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l Paper IF Citations

122 TheIzmpactIofIMediterraneanIuietaryIznterventionIonIMetabolicIandIyormonalIParametersI
rccordingItoIVariantITypeXXIFrontierslinlGeneticsVI2022VIbdVIicaihi 4.5 0

121 ManagementIofIsRtrITumourITestingIinIanIzntegratedIMolecularITumourIsoardIMultidisciplinaryI
ModelXXIFrontierslinlOncologyVI2022VIbcVIifhfbf 5.3 0

120 LifestyleItharacteristicsIinIWomenItarriersIofIsRtrIMutationskIResultsIwromIanIztalianITrialItohortXI
ClinicallBreastlCancerVI2021VIcbVIebgiWebhg 3 9

119 sreastIandIProstateItancerIRisksIforIMaleIsRtrbIandIsRtrcIPathogenicIVariantItarriersIUsingI
PolygenicIRiskIScoresXIJournalloflthelNationallCancerlInstituteVI2021VI 9.7 3

118
rssociationIofIgermlineIgeneticIvariantsIwithIbreastIcancerWspecificIsurvivalIinIpatientIsubgroupsI
definedIbyIclinicWpathologicalIvariablesIrelatedItoItumorIbiologyIandItypeIofIsystemicItreatmentXI
BreastlCancerlResearchVI2021VIcdVIig

8.3 1

117 rnalysisIofIztalianIPathogenicIVariantsIzdentifiesIaIPrivateISpectrumIinItheIPopulationIfromItheI
sergamoIProvinceIinINorthernIztalyXICancersVI2021VIbdVI 6.6 5

116 xenomeWwideIassociationIstudyIidentifiesIdcInovelIbreastIcancerIsusceptibilityIlociIfromIoverallI
andIsubtypeWspecificIanalysesXINaturelGeneticsVI2020VIfcVIfhcWfib 36.3 76

115 TheISpectrumIofIProteinITruncatingIVariantsIinIvuropeanIsreastItancerItasesXICancersVI2020VIbcVI 6.6 7

114 rnalysisIofIandIPromoterIMethylationIinIztalianIwamiliesIatIyighWRiskIofIsreastIandIOvarianItancerXI
CancersVI2020VIbcVI 6.6 5

113 rssociationIofIxenomicIuomainsIinIandIwithIProstateItancerIRiskIandIrggressivenessXICancerl
ResearchVI2020VIiaVIgceWgdi 10.1 22

112 wineWmappingIofIbfaIbreastIcancerIriskIregionsIidentifiesIbjbIlikelyItargetIgenesXINaturelGeneticsVI
2020VIfcVIfgWhd 36.3 56

111 PolygenicIriskIscoresIandIbreastIandIepithelialIovarianIcancerIrisksIforIcarriersIofIsRtrbIandIsRtrcI
pathogenicIvariantsXIGeneticslinlMedicineVI2020VIccVIbgfdWbggg 8.1 34

110 sRtrbZcIVariantsIandIMetabolicIwactorskIResultsIwromIaItohortIofIztalianIwemaleItarriersXICancersVI
2020VIbcVI 6.6 2

109 RiskWreducingIsurgeryIinIsRtrbZsRtrcImutationIcarrierskIrreIthereIfactorsIassociatedIwithItheI
choicepXIPsycho-OncologyVI2019VIciVIbihbWbihi 3.9 6

108 TheIkpXrrggfiTItruncatingIvariantIisIassociatedIwithIriskIofItripleWnegativeIbreastIcancerXINpjlBreastl
CancerVI2019VIfVIdi 7.8 12

107 tonstitutiveIPromoterIyypermethylationItanIseIaIPredisposingIvventIinIzsolatedIvarlyWOnsetI
sreastItancerXICancersVI2019VIbbVI 6.6 10

