandGbrainUGGenomeeBiologySG2013SG
XaSG×db 18.3 185

322 αheGinfluenceGofGrecombinationGonGhumanGgeneticGdiversityUGPLoSeGeneticsSG2006SGYSGeXae 6 185

321 sifteenGnewGriskGlociGforGcoronaryGarteryGdiseaseGhighlightGarterialTwallTspecificGmechanismsUGNaturee
GeneticsSG2017SGafSGXXXZTXXXf 36.3 184

320 vntegrationGofGgeneticSGclinicalSGandGv~×GdataGtoGrefineGwarfarinGdosingUGClinicalePharmacologyeande
TherapeuticsSG2010SGedSGbdYTe 6.1 184

319 VariantsGinGnqpYbGandGnearGpp~yXGareGassociatedGwithGfetalGgrowthGandGbirthGweightUGNaturee
GeneticsSG2010SGaYSGaZWTb 36.3 184

318 αransTancestryGmetaTanalysesGidentifyGrareGandGcommonGvariantsGassociatedGwithGbloodGpressureG
andGhypertensionUGNatureeGeneticsSG2016SGaeSGXXbXTXXcX 36.3 181

317 ~ewGlociGforGbodyGfatGpercentageGrevealGlinkGbetweenGadiposityGandGcardiometabolicGdiseaseGriskUG
NatureeCommunicationsSG2016SGdSGXWafb 17.4 180

316 qissectionGofGtheGgeneticsGofG®arkinsonNsGdiseaseGidentifiesGanGadditionalGassociationGbNGofG₁~pnGandG
multipleGassociatedGhaplotypesGatGXdqYXUGHumaneMoleculareGeneticsSG2011SGYWSGZabTbZ 5.6 178

(2011-2011)
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315 yowGcopyGnumberGofGtheGsalivaryGamylaseGgeneGpredisposesGtoGobesityUGNatureeGeneticsSG2014SGacSGafYTd 36.3 177

314 αheGq~nGsequenceGandGcomparativeGanalysisGofGhumanGchromosomeGYWUGNatureSG2001SGaXaSGecbTdX 50.4 177

313 nGnovelGnlzheimerGdiseaseGlocusGlocatedGnearGtheGgeneGencodingGtauGproteinUGMolecularePsychiatrySG
2016SGYXSGXWeTXd 15.1 175

312 yargeTscaleGgeneTcentricGanalysisGidentifiesGnovelGvariantsGforGcoronaryGarteryGdiseaseUGPLoSeGenetics
SG2011SGdSGeXWWYYcW 6 175

311 αheGimpactGofG₁~®GdensityGonGfineTscaleGpatternsGofGlinkageGdisequilibriumUGHumaneMoleculare
GeneticsSG2004SGXZSGbddTee 5.6 171

310 yinkageGdisequilibriumGmappingGviaGcladisticGanalysisGofGsingleTnucleotideGpolymorphismG
haplotypesUGAmericaneJournaleofeHumaneGeneticsSG2004SGdbSGZbTaZ 11 168

309 tenomeTwideGmetaTanalysisGidentifiesGsixGnovelGlociGassociatedGwithGhabitualGcoffeeGconsumptionUG
MolecularePsychiatrySG2015SGYWSGcadTcbc 15.1 167

308 zetabolomicGmarkersGrevealGnovelGpathwaysGofGageingGandGearlyGdevelopmentGinGhumanG
populationsUGInternationaleJournaleofeEpidemiologySG2013SGaYSGXXXXTf 7.8 166

307 zetaTanalysisGofGcbSdZaGindividualsGidentifiesGα₁®n~XbGandG₁ypaanYGasGtwoGsusceptibilityGlociGforG
venousGthromboembolismUGAmericaneJournaleofeHumaneGeneticsSG2015SGfcSGbZYTaY 11 163

306 tenomeTwideGmetaTanalysisGofGobservationalGstudiesGshowsGcommonGgeneticGvariantsGassociatedG
withGmacronutrientGintakeUGAmericaneJournaleofeClinicaleNutritionSG2013SGfdSGXZfbTaWY 7 161

305 vmmunophipGstudyGimplicatesGantigenGpresentationGtoGαGcellsGinGnarcolepsyUGPLoSeGeneticsSG2013SGfSGeXWWZYdW6 161

304 ®harmacogeneticGmetaTanalysisGofGgenomeTwideGassociationGstudiesGofGyqyGcholesterolGresponseGtoG
statinsUGNatureeCommunicationsSG2014SGbSGbWce 17.4 160

303 αheGlinkGbetweenGfamilyGhistoryGandGriskGofGtypeGYGdiabetesGisGnotGexplainedGbyGanthropometricSG
lifestyleGorGgeneticGriskGfactorsgGtheGr®vpTvnternctGstudyUGDiabetologiaSG2013SGbcSGcWTf 10.3 158

302 vyYZ×GvariationGdeterminesGsusceptibilityGbutGnotGdiseaseGphenotypeGinGinflammatoryGbowelG
diseaseUGGastroenterologySG2007SGXZYSGXcbdTca 13.3 156

301 qesignGandGcohortGdescriptionGofGtheGvnternctG®rojectgGanGexaminationGofGtheGinteractionGofGgeneticG
andGlifestyleGfactorsGonGtheGincidenceGofGtypeGYGdiabetesGinGtheGr®vpG₁tudyUGDiabetologiaSG2011SGbaSGYYdYTeY10.3 155

300 teneticallyGdeterminedGheightGandGcoronaryGarteryGdiseaseUGNeweEnglandeJournaleofeMedicineSG2015SG
ZdYSGXcWeTXe 59.2 152

299 zetaTanalysisGidentifiesGcommonGandGrareGvariantsGinfluencingGbloodGpressureGandGoverlappingGwithG
metabolicGtraitGlociUGNatureeGeneticsSG2016SGaeSGXXcYTdW 36.3 152

298 vnvestigationGofGprohnNsGdiseaseGriskGlociGinGulcerativeGcolitisGfurtherGdefinesGtheirGmolecularG
relationshipUGGastroenterologySG2009SGXZcSGbYZTfUeZ 13.3 152

Panagiotis Deloukas
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297 teneTlifestyleGinteractionGandGtypeGYGdiabetesgGtheGr®vpGinteractGcaseTcohortGstudyUGPLoSeMedicineSG
2014SGXXSGeXWWXcad 11.6 149

296 yowTfrequencyGandGrareGexomeGchipGvariantsGassociateGwithGfastingGglucoseGandGtypeGYGdiabetesG
susceptibilityUGNatureeCommunicationsSG2015SGcSGbefd 17.4 147

295 ₁ystematicGrvaluationGofG®leiotropyGvdentifiesGcGsurtherGyociGnssociatedGWith´ poronaryG
nrtery´ qiseaseUGJournaleofetheeAmericaneCollegeeofeCardiologySG2017SGcfSGeYZTeZc 15.1 146

294 vnheritanceGofGcoronaryGarteryGdiseaseGinGmengGanGanalysisGofGtheGroleGofGtheGYGchromosomeUGLancetre
TheSG2012SGZdfSGfXbTfYY 40 145

293 nbdominalGaorticGaneurysmGisGassociatedGwithGaGvariantGinGlowTdensityGlipoproteinGreceptorTrelatedG
proteinGXUGAmericaneJournaleofeHumaneGeneticsSG2011SGefSGcXfTYd 11 145

292 pommonGvariantsGatGtheGzupGlocusGandGatGchromosomeGXcqYaUXGpredisposeGtoGoarrettNsGesophagusUG
NatureeGeneticsSG2012SGaaSGXXZXTc 36.3 139

291 nGgenomeTwideGassociationGsearchGforGtypeGYGdiabetesGgenesGinGnfricanGnmericansUGPLoSeONESG2012SG
dSGeYfYWY 3.7 138

290
phromosomeGYWGdeletionsGinGmyeloidGmalignanciesgGreductionGofGtheGcommonGdeletedGregionSG
generationGofGaG®npVonpGcontigGandGidentificationGofGcandidateGgenesUGβxGpancerGpytogeneticsG
troupGOβxpptPUGOncogeneSG2000SGXfSGZfWYTXZ

9.2 132

289 tenomeTwideGassociationGstudyGimplicatesGuynTpQWXgWYGasGaGriskGfactorGatGtheGmajorG
histocompatibilityGcomplexGlocusGinGschizophreniaUGBiologicalePsychiatrySG2012SGdYSGcYWTe 7.9 130

288 tenomeTwideGassociationGstudyGidentifiesGaGnovelGlocusGcontributingGtoGtypeGYGdiabetesG
susceptibilityGinG₁ikhsGofG®unjabiGoriginGfromGvndiaUGDiabetesSG2013SGcYSGXdacTbb 0.9 129

287 nGgenomeTwideGassociationGstudyGrevealsGvariantsGinGn×yXbGthatGinfluenceGadiponectinGlevelsUGPLoSe
GeneticsSG2009SGbSGeXWWWdce 6 129

286 yargeGscaleGassociationGanalysisGofGnovelGgeneticGlociGforGcoronaryGarteryGdiseaseUGArteriosclerosisre
ThrombosisreandeVasculareBiologySG2009SGYfSGddaTeW 9.4 125

285
®hosphodiesteraseGgenesGareGassociatedGwithGsusceptibilityGtoGmajorGdepressionGandG
antidepressantGtreatmentGresponseUGProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitede
StateseofeAmericaSG2006SGXWZSGXbXYaTf

11.5 124

284 q~nGmethylationGofGlipidTrelatedGgenesGaffectsGbloodGlipidGlevelsUGCirculation:eCardiovasculare
GeneticsSG2015SGeSGZZaTaY 122

283 ~ovelGlociGaffectingGironGhomeostasisGandGtheirGeffectsGinGindividualsGatGriskGforGhemochromatosisUG
NatureeCommunicationsSG2014SGbSGafYc 17.4 121

282 sα GgeneticGvariantsSGdietaryGintakeGandGbodyGmassGindexgGinsightsGfromGXddSZZWGindividualsUGHumane
MoleculareGeneticsSG2014SGYZSGcfcXTdY 5.6 120

