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carnivore. Communications Biology, 2021, 4, 12. 2.0 20

Interspecies bacterial communication produces a delicate balance between Vibrio cholerae and the
chironomid egg mass microbiome. Molecular Ecology, 2021, 30, 1571-1573.
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Endemic infection can shape exposure to novel pathogens: Pathogen cod€eccurrence networks in the
Serengeti lions. Ecology Letters, 2019, 22, 904-913.

Speciesd€specific spatiotemporal patterns of leopard, lion and tiger attacks on humans. Journal of 19 24
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