106 SurveyIofIgynecologicalIcarcinosarcomasIinIfamiliesIwithIbreastIandIovarianIcancerIpredispositionXI
CancerlGeneticsVI2018VIccbVIdiWef 2.3 1
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105 rdherenceItoIMediterraneanIuietIandIMetabolicISyndromeIinIsRtrIMutationItarriersXIIntegrativel
CancerlTherapiesVI2018VIbhVIbfdWbga 3 21

104 zndividualsIwithIwrNtMIbiallelicImutationsIdoInotIdevelopIwanconiIanemiaVIbutIshowIriskIforIbreastI
cancerVIchemotherapyItoxicityIandImayIdisplayIchromosomeIfragilityXIGeneticslinlMedicineVI2018VIcaVIefcWefh8.1 44

103 rIuietaryIznterventionItoILowerISerumILevelsIofIzxwWzIinIMutationItarriersXICancersVI2018VIbaVI 6.6 14

102 zdentificationIofIbcInewIsusceptibilityIlociIforIdifferentIhistotypesIofIepithelialIovarianIcancerXI
NaturelGeneticsVI2017VIejVIgiaWgjb 36.3 190

101 zdentificationIofItenIvariantsIassociatedIwithIriskIofIestrogenWreceptorWnegativeIbreastIcancerXI
NaturelGeneticsVI2017VIejVIbhghWbhhi 36.3 186

100 PredictionIofIsreastIandIProstateItancerIRisksIinIMaleIsRtrbIandIsRtrcIMutationItarriersIUsingI
PolygenicIRiskIScoresXIJournalloflClinicallOncologyVI2017VIdfVIcceaWccfa 2.2 101

99
rssociationIofIbreastIcancerIriskIinIsRtrbIandIsRtrcImutationIcarriersIwithIgeneticIvariantsI
showingIdifferentialIallelicIexpressionkIidentificationIofIaImodifierIofIbreastIcancerIriskIatIlocusI
bbqccXdXIBreastlCancerlResearchlandlTreatmentVI2017VIbgbVIbbhWbde

4.4 15

98 WholeWexomeIsequencingIandItargetedIgeneIsequencingIprovideIinsightsIintoItheIroleIofIPrLscIasI
aImaleIbreastIcancerIsusceptibilityIgeneXICancerVI2017VIbcdVIcbaWcbi 6.4 22

97 RevertantImosaicismIforIfamilyImutationsIisInotIobservedIinIsRtrbZcIphenocopiesXIPLoSlONEVI
2017VIbcVIeabhbggd 3.7 6

96 NoIclinicalIutilityIofIKRrSIvariantIrsgbhgedhaIforIovarianIorIbreastIcancerXIGynecologiclOncologyVI
2016VIbebVIdigWeab 4.9 15

95 zdentificationIofIfourInovelIsusceptibilityIlociIforIoestrogenIreceptorInegativeIbreastIcancerXINaturel
CommunicationsVI2016VIhVIbbdhf 17.4 64

94 tardioWOncologykITheItarneyItomplexITypeIzXIJournalloflthelAmericanlCollegeloflCardiologyVI2016VI
giVIbjcbWbjcd 15.1 2

93 sreastIcancerIriskIvariantsIatIgqcfIdisplayIdifferentIphenotypeIassociationsIandIregulateIvSRbVI
RMNubIandIttutbhaXINaturelGeneticsVI2016VIeiVIdheWig 36.3 93

92 sRtrcIPolymorphicIStopItodonIKddcgXIandItheIRiskIofIsreastVIProstateVIandIOvarianItancersXI
JournalloflthelNationallCancerlInstituteVI2016VIbaiVI 9.7 65

91 rItargetedIapproachItoIgeneticIcounselingIinIbreastIcancerIpatientskItheIexperienceIofIanIztalianI
localIprojectXITumoriVI2016VIbacVIefWfa 1.7 3

90 wineWScaleIMappingIatIjpccXcIzdentifiesItandidateItausalIVariantsIThatIModifyIOvarianItancerIRiskI
inIsRtrbIandIsRtrcIMutationItarriersXIPLoSlONEVI2016VIbbVIeabfiiab 3.7 7