281 yociGatGchromosomesGXZSGXfGandGYWGinfluenceGageGatGnaturalGmenopauseUGNatureeGeneticsSG2009SGaXSGcabTd36.3 120

280 qirectionalGdominanceGonGstatureGandGcognitionGin´ diverseGhumanGpopulationsUGNatureSG2015SGbYZSGabfTacY50.4 119

(2015-2014)
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279 nssociationsGbetweenG®otentiallyGzodifiableG×iskGsactorsGandGnlzheimerGqiseasegGnGzendelianG
×andomizationG₁tudyUGPLoSeMedicineSG2015SGXYSGeXWWXeaXhGdiscussionGeXWWXeaX 11.6 115

278 nGfunctionalGgenomicsGapproachGrevealsGnovelGquantitativeGtraitGlociGassociatedGwithGplateletG
signalingGpathwaysUGBloodSG2009SGXXaSGXaWbTXc 2.2 112

277 nGnovelGvariantGonGchromosomeGdqYYUZGassociatedGwithGmeanGplateletGvolumeSGcountsSGandG
functionUGBloodSG2009SGXXZSGZeZXTd 2.2 109

276 ®redictingGgenomeTwideGq~nGmethylationGusingGmethylationGmarksSGgenomicGpositionSGandGq~nG
regulatoryGelementsUGGenomeeBiologySG2015SGXcSGXa 18.3 108

275 qifferentialGmethylationGofGtheGα×®nXGpromoterGinGpainGsensitivityUGNatureeCommunicationsSG2014SGbSGYfde17.4 107

274 pommonGvariantsGinGtheGregionGaroundG sterixGareGassociatedGwithGboneGmineralGdensityGandG
growthGinGchildhoodUGHumaneMoleculareGeneticsSG2009SGXeSGXbXWTd 5.6 107

273 tenomeTwideGmetaTanalysisGofGYaXSYbeGadultsGaccountingGforGsmokingGbehaviourGidentifiesGnovelG
lociGforGobesityGtraitsUGNatureeCommunicationsSG2017SGeSGXafdd 17.4 105

272 pharacterizationGofGaGfamilyGwithGrareGdeletionsGinGp~α~n®bGandGq pxaGsuggestsGnovelGriskGlociGforG
autismGandGdyslexiaUGBiologicalePsychiatrySG2010SGceSGZYWTe 7.9 103

271 zetaTanalysisGofGgenomeTwideGassociationGstudiesGconfirmsGaGsusceptibilityGlocusGforGkneeG
osteoarthritisGonGchromosomeGdqYYUGAnnalseofetheeRheumaticeDiseasesSG2011SGdWSGZafTbb 2.4 102

270 nGvariantGinGzpsYyGisGassociatedGwithGosteoarthritisUGAmericaneJournaleofeHumaneGeneticsSG2011SGefSGaacTbW11 102

269 vntegratingGgenomeTwideGgeneticGvariationsGandGmonocyteGexpressionGdataGrevealsGtransTregulatedG
geneGmodulesGinGhumansUGPLoSeGeneticsSG2011SGdSGeXWWYZcd 6 99

268 αheGnovelGr®α®GrepeatGdefinesGaGsuperfamilyGofGproteinsGimplicatedGinGepilepticGdisordersUGTrendseine
BiochemicaleSciencesSG2002SGYdSGaaXTa 10.3 98

267 zetaTnnalysisGofGtenomeTWideGnssociationG₁tudiesGforGnbdominalGnorticGnneurysmGvdentifiesGsourG
~ewGqiseaseT₁pecificG×iskGyociUGCirculationeResearchSG2017SGXYWSGZaXTZbZ 15.7 97

266 nGpathwayTbasedGanalysisGprovidesGadditionalGsupportGforGanGimmuneTrelatedGgeneticGsusceptibilityG
toG®arkinsonNsGdiseaseUGHumaneMoleculareGeneticsSG2013SGYYSGXWZfTaf 5.6 96

265 nGmetaTanalysisGofGgenomeTwideGassociationGstudiesGidentifiesGnovelGvariantsGassociatedGwithG
osteoarthritisGofGtheGhipUGAnnalseofetheeRheumaticeDiseasesSG2014SGdZSGYXZWTc 2.4 95

264 nGgenomeTwideGassociationGstudyGidentifiesGthreeGlociGassociatedGwithGmeanGplateletGvolumeUG
AmericaneJournaleofeHumaneGeneticsSG2009SGeaSGccTdX 11 94

263 zaleTpatternGbaldnessGsusceptibilityGlocusGatGYWpXXUGNatureeGeneticsSG2008SGaWSGXYeYTa 36.3 93

262 pisGandGtransGeffectsGofGhumanGgenomicGvariantsGonGgeneGexpressionUGPLoSeGeneticsSG2014SGXWSGeXWWaacX 6 92

Panagiotis Deloukas
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261 yongTrangeGq~nGloopingGandGgeneGexpressionGanalysesGidentifyGqrXvGasGanGautoimmuneGdiseaseG
candidateGgeneUGHumaneMoleculareGeneticsSG2012SGYXSGZYYTZZ 5.6 91

260 teneticGvariantsGlinkedGtoGeducationGpredictGlongevityUGProceedingseofetheeNationaleAcademyeofe
ScienceseofetheeUnitedeStateseofeAmericaSG2016SGXXZSGXZZccTXZZdX 11.5 90

259 nssessmentGofGosteoarthritisGcandidateGgenesGinGaGmetaTanalysisGofGnineGgenomeTwideGassociationG
studiesUGArthritiseandeRheumatologySG2014SGccSGfaWTf 9.5 88

258 nnGevaluationGofGuapzapGsampleGsizeGandGtaggingG₁~®GperformanceGinGlargeTscaleGempiricalGandG
simulatedGdataGsetsUGNatureeGeneticsSG2005SGZdSGXZYWTY 36.3 88

257 nssociationGofGtheG®unpα×XVrq~XGteneticGyocusGWithG₁pontaneousGporonaryGnrteryGqissectionUG
JournaleofetheeAmericaneCollegeeofeCardiologySG2019SGdZSGbeTcc 15.1 86

256 nnGintegratedGepigenomicGanalysisGforGtypeGYGdiabetesGsusceptibilityGlociGinGmonozygoticGtwinsUG
NatureeCommunicationsSG2014SGbSGbdXf 17.4 85

255 vnsightsGintoGtheGgeneticGarchitectureGofGosteoarthritisGfromGstageGXGofGtheGarc tr~GstudyUGAnnalse
ofetheeRheumaticeDiseasesSG2011SGdWSGecaTd 2.4 85

254 nssociationGofGgeneticGyociGwithGglucoseGlevelsGinGchildhoodGandGadolescencegGaGmetaTanalysisGofG
overGcSWWWGchildrenUGDiabetesSG2011SGcWSGXeWbTXY 0.9 83

253 ₁ixteenGnewGlungGfunctionGsignalsGidentifiedGthroughGXWWWGtenomesG®rojectGreferenceGpanelG
imputationUGNatureeCommunicationsSG2015SGcSGecbe 17.4 79

252 nGgenomicGapproachGtoGtherapeuticGtargetGvalidationGidentifiesGaGglucoseTloweringGty®X×GvariantG
protectiveGforGcoronaryGheartGdiseaseUGScienceeTranslationaleMedicineSG2016SGeSGZaXradc 17.5 77

251 pardiovascularGdiseaseGcontributesGtoGnlzheimerNsGdiseasegGevidenceGfromGlargeTscaleGgenomeTwideG
associationGstudiesUGNeurobiologyeofeAgingSG2014SGZbSGdecTfY 5.6 77

250 ndmixtureGintoGandGwithinGsubT₁aharanGnfricaUGELifeSG2016SGbSG 8.9 77

249 pommonGvariantsGinGtheGuynTq×oXTuynTqQnXGuynGclassGvvGregionGareGassociatedGwithGsusceptibilityG
toGvisceralGleishmaniasisUGNatureeGeneticsSG2013SGabSGYWeTXZ 36.3 76

248 uabitualGsleepGdurationGisGassociatedGwithGozvGandGmacronutrientGintakeGandGmayGbeGmodifiedGbyG
py pxGgeneticGvariantsUGAmericaneJournaleofeClinicaleNutritionSG2015SGXWXSGXZbTaZ 7 75

247 yackGofGassociationGbetweenGtheGαrpdXfnrgGpolymorphismGinGkinesinTlikeGproteinTcGandGcoronaryG
arteryGdiseaseGinGXfGcaseTcontrolGstudiesUGJournaleofetheeAmericaneCollegeeofeCardiologySG2010SGbcSGXbbYTcZ15.1 75

246 nGvariantGinGyv~YeoGisGassociatedGwithGYqgaqGfingerTlengthGratioSGaGputativeGretrospectiveGbiomarkerG
ofGprenatalGtestosteroneGexposureUGAmericaneJournaleofeHumaneGeneticsSG2010SGecSGbXfTYb 11 74

245 nGsequenceGvariantGassociatedGwithGsortilinTXGO₁ ×αXPGonGXpXZUZGisGindependentlyGassociatedGwithG
abdominalGaorticGaneurysmUGHumaneMoleculareGeneticsSG2013SGYYSGYfaXTd 5.6 73

244 rstimationGandGpartitioningGofGOcoPheritabilityGofGinflammatoryGbowelGdiseaseGfromGtWn₁GandG
immunochipGdataUGHumaneMoleculareGeneticsSG2014SGYZSGadXWTYW 5.6 73

(2014-2012)

15



243
rpigeneticG®atternsGinGoloodGnssociatedGWithGyipidGαraitsG®redictGvncidentGporonaryGueartGqiseaseG
rventsGandGnreGrnrichedGforG×esultsGsromGtenomeTWideGnssociationG₁tudiesUGCirculation:e
CardiovasculareGeneticsSG2017SGXWSG

72

242 αheGportabilityGofGtag₁~®sGacrossGpopulationsgGaGworldwideGsurveyUGGenomeeResearchSG2006SGXcSGZYZTZW 9.7 72