89 PrLscVItyvKcIandIrTMIrareIvariantsIandIcancerIriskkIdataIfromItOxSXIJournalloflMedicallGeneticsVI
2016VIfdVIiaaWibb 5.8 121

88 zdentificationIofIindependentIassociationIsignalsIandIputativeIfunctionalIvariantsIforIbreastIcancerI
riskIthroughIfineWscaleImappingIofItheIbcpbbIlocusXIBreastlCancerlResearchVI2016VIbiVIge 8.3 25

(2016-2018)
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87 MutationIdetectionIratesIassociatedIwithIspecificIselectionIcriteriaIforIsRtrbZcItestingIinIbifeI
highWriskIfamilieskIrImonocentricIztalianIstudyXIEuropeanlJournalloflInternallMedicineVI2016VIdcVIgfWhb 3.9 18

86 MaleIbreastIcancerIinIsRtrbIandIsRtrcImutationIcarrierskIpathologyIdataIfromItheItonsortiumIofI
znvestigatorsIofIModifiersIofIsRtrbZcXIBreastlCancerlResearchVI2016VIbiVIbf 8.3 58

85 zdentificationIofIsixInewIsusceptibilityIlociIforIinvasiveIepithelialIovarianIcancerXINaturelGeneticsVI
2015VIehVIbgeWhb 36.3 177

84 wrNtMIcXfhjbtoTInonsenseImutationIRrsbeefghgfcSIinducesIexonIskippingVIaffectsIuNrIrepairI
activityIandIisIaIfamilialIbreastIcancerIriskIfactorXIHumanlMolecularlGeneticsVI2015VIceVIfdefWff 5.6 68

83 rssociationIofItypeIandIlocationIofIsRtrbIandIsRtrcImutationsIwithIriskIofIbreastIandIovarianI
cancerXIJAMAl-lJournalloflthelAmericanlMedicallAssociationVI2015VIdbdVIbdehWgb 27.4 286

82 wineWscaleImappingIofItheIeqceIlocusIidentifiesItwoIindependentIlociIassociatedIwithIbreastIcancerI
riskXICancerlEpidemiologylBiomarkerslandlPreventionVI2015VIceVIbgiaWjb 4 17

81 vstimateIofItheIpenetranceIofIsRtrImutationIandItheItOSIsoftwareIforItheIassessmentIofIsRtrI
mutationIprobabilityXIFamiliallCancerVI2015VIbeVIbbhWci 3 12

80 tandidateIgeneticImodifiersIforIbreastIandIovarianIcancerIriskIinIsRtrbIandIsRtrcImutationI
carriersXICancerlEpidemiologylBiomarkerslandlPreventionVI2015VIceVIdaiWbg 4 20

79 tonstitutionalIdeInovoIdeletionIofItheIwsXWhIgeneIinIaIpatientIwithIfocalIsegmentalI
glomerulosclerosisIandImultipleIprimitiveItumorsXIScientificlReportsVI2015VIfVIbfefe 4.9 10

78 rnIoriginalIphylogeneticIapproachIidentifiedImitochondrialIhaplogroupITbabIasIinverselyI
associatedIwithIbreastIcancerIriskIinIsRtrcImutationIcarriersXIBreastlCancerlResearchVI2015VIbhVIgb 8.3 16

77 rssessingIassociationsIbetweenItheIrURKrWyMMRWTPXcWTUsxbIfunctionalImoduleIandIbreastI
cancerIriskIinIsRtrbZcImutationIcarriersXIPLoSlONEVI2015VIbaVIeabcaaca 3.7 26

76 wineWmappingIidentifiesItwoIadditionalIbreastIcancerIsusceptibilityIlociIatIjqdbXcXIHumanlMolecularl
GeneticsVI2015VIceVIcjggWie 5.6 36

75 PrLscIsequencingIinIztalianIfamilialIbreastIcancerIcasesIrevealsIaIhighWriskImutationIrecurrentIinI
theIprovinceIofIsergamoXIGeneticslinlMedicineVI2014VIbgVIgiiWje 8.1 21

74
rIlargeWscaleIassessmentIofItwoWwayISNPIinteractionsIinIbreastIcancerIsusceptibilityIusingIegVefaI
casesIandIecVegbIcontrolsIfromItheIbreastIcancerIassociationIconsortiumXIHumanlMolecularl
GeneticsVI2014VIcdVIbjdeWeg

5.6 28

73 TheIpsychologicalIimpactIofIbreastIandIovarianIcancerIpreventiveIoptionsIinIsRtrbIandIsRtrcI
mutationIcarriersXIClinicallGeneticsVI2014VIifVIhWbf 4 26

72 rIlargeIdeInovoIjpcbXdIdeletionIinIaIgirlIaffectedIbyIastrocytomaIandImultipleImelanomaXIBMCl
MedicallGeneticsVI2014VIbfVIfj 2.1 8

71 xeneticIvariationIinImitoticIregulatoryIpathwayIgenesIisIassociatedIwithIbreastItumorIgradeXI
HumanlMolecularlGeneticsVI2014VIcdVIgadeWeg 5.6 11

70 uNrIglycosylasesIinvolvedIinIbaseIexcisionIrepairImayIbeIassociatedIwithIcancerIriskIinIsRtrbIandI
sRtrcImutationIcarriersXIPLoSlGeneticsVI2014VIbaVIebaaecfg 6 33
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69 rssociationsIofIcommonIbreastIcancerIsusceptibilityIallelesIwithIriskIofIbreastIcancerIsubtypesIinI
sRtrbIandIsRtrcImutationIcarriersXIBreastlCancerlResearchVI2014VIbgVIdebg 8.3 46

68 tharacterizationIofIanIztalianIfounderImutationIinItheIRzNxWfingerIdomainIofIsRtrbXIPLoSlONEVI
2014VIjVIeigjce 3.7 18

67 miRWdecIregulatesIsRtrbIexpressionIthroughImodulationIofIzueIinIbreastIcancerXIPLoSlONEVI2014VI
jVIeihadj 3.7 54

66 wirstIdescriptionIofIanIacinicIcellIcarcinomaIofItheIbreastIinIaIsRtrbImutationIcarrierkIaIcaseIreportXI
BMClCancerVI2013VIbdVIeg 4.8 28

65 MultipleIindependentIvariantsIatItheITvRTIlocusIareIassociatedIwithItelomereIlengthIandIrisksIofI
breastIandIovarianIcancerXINaturelGeneticsVI2013VIefVIdhbWieVIdieebWc 36.3 422

64 XIchromosomeIinactivationIpatternIinIsRtrIgeneImutationIcarriersXIEuropeanlJournalloflCancerVI
2013VIejVIbbdgWeb 7.5 8

63 xenomeWwideIassociationIstudiesIidentifyIfourIvRInegativeWspecificIbreastIcancerIriskIlociXINaturel
GeneticsVI2013VIefVIdjcWiVIdjiebWc 36.3 327

62 xenomeWwideIassociationIstudyIinIsRtrbImutationIcarriersIidentifiesInovelIlociIassociatedIwithI
breastIandIovarianIcancerIriskXIPLoSlGeneticsVI2013VIjVIebaadcbc 6 209

61 tomparativeIinIvitroIandIinIsilicoIanalysesIofIvariantsIinIsplicingIregionsIofIsRtrbIandIsRtrcIgenesI
andIcharacterizationIofInovelIpathogenicImutationsXIPLoSlONEVI2013VIiVIefhbhd 3.7 46