241 nGcomparisonGofGtheGwholeGgenomeGapproachGofGzeqv®TseqGtoGtheGtargetedGapproachGofGtheG
vnfiniumGuumanzethylationabWGoeadphipO´fiPGforGmethylomeGprofilingUGPLoSeONESG2012SGdSGebWYZZ 3.7 72

240 ₁haredGgeneticGbasisGforGmigraineGandGischemicGstrokegGnGgenomeTwideGanalysisGofGcommonG
variantsUGNeurologySG2015SGeaSGYXZYTab 6.5 71

239 zetaTanalysisGofGgenomeTwideGassociationGstudiesGidentifiesGnovelGlociGthatGinfluenceGcuppingGandG
theGglaucomatousGprocessUGNatureeCommunicationsSG2014SGbSGaeeZ 17.4 71

238 αheGpresenceGofGmethylationGquantitativeGtraitGlociGindicatesGaGdirectGgeneticGinfluenceGonGtheGlevelG
ofGq~nGmethylationGinGadiposeGtissueUGPLoSeONESG2013SGeSGebbfYZ 3.7 71

237 αheGbrainTderivedGneurotrophicGfactorGrscYcbGOValcczetPGpolymorphismGandGdepressionGinG
zexicanTnmericansUGNeuroReportSG2007SGXeSGXYfXTZ 1.7 71

236 αheGq~nGsequenceGandGanalysisGofGhumanGchromosomeGXZUGNatureSG2004SGaYeSGbYYTe 50.4 71

235 nGcommonGvariantGmappingGtoGpnp~nXnGisGassociatedGwithGsusceptibilityGtoGexfoliationGsyndromeUG
NatureeGeneticsSG2015SGadSGZedTfY 36.3 70

234 ~euroXSGaGfastGandGefficientGgenotypingGplatformGforGinvestigationGofGneurodegenerativeGdiseasesUG
NeurobiologyeofeAgingSG2015SGZcSGXcWbUedTXY 5.6 70

233 pirculatingGbrainTderivedGneurotrophicGfactorGconcentrationsGandGtheGriskGofGcardiovascularGdiseaseG
inGtheGcommunityUGJournaleofetheeAmericaneHearteAssociationSG2015SGaSGeWWXbaa 6 70

232 ®opulationGwholeTgenomeGbisulfiteGsequencingGacrossGtwoGtissuesGhighlightsGtheGenvironmentGasG
theGprincipalGsourceGofGhumanGmethylomeGvariationUGGenomeeBiologySG2015SGXcSGYfW 18.3 70

231
nGpharmacometricGmodelGdescribingGtheGrelationshipGbetweenGwarfarinGdoseGandGv~×GresponseGwithG
respectGtoGvariationsGinGpY®YpfSGVx ×pXSGandGageUGClinicalePharmacologyeandeTherapeuticsSG2010SG
edSGdYdTZa

6.1 70

230 ₁ixGnovelGsusceptibilityGyociGforGearlyTonsetGandrogeneticGalopeciaGandGtheirGunexpectedGassociationG
withGcommonGdiseasesUGPLoSeGeneticsSG2012SGeSGeXWWYdac 6 70

229 nGgenomeTwideGassociationGstudyGidentifiesGaGnovelGlocusGonGchromosomeGXeqXYUYGinfluencingG
whiteGcellGtelomereGlengthUGJournaleofeMedicaleGeneticsSG2009SGacSGabXTa 5.8 69

228 teneGˆ�GdietaryGpatternGinteractionsGinGobesitygGanalysisGofGupGtoGceGZXdGadultsGofGruropeanGancestryUG
HumaneMoleculareGeneticsSG2015SGYaSGadYeTZe 5.6 68

227 pommonGvariantGatGXcpXXUYGconferringGriskGofGpsychosisUGMolecularePsychiatrySG2014SGXfSGXWeTXa 15.1 67

226
αheG®akistanG×iskGofGzyocardialGvnfarctionG₁tudygGaGresourceGforGtheGstudyGofGgeneticSGlifestyleGandG
otherGdeterminantsGofGmyocardialGinfarctionGinG₁outhGnsiaUGEuropeaneJournaleofeEpidemiologySG2009SG
YaSGZYfTZe

12.1 67

Panagiotis Deloukas
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225 pharacterizationGofGfunctionalGmethylomesGbyGnextTgenerationGcaptureGsequencingGidentifiesGnovelG
diseaseTassociatedGvariantsUGNatureeCommunicationsSG2015SGcSGdYXX 17.4 66

224
zetaTanalysisGinvestigatingGassociationsGbetweenGhealthyGdietGandGfastingGglucoseGandGinsulinGlevelsG
andGmodificationGbyGlociGassociatedGwithGglucoseGhomeostasisGinGdataGfromGXbGcohortsUGAmericane
JournaleofeEpidemiologySG2013SGXddSGXWZTXb

3.8 63

223 QuantitativeGinteractionGproteomicsGofGneurodegenerativeGdiseaseGproteinsUGCelleReportsSG2015SGXXSGXXZaTac10.6 62

222 αheGq~nGsequenceGandGcomparativeGanalysisGofGhumanGchromosomeGXWUGNatureSG2004SGaYfSGZdbTeX 50.4 62

221 ®lateletT×elatedGVariantsGvdentifiedGbyGrxomechipGzetaTanalysisGinGXbdSYfZGvndividualsUGAmericane
JournaleofeHumaneGeneticsSG2016SGffSGaWTbb 11 61

220 p~VGanalysisGinGaGlargeGschizophreniaGsampleGimplicatesGdeletionsGatGXcpXYUXGandG₁ypXnXGandG
duplicationsGatGXpZcUZZGandGpt~yXUGHumaneMoleculareGeneticsSG2014SGYZSGXccfTdc 5.6 61

219 sacilitatingGgenomeGnavigationgGsurveyGsequencingGandGdenseGradiationThybridGgeneGmappingUG
NatureeReviewseGeneticsSG2005SGcSGcaZTe 30.1 61

218 tenomeTwideGassociationGmetaTanalysisGofGcorticalGboneGmineralGdensityGunravelsGallelicG
heterogeneityGatGtheG×n~xyGlocusGandGpotentialGpleiotropicGeffectsGonGboneUGPLoSeGeneticsSG2010SGcSGeXWWXYXd6 59

217 nGvariantGinGyqy×GisGassociatedGwithGabdominalGaorticGaneurysmUGCirculation:eCardiovasculareGeneticsSG
2013SGcSGafeTbWa 58

216 nGgenomeTwideGsurveyGofGtheGprevalenceGandGevolutionaryGforcesGactingGonGhumanGnonsenseG₁~®sUG
AmericaneJournaleofeHumaneGeneticsSG2009SGeaSGYYaTZa 11 58

215 αheGpopulationGpharmacokineticsGofG×TGandG₁TwarfaringGeffectGofGgeneticGandGclinicalGfactorsUGBritishe
JournaleofeClinicalePharmacologySG2012SGdZSGccTdc 3.8 57

214 ®osteriorGpolymorphousGcornealGdystrophyGinGpzechGfamiliesGmapsGtoGchromosomeGYWGandGexcludesG
theGV₁XXGgeneUGInvestigativeeOphthalmologyeandeVisualeScienceSG2005SGacSGaaeWTa 57

213 ₁mokingGinducesGcoordinatedGq~nGmethylationGandGgeneGexpressionGchangesGinGadiposeGtissueGwithG
consequencesGforGmetabolicGhealthUGClinicaleEpigeneticsSG2018SGXWSGXYc 7.7 56

212 αheGcorrelationGbetweenGreadingGandGmathematicsGabilityGatGageGtwelveGhasGaGsubstantialGgeneticG
componentUGNatureeCommunicationsSG2014SGbSGaYWa 17.4 54

211 nGgenomeTwideGassociationGstudyGsuggestsGthatGaGlocusGwithinGtheGataxinGYGbindingGproteinGXGgeneGisG
associatedGwithGhandGosteoarthritisgGtheGαreatT nGconsortiumUGJournaleofeMedicaleGeneticsSG2009SGacSGcXaTc5.8 54

210 ~ovelGmutationsGinGtheGZroXGgeneGidentifiedGinGpzechGandGoritishGpatientsGwithGposteriorG
polymorphousGcornealGdystrophyUGHumaneMutationSG2007SGYeSGcZe 4.7 54

209 rffectsGofGlongTtermGaveragingGofGquantitativeGbloodGpressureGtraitsGonGtheGdetectionGofGgeneticG
associationsUGAmericaneJournaleofeHumaneGeneticsSG2014SGfbSGafTcb 11 52

208  verviewGofGtheGzupGfineGmappingGdataUGDiabetesreObesityeandeMetabolismSG2009SGXXG₁upplGXSGYTd 6.7 52

(2009-2015)
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207
uighTthroughputGgenotypingGofG₁almonellaGentericaGserovarGαyphiGallowingGgeographicalG
assignmentGofGhaplotypesGandGpathotypesGwithinGanGurbanGqistrictGofGwakartaSGvndonesiaUGJournaleofe
ClinicaleMicrobiologySG2008SGacSGXdaXTc

9.7 52

206
ponsumptionGofGmeatGisGassociatedGwithGhigherGfastingGglucoseGandGinsulinGconcentrationsG
regardlessGofGglucoseGandGinsulinGgeneticGriskGscoresgGaGmetaTanalysisGofGbWSZabGpaucasiansUG
AmericaneJournaleofeClinicaleNutritionSG2015SGXWYSGXYccTde

7 51

205 uighTthroughputGanalysisGofGcandidateGimprintedGgenesGandGalleleTspecificGgeneGexpressionGinGtheG
humanGtermGplacentaUGBMCeGeneticsSG2010SGXXSGYb 2.6 51

204 vdentificationGofG®ypyXGgeneGforGhipGboneGsizeGvariationGinGfemalesGinGaGgenomeTwideGassociationG
studyUGPLoSeONESG2008SGZSGeZXcW 3.7 51

203 tenomeTwideGassociationGstudyGrevealsGmultipleGlociGassociatedGwithGprimaryGtoothGdevelopmentG
duringGinfancyUGPLoSeGeneticsSG2010SGcSGeXWWWebc 6 50

202 rfficiencyGandGconsistencyGofGhaplotypeGtaggingGofGdenseG₁~®GmapsGinGmultipleGsamplesUGHumane
MoleculareGeneticsSG2004SGXZSGYbbdTcb 5.6 50

201 pommonGgeneticGvariationGnearGtheGphospholambanGgeneGisGassociatedGwithGcardiacGrepolarisationgG
metaTanalysisGofGthreeGgenomeTwideGassociationGstudiesUGPLoSeONESG2009SGaSGecXZe 3.7 50

200 teneticGcomorbiditiesGinG®arkinsonNsGdiseaseUGHumaneMoleculareGeneticsSG2014SGYZSGeZXTaX 5.6 49

199 tlucoseTcTphosphateGdehydrogenaseGdeficiencyGandGtheGriskGofGmalariaGandGotherGdiseasesGinG
childrenGinGxenyagGaGcaseTcontrolGandGaGcohortGstudyUGLanceteHaematologyrtheSG2015SGYSGeaZdTaa 14.6 49

198 teneticGandGenvironmentalGfactorsGdeterminingGclinicalGoutcomesGandGcostGofGwarfarinGtherapygGaG
prospectiveGstudyUGPharmacogeneticseandeGenomicsSG2009SGXfSGeWWTXY 1.9 49

197 solateTsensitiveGfragileGsiteGs×nXWnGisGdueGtoGanGexpansionGofGaGpttGrepeatGinGaGnovelGgeneSG
s×nXWnpXSGencodingGaGnuclearGproteinUGGenomicsSG2004SGeaSGcfTeX 4.3 48

196 αheGphysicalGmapsGforGsequencingGhumanGchromosomesGXSGcSGfSGXWSGXZSGYWGandGXUGNatureSG2001SGaWfSGfaYTZ50.4 48

195
αheGcompleteGexonTintronGstructureGofGtheGXbcTkbGhumanGgeneG~sxoXSGwhichGencodesGtheGpXWbGandG
pbWGproteinsGofGtranscriptionGfactorsG~sTkappaGoGandGvGkappaGoTgammagGimplicationsGforG~sTkappaG
oTmediatedGsignalGtransductionUGGenomicsSG1995SGZWSGafZTbWb

4.3 48

194 plusteredGcodingGvariantsGinGtheGglutamateGreceptorGcomplexesGofGindividualsGwithGschizophreniaG
andGbipolarGdisorderUGPLoSeONESG2011SGcSGeXfWXX 3.7 48

193 tenomeTwideGhaplotypeGanalysisGofGcisGexpressionGquantitativeGtraitGlociGinGmonocytesUGPLoSe
GeneticsSG2013SGfSGeXWWZYaW 6 47

192 αheGroleGofGvariationGatGn˛†®®SG®₁r~XSG®₁r~YSGandGzn®αGinGlateGonsetGnlzheimerNsGdiseaseUGJournale
ofeAlzheimermseDiseaseSG2012SGYeSGZddTed 4.3 47

191 nGprincipalGcomponentGmetaTanalysisGonGmultipleGanthropometricGtraitsGidentifiesGnovelGlociGforG
bodyGshapeUGNatureeCommunicationsSG2016SGdSGXZZbd 17.4 46

190 ~ovelGapproachGidentifiesG₁~®sGinG₁ypYnXWGandGxp~xfGwithGevidenceGforGparentTofToriginGeffectGonG
bodyGmassGindexUGPLoSeGeneticsSG2014SGXWSGeXWWabWe 6 45

Panagiotis Deloukas

18



189
nssociationGofGtheGfpYXUZGlocusGwithGriskGofGfirstTeverGmyocardialGinfarctionGinG®akistanisgG
caseTcontrolGstudyGinG₁outhGnsiaGandGupdatedGmetaTanalysisGofGruropeansUGArteriosclerosisre
ThrombosisreandeVasculareBiologySG2010SGZWSGXacdTdZ

9.4 45

188 zetaTanalysisGofGupGtoGcYYSaWfGindividualsGidentifiesGaWGnovelGsmokingGbehaviourGassociatedG
geneticGlociUGMolecularePsychiatrySG2020SGYbSGYZfYTYaWf 15.1 45

187 nGdetailedGphysicalGandGtranscriptionalGmapGofGtheGregionGofGchromosomeGYWGthatGisGdeletedGinG
myeloproliferativeGdisordersGandGrefinementGofGtheGcommonGdeletedGregionUGGenomicsSG1998SGafSGZbXTcY4.3 44

186 ®roteinTcodingGvariantsGimplicateGnovelGgenesGrelatedGtoGlipidGhomeostasisGcontributingGtoGbodyTfatG
distributionUGNatureeGeneticsSG2019SGbXSGabYTacf 36.3 44

185 αransferrinGandGusrGgenesGinteractGinGnlzheimerNsGdiseaseGriskgGtheGrpistasisG®rojectUGNeurobiologyeofe
AgingSG2012SGZZSGYWYUeXTXZ 5.6 43

184 rxtentSGcausesSGandGconsequencesGofGsmallG×~nGexpressionGvariationGinGhumanGadiposeGtissueUGPLoSe
GeneticsSG2012SGeSGeXWWYdWa 6 43

183 αheGdopamineG˛†ThydroxylaseGTXWYXpVαGpolymorphismGisGassociatedGwithGtheGriskGofGnlzheimerNsG
diseaseGinGtheGrpistasisG®rojectUGBMCeMedicaleGeneticsSG2010SGXXSGXcY 2.1 43

182 tenomicGsequenceGandGtranscriptionalGprofileGofGtheGboundaryGbetweenGpericentromericGsatellitesG
andGgenesGonGhumanGchromosomeGarmGXWpUGGenomeeResearchSG2003SGXZSGXbfTdY 9.7 42

181 tammaTglutamylGcarboxylaseGOttpXPGmicrosatelliteGandGwarfarinGdosingUGBloodSG2005SGXWcSGZcdZTa 2.2 42

180
wointGgenomeTwideGassociationGstudyGofGprogressiveGsupranuclearGpalsyGidentifiesGnovelG
susceptibilityGlociGandGgeneticGcorrelationGtoGneurodegenerativeGdiseasesUGMoleculare
NeurodegenerationSG2018SGXZSGaX

19 41

179 ×eplicationGbyGtheGrpistasisG®rojectGofGtheGinteractionGbetweenGtheGgenesGforGvyTcGandGvyTXWGinGtheG
riskGofGnlzheimerNsGdiseaseUGJournaleofeNeuroinflammationSG2009SGcSGYY 10.1 41

178 nGcomprehensiveGevaluationGofGpotentialGlungGfunctionGassociatedGgenesGinGtheG₁pirozetaGgeneralG
populationGsampleUGPLoSeONESG2011SGcSGeXfZeY 3.7 41

177 αheGValXbezetGp zαGpolymorphismGisGaGmodifierGofGtheGageGatGonsetGinG®arkinsonNsGdiseaseGwithGaG
sexualGdimorphismUGJournaleofeNeurologyreNeurosurgeryeandePsychiatrySG2013SGeaSGcccTdZ 5.5 40

176 αheGuapzapGprojectGandGitsGapplicationGtoGgeneticGstudiesGofGdrugGresponseUGPharmacogenomicse
JournalSG2004SGaSGeeTfW 3.5 40

175 ~zrcgGaGnewGmemberGofGtheGnmYZVnucleosideGdiphosphateGkinaseGgeneGfamilyGlocatedGonGhumanG
chromosomeGZpYXUZUGHumaneGeneticsSG1999SGXWaSGabaTf 6.3 40

174 αheGassociationGbetweenGlowerGeducationalGattainmentGandGdepressionGowingGtoGsharedGgeneticG
effectslG×esultsGinG~YbSWWWGsubjectsUGMolecularePsychiatrySG2015SGYWSGdZbTaZ 15.1 39

173 ×areGandGfunctionalG₁vnrGvariantsGareGnotGassociatedGwithGautoimmuneGdiseaseGriskGinGupGtoGccSfYaG
individualsGofGruropeanGancestryUGNatureeGeneticsSG2011SGaaSGZTb 36.3 39

172 uumanGcandidateGgeneGpolymorphismsGandGriskGofGsevereGmalariaGinGchildrenGinGxilifiSGxenyagGaG
caseTcontrolGassociationGstudyUGLanceteHaematologyrtheSG2018SGbSGeZZZTeZab 14.6 38

(2018-2010)
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171 zultiTethnicGfineTmappingGofGXaGcentralGadiposityGlociUGHumaneMoleculareGeneticsSG2014SGYZSGadZeTaa 5.6 38

170 nGtWn₁GsequenceGvariantGforGplateletGvolumeGmarksGanGalternativeGq~zZGpromoterGinG
megakaryocytesGnearGaGzrv₁XGbindingGsiteUGBloodSG2012SGXYWSGaebfTce 2.2 38

169 ®opulationGgeneticGanalysisGofG®lasmodiumGfalciparumGparasitesGusingGaGcustomizedGvlluminaG
toldentateGgenotypingGassayUGPLoSeONESG2011SGcSGeYWYbX 3.7 38

168 p~VTassociationGmetaTanalysisGinGXfXSXcXGruropeanGadultsGrevealsGnewGlociGassociatedGwithG
anthropometricGtraitsUGNatureeCommunicationsSG2017SGeSGdaa 17.4 37

167 zetaTanalysisGidentifiesGnovelGriskGlociGandGyieldsGsystematicGinsightsGintoGtheGbiologyGofG
maleTpatternGbaldnessUGNatureeCommunicationsSG2017SGeSGXacfa 17.4 36

166 yossGofGpardioprotectiveGrffectsGatGtheGyocusGasGaG×esultGofGteneT₁mokingGvnteractionsUGCirculationSG
2017SGXZbSGYZZcTYZbZ 16.7 36

165 teneTrnvironmentGvnteractionsGofGpircadianT×elatedGtenesGforGpardiometabolicGαraitsUGDiabetese
CareSG2015SGZeSGXabcTcc 14.6 36