60 tommonIvariantsIatIbcpbbVIbcqceVIjpcbVIjqdbXcIandIinIZNwdgfIareIassociatedIwithIbreastIcancerI
riskIforIsRtrbIandZorIsRtrcImutationIcarriersXIBreastlCancerlResearchVI2012VIbeVIRdd 8.3 70

59 OvarianIcancerIsusceptibilityIallelesIandIriskIofIovarianIcancerIinIsRtrbIandIsRtrcImutationI
carriersXIHumanlMutationVI2012VIddVIgjaWhac 4.7 31

58 SequencingIanalysisIofISLXeZwrNtPIgeneIinIztalianIfamilialIbreastIcancerIcasesXIPLoSlONEVI2012VIhVIedbadi3.7 9

57 zdentificationIofIfifteenInovelIgermlineIvariantsIinItheIsRtrbIdPUTRIrevealsIaIvariantIinIaIbreastI
cancerIcaseIthatIintroducesIaIfunctionalImiRWbadItargetIsiteXIHumanlMutationVI2012VIddVIbggfWhf 4.7 42

56
rssociationIofIPysIbgdaItoTIandIMTywRIghhItoTIpolymorphismsIwithIbreastIandIovarianIcancerI
riskIinIsRtrbZcImutationIcarrierskIresultsIfromIaImulticenterIstudyXIBritishlJournalloflCancerVI2012VI
bagVIcabgWce

8.7 25

55 TheISNPIrsijfibjIinImiRWchaIisInotIassociatedIwithIfamilialIbreastIcancerIriskIinIztaliansXIBreastl
CancerlResearchlandlTreatmentVI2012VIbddVIiafWh 4.4 28

54
tommonIvariantsIatItheIbjpbdXbIandIZNwdgfIlociIareIassociatedIwithIvRIsubtypesIofIbreastIcancerI
andIovarianIcancerIriskIinIsRtrbIandIsRtrcImutationIcarriersXICancerlEpidemiologylBiomarkerslandl
PreventionVI2012VIcbVIgefWfh

4 44

53
PathologyIofIbreastIandIovarianIcancersIamongIsRtrbIandIsRtrcImutationIcarrierskIresultsIfromI
theItonsortiumIofIznvestigatorsIofIModifiersIofIsRtrbZcIRtzMsrSXICancerlEpidemiologylBiomarkersl
andlPreventionVI2012VIcbVIbdeWeh

4 411

52 TheIroleIofIgeneticIbreastIcancerIsusceptibilityIvariantsIasIprognosticIfactorsXIHumanlMolecularl
GeneticsVI2012VIcbVIdjcgWdj 5.6 75

(2012-2014)
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51 vxploringItheIlinkIbetweenIMORweLbIandIriskIofIbreastIcancerXIBreastlCancerlResearchVI2011VIbdVIRea 8.3 16

50
tommonIbreastIcancerIsusceptibilityIallelesIareIassociatedIwithItumourIsubtypesIinIsRtrbIandI
sRtrcImutationIcarrierskIresultsIfromItheItonsortiumIofIznvestigatorsIofIModifiersIofIsRtrbZcXI
BreastlCancerlResearchVI2011VIbdVIRbba

8.3 62

49 vvaluationIofItheIXRttbIgeneIasIaIphenotypicImodifierIinIsRtrbZcImutationIcarriersXIResultsIfromI
theIconsortiumIofIinvestigatorsIofImodifiersIofIsRtrbZsRtrcXIBritishlJournalloflCancerVI2011VIbaeVIbdfgWgb8.7 6

48 SerumIlevelsIofIzxwWzIandIsRtrIpenetrancekIaIcaseIcontrolIstudyIinIbreastIcancerIfamiliesXIFamiliall
CancerVI2011VIbaVIfcbWi 3 25

47 TheItrSPiIrsdidebcjIpolymorphismIandIbreastIcancerIriskIinIsRtrbImutationIcarriersXIBreastl
CancerlResearchlandlTreatmentVI2011VIbcfVIiffWga 4.4 10

46 PrLscIgermlineImutationsIinIfamilialIbreastIcancerIcasesIwithIpersonalIandIfamilyIhistoryIofI
pancreaticIcancerXIBreastlCancerlResearchlandlTreatmentVI2011VIbcgVIicfWi 4.4 32

45 vvidenceIforIaIlinkIbetweenITNwRSwbbrIandIriskIofIbreastIcancerXIBreastlCancerlResearchlandl
TreatmentVI2011VIbcjVIjehWfe 4.4 11

44 TwoInewItyvKcIgermWlineIvariantsIdetectedIinIbreastIcancerZsarcomaIfamiliesInegativeIforIsRtrbVI
sRtrcVIandITPfdIgeneImutationsXIBreastlCancerlResearchlandlTreatmentVI2011VIbdaVIcahWbf 4.4 11

43 yaplotypeIstructureIinIrshkenaziIJewishIsRtrbIandIsRtrcImutationIcarriersXIHumanlGeneticsVI
2011VIbdaVIgifWjj 6.3 15

42 tommonIallelesIatIgqcfXbIandIbpbbXcIareIassociatedIwithIbreastIcancerIriskIforIsRtrbIandIsRtrcI
mutationIcarriersXIHumanlMolecularlGeneticsVI2011VIcaVIddaeWcb 5.6 62

41 wunctionalIcharacterizationIofItheIMTtWassociatedIgermlineIRvTWKgggvImutationkIevidenceIofI
oncogenicIpotentialIenhancedIbyItheIxgjbSIpolymorphismXIEndocrine-RelatedlCancerVI2011VIbiVIfbjWch 5.7 23

40 TheIrsbcjhfdddIvariantIinItheImiRWbcfaIandIbreastIcancerIriskIinIxermanyVIztalyVIrustraliaIandI
SpainXIJournalloflMedicallGeneticsVI2011VIeiVIhadWe 5.8 13

39 xeneticIvariationIatIjpccXcIandIovarianIcancerIriskIforIsRtrbIandIsRtrcImutationIcarriersXIJournall
oflthelNationallCancerlInstituteVI2011VIbadVIbafWbg 9.7 37

38 znterplayIbetweenIsRtrbIandIRyrMMIregulatesIepithelialIapicobasalIpolarizationIandImayI
influenceIriskIofIbreastIcancerXIPLoSlBiologyVI2011VIjVIebaabbjj 9.7 73

37 zsIthereIaISpecificIMagneticIResonanceIPhenotypeItharacteristicIofIyereditaryIsreastItancerpXI
TumoriVI2010VIjgVIdgdWdie 1.7 2

36 tommonIbreastIcancerIsusceptibilityIallelesIandItheIriskIofIbreastIcancerIforIsRtrbIandIsRtrcI
mutationIcarrierskIimplicationsIforIriskIpredictionXICancerlResearchVI2010VIhaVIjhecWfe 10.1 147

35 TwoInovelImutationsIaffectingIsplicingIinItheIzRwgIgeneIassociatedIwithIvanIderIWoudeIsyndromeXI
JournalloflCraniofaciallSurgeryVI2010VIcbVIbgfeWg 1.2 8

34 wourInewIcasesIofIdoubleIheterozygosityIforIsRtrbIandIsRtrcIgeneImutationskIclinicalVI
pathologicalVIandIfamilyIcharacteristicsXIBreastlCancerlResearchlandlTreatmentVI2010VIbceVIcfbWi 4.4 19
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33 rnIunusualIsRtrcIalleleIcarryingItwoIspliceIsiteImutationsXIAnnalsloflOncologyVI2009VIcaVIbbedWe 10.3 7

32 tommonIvariantsIinILSPbVIcqdfIandIiqceIandIbreastIcancerIriskIforIsRtrbIandIsRtrcImutationI
carriersXIHumanlMolecularlGeneticsVI2009VIbiVIeeecWfg 5.6 91