164 nGgenomeTwideGassociationGanalysisGofGaGbroadGpsychosisGphenotypeGidentifiesGthreeGlociGforGfurtherG
investigationUGBiologicalePsychiatrySG2014SGdbSGZecTfd 7.9 36

163 rvaluationGofGtheGgeneticGoverlapGbetweenGosteoarthritisGwithGbodyGmassGindexGandGheightGusingG
genomeTwideGassociationGscanGdataUGAnnalseofetheeRheumaticeDiseasesSG2013SGdYSGfZbTaX 2.4 35

162 rxomeGphipGzetaTanalysisGsineGzapsGpausalGVariantsGandGrlucidatesGtheGteneticGnrchitectureGofG
×areGpodingGVariantsGinG₁mokingGandGnlcohol´ βseUGBiologicalePsychiatrySG2019SGebSGfacTfbb 7.9 35

161 ₁haredGteneticG×iskGsactorsGofGvntracranialSGnbdominalSGandGαhoracicGnneurysmsUGJournaleofethee
AmericaneHearteAssociationSG2016SGbSG 6 34

160 zapsGofGopenGchromatinGguideGtheGfunctionalGfollowTupGofGgenomeTwideGassociationGsignalsgG
applicationGtoGhematologicalGtraitsUGPLoSeGeneticsSG2011SGdSGeXWWYXZf 6 34

159 tenomeTwideGassociationGstudyGofGnevirapineGhypersensitivityGinGaGsubT₁aharanGnfricanGuvVTinfectedG
populationUGJournaleofeAntimicrobialeChemotherapySG2017SGdYSGXXbYTXXcY 5.1 33

158 ~ewGoloodG®ressureTnssociatedGyociGvdentifiedGinGzetaTnnalysesGofGadbGWWWGvndividualsUGCirculation:e
CardiovasculareGeneticsSG2017SGXWSG 33

157 ®opulationTspecificGriskGofGtypeGYGdiabetesGconferredGbyGu~sanG®YGpromoterGvariantsgGaGlessonGforG
replicationGstudiesUGDiabetesSG2008SGbdSGZXcXTb 0.9 33

156
VariationGwithinGtheGgeneGencodingGtheGupstreamGstimulatoryGfactorGXGdoesGnotGinfluenceG
susceptibilityGtoGtypeGYGdiabetesGinGsamplesGfromGpopulationsGwithGreplicatedGevidenceGofGlinkageGtoG
chromosomeGXqUGDiabetesSG2006SGbbSGYbaXTe

0.9 33

155
vmpactGofGpopulationGstructureSGeffectiveGbottleneckGtimeSGandGalleleGfrequencyGonGlinkageG
disequilibriumGmapsUGProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofe
AmericaSG2004SGXWXSGXeWdbTeW

11.5 33

154 nGcomparisonGofGtaggingGmethodsGandGtheirGtaggingGspaceUGHumaneMoleculareGeneticsSG2005SGXaSGYdbdTcd5.6 33

Panagiotis Deloukas
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153 tenomeTwideGassociationGstudyGidentifiesGaeGcommonGgeneticGvariantsGassociatedGwithGhandednessUG
NatureeHumaneBehaviourSG2021SGbSGbfTdW 12.8 33

152 nGmultiTfactorialGanalysisGofGresponseGtoGwarfarinGinGaGβxGprospectiveGcohortUGGenomeeMedicineSG
2016SGeSGY 14.4 32

151 αheGsexTspecificGassociationsGofGtheGaromataseGgeneGwithGnlzheimerNsGdiseaseGandGitsGinteractionG
withGvyXWGinGtheGrpistasisG®rojectUGEuropeaneJournaleofeHumaneGeneticsSG2014SGYYSGYXcTYW 5.3 32

150 qetectionSGimputationSGandGassociationGanalysisGofGsmallGdeletionsGandGnullGallelesGonG
oligonucleotideGarraysUGAmericaneJournaleofeHumaneGeneticsSG2008SGeYSGXZXcTZZ 11 32

149 zapsGofGopenGchromatinGhighlightGcellGtypeTrestrictedGpatternsGofGregulatoryGsequenceGvariationGatG
hematologicalGtraitGlociUGGenomeeResearchSG2013SGYZSGXXZWTaX 9.7 31

148 q~nGsequenceGandGstructuralGpropertiesGasGpredictorsGofGhumanGandGmouseGpromotersUGGeneSG2008SG
aXWSGXcbTdc 3.8 31

147 ×n~αr₁VppybGandGriskGforGcoronaryGeventsgGresultsGfromGtheGz ~vpnVx ×nGnugsburgGcaseTcohortSG
ntheroTrxpressGandGpn×qvot×nzGstudiesUGPLoSeONESG2011SGcSGeYbdZa 3.7 31

146 ®olymorphismGinGaGlinc×~nGnssociatesGwithGaGqoubledG×iskGofG®neumococcalGoacteremiaGinGxenyanG
phildrenUGAmericaneJournaleofeHumaneGeneticsSG2016SGfeSGXWfYTXXWW 11 30

145
tenomeTwideGmetaTanalysisGofGmacronutrientGintakeGofGfXSXXaGruropeanGancestryGparticipantsG
fromGtheGcohortsGforGheartGandGagingGresearchGinGgenomicGepidemiologyGconsortiumUGMoleculare
PsychiatrySG2019SGYaSGXfYWTXfZY

15.1 30

144 nssociationGofGtheGttpXGOpnnPXcVXdGrepeatGpolymorphismGwithGhigherGwarfarinGdoseGrequirementsG
inGnfricanGnmericansUGPharmacogeneticseandeGenomicsSG2012SGYYSGXbYTe 1.9 30

143 zodifierGeffectsGbetweenGregulatoryGandGproteinTcodingGvariationUGPLoSeGeneticsSG2008SGaSGeXWWWYaa 6 30

142 pharacterizationGofGtheGimprintedGpolycombGgeneGyZzoαySGaGcandidateGYWqGtumourGsuppressorG
geneSGinGpatientsGwithGmyeloidGmalignanciesUGBritisheJournaleofeHaematologySG2004SGXYdSGbWfTXe 4.5 30

141 ®owerfulGidentificationGofGcisTregulatoryG₁~®sGinGhumanGprimaryGmonocytesGusingGalleleTspecificG
geneGexpressionUGPLoSeONESG2012SGdSGebYYcW 3.7 30

140 ₁exTdimorphicGgeneticGeffectsGandGnovelGlociGforGfastingGglucoseGandGinsulinGvariabilityUGNaturee
CommunicationsSG2021SGXYSGYa 17.4 30

139 nGyowTsrequencyGvnactivatingGVariantGrnrichedGinGtheGsinnishG®opulationGvsGnssociatedGWithGsastingG
vnsulinGyevelsGandGαypeGYGqiabetesG×iskUGDiabetesSG2017SGccSGYWXfTYWZY 0.9 29

138 αheGmolecularGgeneticGarchitectureGofGselfTemploymentUGPLoSeONESG2013SGeSGecWbaY 3.7 28

137 nctivatingGtranscriptionGfactorGcGOnαscPGsequenceGpolymorphismsGinGtypeGYGdiabetesGandG
preTdiabeticGtraitsUGDiabetesSG2007SGbcSGebcTcY 0.9 28

136 sineTmappingSGtransTancestralGandGgenomicGanalysesGidentifyGcausalGvariantsSGcellsSGgenesGandGdrugG
targetsGforGtypeGXGdiabetesUGNatureeGeneticsSG2021SGbZSGfcYTfdX 36.3 28

(2021-2021)
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135 αheGgeneticGassociationsGofGacuteGanteriorGuveitisGandGtheirGoverlapGwithGtheGgeneticsGofGankylosingG
spondylitisUGGeneseandeImmunitySG2016SGXdSGacTbX 4.4 27

134 pommonGvariationGinGtheGyz~nGgeneGOencodingGlaminGnVpPGandGtypeGYGdiabetesgGassociationG
analysesGinGfSbXeGsubjectsUGDiabetesSG2007SGbcSGedfTeZ 0.9 27

133 teneticG×iskG₁coreGforGporonary´ qisease´ vdentifiesG®redispositionsGtoGpardiovascularG
and´ ~oncardiovascularGqiseasesUGJournaleofetheeAmericaneCollegeeofeCardiologySG2019SGdZSGYfZYTYfaY 15.1 26

132 nGgenomeTwideGstudyGshowsGaGlimitedGcontributionGofGrareGcopyGnumberGvariantsGtoGnlzheimerNsG
diseaseGriskUGHumaneMoleculareGeneticsSG2013SGYYSGeXcTYa 5.6 26

131 αheGisolationGandGhighTresolutionGchromosomalGmappingGofGhumanG₁ XXaGandG₁ XYXhGtwoG
membersGofGtheG₁ XGgeneGfamilyGrelatedGtoG₁ XXSG₁ XYSGandG₁ XZUGMammalianeGenomeSG1999SGXWSGfZaTd3.2 26

130 qiscoveryGofGrareGvariantsGassociatedGwithGbloodGpressureGregulationGthroughGmetaTanalysisGofGXUZG
millionGindividualsUGNatureeGeneticsSG2020SGbYSGXZXaTXZZY 36.3 26

129 rxpressionGofGphosphofructokinaseGinGskeletalGmuscleGisGinfluencedGbyGgeneticGvariationGandG
associatedGwithGinsulinGsensitivityUGDiabetesSG2014SGcZSGXXbaTcb 0.9 25

128 ₁usceptibilityGlociGforGpigmentationGandGmelanomaGinGrelationGtoG®arkinsonNsGdiseaseUGNeurobiologye
ofeAgingSG2014SGZbSGXbXYUebTXbXYUeXW 5.6 25

127 ~oGevidenceGofGanGassociationGbetweenGmitochondrialGq~nGvariantsGandGosteoarthritisGinGdZfZGcasesG
andGbXYYGcontrolsUGAnnalseofetheeRheumaticeDiseasesSG2013SGdYSGXZcTf 2.4 25

126 αheGeffectGofGgenomeTwideGassociationGscanGqualityGcontrolGonGimputationGoutcomeGforGcommonG
variantsUGEuropeaneJournaleofeHumaneGeneticsSG2011SGXfSGcXWTa 5.3 25

125 ₁~®GalleleGfrequencyGestimationGinGq~nGpoolsGandGvarianceGcomponentsGanalysisUGBioTechniquesSG
2004SGZcSGeaWTb 2.5 25

124 VariabilityGinGworkingGmemoryGperformanceGexplainedGbyGepistasisGvsGpolygenicGscoresGinGtheG
Z~seWanGpathwayUGJAMAePsychiatrySG2014SGdXSGddeTdeb 14.5 24

123 qiscoveryGbyGtheGrpistasisG®rojectGofGanGepistaticGinteractionGbetweenGtheGt₁αzZGgeneGandGtheG
uurXVvqrVxvsXXGlocusGinGtheGriskGofGnlzheimerNsGdiseaseUGNeurobiologyeofeAgingSG2013SGZaSGXZWfUeXTd 5.6 24

122 tenomeTwideGassociationGstudyGofGintraocularGpressureGidentifiesGtheGtyppvXVvpnXGregionGasGaG
glaucomaGsusceptibilityGlocusUGHumaneMoleculareGeneticsSG2013SGYYSGacbZTcW 5.6 24

121 αheGpowerGofGgeneticGdiversityGinGgenomeTwideGassociationGstudiesGofGlipidsUGNatureSG2021SG 50.4 24

120 ~ovelGlociGassociatedGwithGincreasedGriskGofGsuddenGcardiacGdeathGinGtheGcontextGofGcoronaryGarteryG
diseaseUGPLoSeONESG2013SGeSGebffWb 3.7 24

119
×eplicationGofGnssociationsGofGteneticGyociG utsideGtheGuynG×egionGWithG₁usceptibilityGtoG
nntiTpyclicGpitrullinatedG®eptideT~egativeG×heumatoidGnrthritisUGArthritiseandeRheumatologySG2016SG
ceSGXcWZTXZ

9.5 24

118 vnvestigationGofGcommonSGlowTfrequencyGandGrareGgenomeTwideGvariationGinGanorexiaGnervosaUG
MolecularePsychiatrySG2018SGYZSGXXcfTXXeW 15.1 24

Panagiotis Deloukas
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117 qecipheringGosteoarthritisGgeneticsGacrossGeYcScfWGindividualsGfromGfGpopulationsUGCellSG2021SGXeaSGadeaTaeXeUeXd56.2 24

116 nGgeneGpathwayGanalysisGhighlightsGtheGroleGofGcellularGadhesionGmoleculesGinGmultipleGsclerosisG
susceptibilityUGGeneseandeImmunitySG2014SGXbSGXYcTZY 4.4 23

115 ×areGcodingGvariantsGandGXTlinkedGlociGassociatedGwithGageGatGmenarcheUGNatureeCommunicationsSG
2015SGcSGddbc 17.4 23

114 yinkageGdisequilibriumGmappingGofGtheGreplicatedGtypeGYGdiabetesGlinkageGsignalGonGchromosomeGXqUG
DiabetesSG2009SGbeSGXdWaTf 0.9 23

113 ®olymorphismsGinGtheGglucokinaseTassociatedSGdualTspecificityGphosphataseGXYGOqβ₁®XYPGgeneG
underGchromosomeGXqYXGlinkageGpeakGareGassociatedGwithGtypeGYGdiabetesUGDiabetesSG2006SGbbSGYcZXTf 0.9 23

112 ₁equenceGdataGandGassociationGstatisticsGfromGXYSfaWGtypeGYGdiabetesGcasesGandGcontrolsUGScientifice
DataSG2017SGaSGXdWXdf 8.2 22

111 αheGroleGofGvitaminGqGreceptorGgeneGpolymorphismsGinGtheGboneGmineralGdensityGofGtreekG
postmenopausalGwomenGwithGlowGcalciumGintakeUGJournaleofeNutritionaleBiochemistrySG2011SGYYSGdbYTd 6.3 22

110 teneticallyGindistinguishableG₁~®sGandGtheirGinfluenceGonGinferringGtheGlocationGofG
diseaseTassociatedGvariantsUGGenomeeResearchSG2005SGXbSGXbWZTXW 9.7 22

109 vntegrativeGq~nGmethylomeGanalysisGofGpanTcancerGbiomarkersGinGcancerGdiscordantGmonozygoticG
twinTpairsUGClinicaleEpigeneticsSG2016SGeSGd 7.7 21

108
~ovelGgeneticGapproachGtoGinvestigateGtheGroleGofGplasmaGsecretoryGphospholipaseGnYGOs®ynYPTVG
isoenzymeGinGcoronaryGheartGdiseasegGmodifiedGzendelianGrandomizationGanalysisGusingG®ynYtbG
expressionGlevelsUGCirculation:eCardiovasculareGeneticsSG2014SGdSGXaaTbW

21

107 vnvestigationGofGassociationGbetweenGhipGosteoarthritisGsusceptibilityGlociGandGradiographicGproximalG
femurGshapeUGArthritiseandeRheumatologySG2015SGcdSGYWdcTea 9.5 21

106 uighGprevalenceGofGposteriorGpolymorphousGcornealGdystrophyGinGtheGpzechG×epublichGlinkageG
disequilibriumGmappingGandGdatingGanGancestralGmutationUGPLoSeONESG2012SGdSGeabafb 3.7 21

105 αhreeGhumanGglutamateGdehydrogenaseGgenesGOtyβqXSGtyβq®YSGandGtyβq®ZPGareGlocatedGonG
chromosomeGXWqSGbutGareGnotGcloselyGphysicallyGlinkedUGGenomicsSG1993SGXdSGcdcTeX 4.3 21

104 teneticallyGmodulatedGeducationalGattainmentGandGcoronaryGdiseaseGriskUGEuropeaneHearteJournalSG
2019SGaWSGYaXZTYaYW 9.5 20

103 teneticGdeterminantsGofGmajorGbloodGlipidsGinG®akistanisGcomparedGwithGruropeansUGCirculation:e
CardiovasculareGeneticsSG2010SGZSGZaeTbd 20

102 uigherGchylomicronGremnantsGandGyqyGparticleGnumbersGassociateGwithGpqZcG₁~®sGandGq~nG
methylationGsitesGthatGreduceGpqZcUGJournaleofeLipideResearchSG2016SGbdSGYXdcTYXea 6.3 20

101 vmpactGofG₁electionGoiasGonGrstimationGofG₁ubsequentGrventG×iskUGCirculation:eCardiovasculare
GeneticsSG2017SGXWSG 19

100 vnteractionGofGinsulinGandG®®n×T˛–GgenesGinGnlzheimerNsGdiseasegGtheGrpistasisG®rojectUGJournaleofe
NeuraleTransmissionSG2012SGXXfSGadZTf 4.3 19

(2012-2021)

23



99 zendelianGrandomisationGanalysesGfindGpulmonaryGfactorsGmediateGtheGeffectGofGheightGonGcoronaryG
arteryGdiseaseUGCommunicationseBiologySG2019SGYSGXXf 6.7 18

98 ~oGnssociationGofGporonaryGnrteryGqiseaseGwithGXTphromosomalGVariantsGinGpomprehensiveG
vnternationalGzetaTnnalysisUGScientificeReportsSG2016SGcSGZbYde 4.9 18

97 rxomeTwideGanalysisGofGrareGcodingGvariationGidentifiesGnovelGassociationsGwithGp ®qGandGairflowG
limitationGinGz p₁ZSGvsvαZGandG₁r×®v~nXYUGThoraxSG2016SGdXSGbWXTf 7.3 18

96 WholeTexomeGsequencingGinGanGextendedGfamilyGwithGmyocardialGinfarctionGunmasksGfamilialG
hypercholesterolemiaUGBMCeCardiovasculareDisordersSG2014SGXaSGXWe 2.3 18

95 tenomeTwideGassociationGstudyGofGreceptiveGlanguageGabilityGofGXYTyearToldsUGJournaleofeSpeechre
LanguagereandeHearingeResearchSG2014SGbdSGfcTXWb 2.8 18

94 poncordanceGforGclonalGhematopoiesisGisGlimitedGinGelderlyGtwinsUGBloodSG2020SGXZbSGYcfTYdZ 2.2 18

93 qiscoveryGofGnovelGheartGrateTassociatedGlociGusingGtheGrxomeGphipUGHumaneMoleculareGeneticsSG2017
SGYcSGYZacTYZcZ 5.6 17

92 tenomicGriskGpredictionGofGcoronaryGarteryGdiseaseGinGnearlyGbWWSWWWGadultsgGimplicationsGforGearlyG
screeningGandGprimaryGprevention 17

91 teneticGinvalidationGofGypT®ynGasGaGtherapeuticGtargetgGyargeTscaleGstudyGofGfiveGfunctionalG
ypT®ynTloweringGallelesUGEuropeaneJournaleofePreventiveeCardiologySG2017SGYaSGafYTbWa 3.9 16

90 uigherG~evusGpountGrxhibitsGaGqistinctGq~nGzethylationG₁ignatureGinGuealthyGuumanG₁kingG
vmplicationsGforGzelanomaUGJournaleofeInvestigativeeDermatologySG2017SGXZdSGfXWTfYW 4.3 16

89 αhyroidGsunctionGnffectsGtheG×iskGofG₁trokeGviaGntrialGsibrillationgGnGzendelianG×andomizationG
₁tudyUGJournaleofeClinicaleEndocrinologyeandeMetabolismSG2020SGXWbSG 5.6 16

88 tenomeTwideGestimatesGofGinbreedingGinGunrelatedGindividualsGandGtheirGassociationGwithGcognitiveG
abilityUGEuropeaneJournaleofeHumaneGeneticsSG2014SGYYSGZecTfW 5.3 16

87 nllelicGexpressionGmappingGacrossGcellularGlineagesGtoGestablishGimpactGofGnonTcodingG₁~®sUG
MoleculareSystemseBiologySG2014SGXWSGdba 12.2 16

86 qoesGaGshortGbreastfeedingGperiodGprotectGfromGsα TinducedGadiposityGinGchildrenlUGPediatrice
ObesitySG2011SGcSGeZYcTZb 16

85 zosaicGYYqXZGdeletionsgGevidenceGforGconcurrentGmosaicGsegmentalGisodisomyGandGgeneGconversionUG
EuropeaneJournaleofeHumaneGeneticsSG2009SGXdSGaYcTZZ 5.3 16

84 tenomeTwideGsurveyGofGcopyGnumberGvariantsGfindsGzn®αGduplicationsGinGprogressiveGsupranuclearG
palsyUGMovementeDisordersSG2019SGZaSGXWafTXWbf 7 15

83 tenomeTwideGassociationGmetaTanalysisGofGfishGandGr®nRqunGconsumptionGinGXdGβ₁GandGruropeanG
cohortsUGPLoSeONESG2017SGXYSGeWXecabc 3.7 15

82 rpigenomeTwideGq~nGmethylationGinGhearingGabilitygGnewGmechanismsGforGanGoldGproblemUGPLoSe
ONESG2014SGfSGeXWbdYf 3.7 15

Panagiotis Deloukas
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81 nssociationGofGoirthGWeightGWithGαypeGYGqiabetesGandGtlycemicGαraitsgGnGzendelianG×andomizationG
₁tudyUGJAMAeNetworkeOpenSG2019SGYSGeXfXWfXb 10.4 14

80 nssociationGofGphromosomeGfpYXGWithG₁ubsequentGporonaryGueartGqiseaseGrventsUGCirculatione
GenomiceandePrecisioneMedicineSG2019SGXYSGeWWYadX 5.2 14

79 vnterrogatingGcausalGpathwaysGlinkingGgeneticGvariantsSGsmallGmoleculeGmetabolitesSGandGcirculatingG
lipidsUGGenomeeMedicineSG2014SGcSGYb 14.4 14

78 pommonGandG×areGteneticGVariationGinGpp×YSGpp×bSGorGpXZp×XGandG×iskGofGntheroscleroticG
poronaryGueartGqiseaseGandGtlucometabolicGαraitsUGCirculation:eCardiovasculareGeneticsSG2016SGfSGYbWTe 14

77 nGzethodGtoGrxploitGtheG₁tructureGofGteneticGnncestryG₁paceGtoGrnhanceGpaseTpontrolG₁tudiesUG
AmericaneJournaleofeHumaneGeneticsSG2016SGfeSGebdTece 11 14

76 nnalysisGwithGtheGexomeGarrayGidentifiesGmultipleGnewGindependentGvariantsGinGlipidGlociUGHumane
MoleculareGeneticsSG2016SGYbSGaWfaTaXWc 5.6 14

75 nGnovelGinteractionGbetweenGtheGsywZZbZaGlocusGandGsmokingGinGobesitygGaGgenomeTwideGstudyGofG
XaGXZXG®akistaniGadultsUGInternationaleJournaleofeObesitySG2016SGaWSGXecTfW 5.5 13

74 ₁ubsequentGrventG×iskGinGvndividualsGWithGrstablishedGporonaryGueartGqiseaseUGCirculationeGenomice
andePrecisioneMedicineSG2019SGXYSGeWWYadW 5.2 13

73 ®olygenicGriskGofGischemicGstrokeGisGassociatedGwithGcognitiveGabilityUGNeurologySG2016SGecSGcXXTe 6.5 13

72 rmergingGapplicationsGofGgenomeTeditingGtechnologyGtoGexamineGfunctionalityGofGtWn₁TassociatedG
variantsGforGcomplexGtraitsUGPhysiologicaleGenomicsSG2018SGbWSGbXWTbYY 3.6 13

71 WholeGgenomeTamplifiedGq~ngGinsightsGandGimputationUGNatureeMethodsSG2008SGbSGYdfTeW 21.6 13

70 yocalizationGofGuupGOrynVyZPGtoGchromosomeGXfpXZUYGbyGfluorescenceGinGsituGhybridizationGutilizingG
aGnovelGtyramideGlabelingGtechniqueUGGenomicsSG1998SGbZSGYfcTf 4.3 13

69 ZGextensionsGtoGtheG×uzn®®r×GpackageUGBioinformaticsSG1998SGXaSGbZeTf 7.2 13

68 tenomicGorganizationGofGtheGgeneGencodingGtheGpcbGsubunitGofG~sTkappaGogGmultipleGvariantsGofGtheG
pcbGproteinGmayGbeGgeneratedGbyGalternativeGsplicingUGHumaneMoleculareGeneticsSG1993SGYSGXefbTfWW 5.6 13

67
vnteractionsGbetweenG®®n×T˛–GandGinflammationTrelatedGcytokineGgenesGonGtheGdevelopmentGofG
nlzheimerNsGdiseaseSGobservedGbyGtheGrpistasisG®rojectUGInternationaleJournaleofeMoleculare
EpidemiologyeandeGeneticsSG2012SGZSGZfTad

0.9 13

66 ~ovelGgeneticGlociGassociatedGwithGlongTtermGdeteriorationGinGbloodGlipidGconcentrationsGandG
coronaryGarteryGdiseaseGinGruropeanGadultsUGInternationaleJournaleofeEpidemiologySG2017SGacSGXYXXTXYYY 7.8 12

65
yowTdensityGlipoproteinGreceptorTrelatedGproteinGbGpolymorphismsGareGassociatedGwithGboneG
mineralGdensityGinGtreekGpostmenopausalGwomengGanGinteractionGwithGcalciumGintakeUGJournaleofethee
AmericaneDieteticeAssociationSG2010SGXXWSGXWdeTeZ

12

64 qetectionGofGtranslocationsGinvolvingGtheGu XXXVαpyZTlocusGinGXWqYaGbyGinterphaseGfluorescenceGinG
situGhybridizationUGCancereGeneticseandeCytogeneticsSG2001SGXYfSGeWTa 12

(2001-2019)

25



63 rffectGofGpY®asYSGVx ×pXSGandGpY®YpfGinGvnfluencingGpoumarinGqosegGnG₁ingleT®atientGqataG
zetaTnnalysisGinGzoreGαhanGXbSWWWGvndividualsUGClinicalePharmacologyeandeTherapeuticsSG2019SGXWbSGXaddTXafX6.1 12

62 VariationGinG~ormalG×angeGαhyroidGsunctionGnffectsG₁erumGpholesterolGyevelsSGoloodG®ressureSGandG
αypeGYGqiabetesG×iskgGnGzendelianG×andomizationG₁tudyUGThyroidSG2021SGZXSGdYXTdZX 6.2 12

61 qairyGvntakeGandGoodyGpompositionGandGpardiometabolicGαraitsGamongGndultsgGzendelianG
×andomizationGnnalysisGofGXeYWaXGvndividualsGfromGXeG₁tudiesUGClinicaleChemistrySG2019SGcbSGdbXTdcW 5.5 11

60 rpigenomeTWideGnssociationG₁tudyGOrWn₁PGofGoloodGyipidsGinGuealthyG®opulationGfromG₁αn~v₁yn₁G
samilyG₁tudyGO₁s₁PUGInternationaleJournaleofeMoleculareSciencesSG2019SGYWSG 6.3 11

59
®otentialGvnterplayGbetweenGqietaryG₁aturatedGsatsGandGteneticGVariantsGofGtheG~y×®ZG
vnflammasomeGtoGzodulateGvnsulinG×esistanceGandGqiabetesG×iskgGvnsightsGfromGaGzetaTnnalysisGofG
Xf´ WWbGvndividualsUGMoleculareNutritioneandeFoodeResearchSG2019SGcZSGeXfWWYYc

5.9 11

58 teneticGassociationGanalysesGofGnonTsynonymousGsingleGnucleotideGpolymorphismsGinGdiabeticG
nephropathyUGDiabetologiaSG2008SGbXSGXffeTYWWY 10.3 11

57 nnGintegratedGcytogeneticSGradiationThybridSGandGcomparativeGmapGofGdogGchromosomeGbUG
MammalianeGenomeSG2001SGXYSGZdXTb 3.2 10

56 ®hysicalGmappingGofGchromosomeGcgGaGstrategyGforGtheGrapidGgenerationGofGsequenceTreadyGcontigsUG
DNAeSequenceSG1996SGdSGadTf 10

55 qissectingGfeaturesGofGepigeneticGvariantsGunderlyingGcardiometabolicGriskGusingGfullTresolutionG
epigenomeGprofilingGinGregulatoryGelementsUGNatureeCommunicationsSG2019SGXWSGXYWf 17.4 9

54 rffectGofGteneticGVariabilityGinGtheGSGSGandGtenesGonGyiverGm×~nGyevelsGandGWarfarinG×esponseUG
FrontierseinePharmacologySG2017SGeSGZYZ 5.6 9

53
vdentificationGandGcharacterizationGofGaGnovelGhumanGbrainTspecificGgeneSGhomologousGtoG₁UGscrofaG
tmpeZUbSGinGtheGchromosomeGXWqYaGcriticalGregionGforGtemporalGlobeGepilepsyGandGspasticG
paraplegiaUGGeneSG2002SGYeYSGedTfa

3.8 8

52 pomprehensiveGexplorationGofGtheGeffectsGofGmi×~nG₁~®sGonGmonocyteGgeneGexpressionUGPLoSeONESG
2012SGdSGeabecZ 3.7 8

51 poordinationGofGhumanGgenomeGsequencingGviaGaGconsensusGframeworkGmapUGTrendseineGeneticsSG
1998SGXaSGZeXTa 8.5 7

50 nGhistoneGmapGofGhumanGchromosomeGYWqXZUXYUGPLoSeONESG2009SGaSGeaadf 3.7 7

49 tenomeTwideGassociationGanalysisGofGtypeGYGdiabetesGinGtheGr®vpTvnternctGstudyUGScientificeDataSG
2020SGdSGZfZ 8.2 7

48 ®olygenicGpredictionGofGeducationalGattainmentGwithinGandGbetweenGfamiliesGfromGgenomeTwideG
associationGanalysesGinGZGmillionGindividualsUUGNatureeGeneticsSG2022SG 36.3 7

47
tlobalGnnalysisGofGq~nGzethylationGVariationGinGndiposeGαissueGfromGαwinsG×evealsGyinksGtoG
qiseaseTnssociatedGVariantsGinGqistalG×egulatoryGrlementsUGAmericaneJournaleofeHumaneGeneticsSG
2013SGfZSGXXbe

11 6

46 ₁ingleGnucleotideGpolymorphismGO₁~®PGpanelsGforGrapidGpositionalGcloningGinGzebrafishUGMethodseine
CelleBiologySG2011SGXWaSGYXfTZb 1.8 6

Panagiotis Deloukas
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45 teneticGanalysisGofGtheGytvVrpitempinGgeneGfamilyGinGsporadicGandGfamilialGlateralGtemporalGlobeG
epilepsyUGEpilepsyeResearchSG2006SGdWSGXXeTYc 3 6

44 ponstructionGandGintegrationGofGradiationThybridGandGcytogeneticGmapsGofGdogGphromosomeGXUG
MammalianeGenomeSG2003SGXaSGYXaTYX 3.2 6

43 αheGhumanG~sxoZGgeneGencodingGtheGpcbGsubunitGofGtranscriptionGfactorG~sTkappaGoGisGlocatedGonG
chromosomeGXXqXYUGGenomicsSG1994SGXfSGbfYTa 4.3 6

42 teneticGvariationGinfluencingGq~nGmethylationGprovidesGinsightsGintoGmolecularGmechanismsG
regulatingGgenomicGfunctionUUGNatureeGeneticsSG2022SG 36.3 6

41 rffectGofGzastihaGsupplementationGonG~nsyqgGαheGzn₁αaurnyαuG×andomisedSGpontrolledGαrialUG
MoleculareNutritioneandeFoodeResearchSG2021SGcbSGeYWWXXde 5.9 6

40 tenomeTwideGassociationGstudyGofGcirculatingGinterleukinGcGlevelsGidentifiesGnovelGlociUGHumane
MoleculareGeneticsSG2021SGZWSGZfZTaWf 5.6 6

39 αhyroidGfunctionSGsexGhormonesGandGsexualGfunctiongGaGzendelianGrandomizationGstudyUGEuropeane
JournaleofeEpidemiologySG2021SGZcSGZZbTZaa 12.1 6

38 pohortTspecificGimputationGofGgeneGexpressionGimprovesGpredictionGofGwarfarinGdoseGforGnfricanG
nmericansUGGenomeeMedicineSG2017SGfSGfe 14.4 5

37 sromGlongGrangeGmappingGtoGsequenceTreadyGcontigsGonGhumanGchromosomeGcUGDNAeSequenceSG
1997SGeSGXbXTa 5

36 ₁equencingGandGassociationGanalysisGofGtheGtypeGXGdiabetesTlinkedGregionGonGchromosomeG
XWpXYTqXXUGBMCeGeneticsSG2007SGeSGYa 2.6 5

35 ₁ingleGnucleotideGpolymorphismsGwithGcisTregulatoryGeffectsGonGlongGnonTcodingGtranscriptsGinG
humanGprimaryGmonocytesUGPLoSeONESG2014SGfSGeXWYcXY 3.7 5

34 rvaluatingGtheGglucoseGraisingGeffectGofGestablishedGlociGviaGaGgeneticGriskGscoreUGPLoSeONESG2017SGXYSGeWXecccf3.7 5

33 sineTmappingSGtransTancestralGandGgenomicGanalysesGidentifyGcausalGvariantsSGcellsSGgenesGandGdrugG
targetsGforGtypeGXGdiabetes 5

32 nssociationGofGsactorGVGyeidenGWithG₁ubsequentGntherothromboticGrventsgGnGtr~vβ₁TpuqG₁tudyGofG
vndividualG®articipantGqataUGCirculationSG2020SGXaYSGbacTbbb 16.7 5

31 qiscoveryGandGsystematicGcharacterizationGofGriskGvariantsGandGgenesGforGcoronaryGarteryGdiseaseGinG
overGaGmillionGparticipants 5

30 sirstGgenotypeTphenotypeGstudyGrevealsGuynTqQ˛†XGinsertionGheterogeneityGinGhighTresolutionG
manometryGachalasiaGsubtypesUGUnitedeEuropeaneGastroenterologyeJournalSG2019SGdSGabTbX 5.3 4

29 αwentyGlociGassociatedGwithGboneGmineralGdensityGidentifiedGbyGlargeTscaleGmetaTanalysisGofG
genomeTwideGassociationGdatasetsUGBoneSG2009SGaaSG₁YZWT₁YZX 4.7 4

28 qataGanalysisGissuesGforGalleleTspecificGexpressionGusingGvlluminaNsGtoldentateGassayUGBMCe
BioinformaticsSG2010SGXXSGYeW 3.6 4

(2010-2006)
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27 ×efiningGtheGaccuracyGofGvalidatedGtargetGidentificationGthroughGcodingGvariantGfineTmappingGinGtypeG
YGdiabetes 4

26 αissueT₁pecificGnlterationGofGzetabolicG®athwaysGvnfluencesGtlycemicG×egulation 4

25 ~utrigeneticGvnteractionsGzightGzodulateGtheGnntioxidantGandGnntiTvnflammatoryG₁tatusGinG
zastihaT₁upplementedG®atientsGWithG~nsyqUGFrontierseineImmunologySG2021SGXYSGceZWYe 8.4 4

24 teneticsGofGeducationalGattainmentGandGcoronaryGriskGinGzendelianGrandomizationGstudiesUG
EuropeaneHearteJournalSG2020SGaXSGefaTefb 9.5 3

23
uaplotypeTbasedGsearchGforG₁~®sGassociatedGwithGdifferentialGtypeGXGdiabetesGriskGamongG
chromosomesGcarryingGaGspecificGuynGq×oXTqQnXTqQoXGhaplotypeUGDiabetesreObesityeande
MetabolismSG2009SGXXG₁upplGXSGeTXc

6.7 3

22 p VvqTXfGsusceptibilityGvariantsGassociateGwithGbloodGclotsSGthrombophlebitisGandGcirculatoryG
diseasesUGPLoSeONESG2021SGXcSGeWYbcfee 3.7 3

21
®opulationTbasedGidentityTbyTdescentGmappingGcombinedGwithGexomeGsequencingGtoGdetectGrareG
riskGvariantsGforGschizophreniaUGAmericaneJournaleofeMedicaleGeneticseParteB:eNeuropsychiatrice
GeneticsSG2019SGXeWSGYYZTYZX

3.5 2

20 yifestyleGmayGmodifyGtheGglucoseTraisingGeffectGofGgeneticGlociUGnGstudyGinGtheGtreekGpopulationUG
NutritionreMetabolismeandeCardiovasculareDiseasesSG2016SGYcSGYWXTc 4.5 2

19 ~oGevidenceGinGaGlargeGβxGcollectionGforGceliacGdiseaseGriskGvariantsGreportedGbyGaG₁panishGstudyUG
GastroenterologySG2008SGXZaSGXcYfTZWhGauthorGreplyGXcZWTX 13.3 2

18 αhyroidGsunctionGandGtheG×iskGofGnlzheimerNsGqiseasegGnGzendelianG×andomizationG₁tudyUGThyroidSG
2021SG 6.2 2

17 ₁ingleG~ucleotideG®olymorphismGnnalysisGbyGzatrixTnssistedGyaserGqesorptionVvonizationG
αimeTofTslightGzassG₁pectrometryG2006SGacZTadW 2

16 ₁mokingGinducesGcoordinatedGq~nGmethylationGandGgeneGexpressionGchangesGinGadiposeGtissueGwithG
consequencesGforGmetabolicGhealth 2

15 αheGcontributionGofGnonTcodingGregulatoryGelementsGtoGcardiovascularGdiseaseUGOpeneBiologySG2020SG
XWSGYWWWee 7 2

14 αhyroidGsunctionGandGzoodGqisordersgGnGzendelianG×andomizationG₁tudyUGThyroidSG2021SGZXSGXXdXTXXeX 6.2 2

13 rffectsGofGαhyroidGsunctionGonGuemostasisSGpoagulationSGandGsibrinolysisgGnGzendelianG
×andomizationG₁tudyUGThyroidSG2021SGZXSGXZWbTXZXb 6.2 2

12 VisualizingGchromosomeGmosaicismGandGdetectingGethnicGoutliersGbyGtheGmethodGofGIrareIG
heterozygotesGandGhomozygotesGO×uuPUGHumaneMoleculareGeneticsSG2010SGXfSGYbZfTbZ 5.6 1

11 ×adiationGuybridGzappingG2005SG 1

10 qinucleotideGrepeatGpolymorphismGOqXW₁cWePGadjacentGtoGtheGtyβqXGlocusUGHumaneMoleculare
GeneticsSG1993SGYSGXfeX 5.6 1

Panagiotis Deloukas
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9
ponstructionGofGyeastGartificialGchromosomeGOYnpPGcloneGbanksGcoveringGthreeGgenomeGequivalentsG
andGisolationGofGYnpsGcontainingGtheGhumanGgeneGencodingGtumorGnecrosisGfactorGreceptorGbetaUG
GeneSG1992SGXXWSGXefTfb

3.8 1

8 teneticG®redispositionGtoGporonaryGnrteryGqiseaseGinGαypeGYGqiabetesGzellitusUGCirculationeGenomice
andePrecisioneMedicineSG2020SGXZSGeWWYdcf 5.2 1

7 nGzebrafishGforwardGgeneticGscreenGidentifiesGanGindispensableGthreonineGresidueGinGtheGkinaseG
domainGofG®×xqYUGBiologyeOpenSG2021SGXWSG 2.2 1

6 q~nGmethylationGsignatureGofGchronicGlowTgradeGinflammationGandGitsGroleGinGcardioTrespiratoryG
diseasesUUGNatureeCommunicationsSG2022SGXZSGYaWe 17.4 1

5 tenomeTWideGassociationGbetweenGrYnXGandGnspirinTinducedGpepticGulcerationUGEBioMedicineSG2021
SGdaSGXWZdYe 8.8 0

4
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