31 SNPsIinIultraconservedIelementsIandIfamilialIbreastIcancerIriskXICarcinogenesisVI2009VIdaVIfeeWflI
authorIreplyIfeg 4.6 22

30 tutaneousImelanomaIinIchildhoodIandIadolescenceIshowsIfrequentIlossIofIzNKerIandIgainIofIKzTXI
JournalloflInvestigativelDermatologyVI2009VIbcjVIbhfjWgi 4.3 46

29 tlinicalIgeneticItestingIforIfamilialImelanomaIinIztalykIaIcooperativeIstudyXIJournalloflthelAmericanl
AcademyloflDermatologyVI2009VIgbVIhhfWic 4.5 39

28 tyclinIubIexpressionIanalysisIinIfamilialIbreastIcancersImayIdiscriminateIsRtrXIfromIsRtrcWlinkedI
casesXIModernlPathologyVI2008VIcbVIbcgcWha 9.8 15

27 rnIevaluationIofItheIpolymorphismsIznsbgbpIandIrrghcProIinIpfdIasIbreastIcancerIriskImodifiersIinI
sRtrbIandIsRtrcImutationIcarriersXIBritishlJournalloflCancerVI2008VIjjVIjheWh 8.7 12

26 ReconstructingItheIgenealogyIofIaIsRtrbIfounderImutationIbyIphylogeneticIanalysisXIAnnalslofl
HumanlGeneticsVI2008VIhcVIdbaWi 2.2 17

25 RekIMolecularIbasisIforIestrogenIreceptorIalphaIdeficiencyIinIsRtrbWlinkedIbreastIcancerXIJournall
oflthelNationallCancerlInstituteVI2008VIbaaVIhfcWdlIauthorIreplyIhfdWe 9.7 2

24 xermlineImutationsIofITPfdIandIsRtrcIgenesIinIbreastIcancerZsarcomaIfamiliesXIEuropeanlJournall
oflCancerVI2007VIedVIgabWg 7.5 38

23 MRzIinItheIvarlyIuetectionIofIsreastItancerIinIWomenIwithIyighIxeneticIRiskXITumoriVI2006VIjcVIfbhWfcd1.7 35

22
zncidentalIcarcinomasIinIprophylacticIspecimensIinIsRtrbIandIsRtrcIgermWlineImutationIcarriersVI
withIemphasisIonIfallopianItubeIlesionskIreportIofIgIcasesIandIreviewIofItheIliteratureXIAmericanl
JournalloflSurgicallPathologyVI2006VIdaVIbcccWda

6.7 112

21 MutationalIscreeningIofItheIRsbIgeneIinIztalianIpatientsIwithIretinoblastomaIrevealsIbbInovelI
mutationsXIJournalloflHumanlGeneticsVI2006VIfbVIcajWcbg 4.3 23

20 LossIofItyrosinaseIactivityIconfersIincreasedIskinItumorIsusceptibilityIinImiceXIOncogeneVI2004VIcdVIebdaWf9.2 18

19 TheItyvKcIcXbbaadeltImutationIplaysIanIirrelevantIroleIinIbreastIcancerIpredispositionIinIztalyXI
HumanlMutationVI2004VIceVIbaaWb 4.7 36

18 rlleleWspecificIpatternsIofItheImouseIparathyroidIhormoneWrelatedIproteinkIinfluencesIonIcellI
adhesionIandImigrationXIOncogeneVI2003VIccVIhhbbWf 9.2 7

17 znhibitionIofIbothIskinIandIlungItumorigenesisIbyItarWRImouseWderivedIcancerImodifierIlociXI
InternationallJournalloflCancerVI2002VIjhVIfiaWd 7.5 4

16 UseIofIintercrossIoutbredImiceIandIsingleInucleotideIpolymorphismsItoImapIskinIcancerImodifierI
lociXIMammalianlGenomeVI2001VIbcVIcjbWe 3.2 8

(2001-2009)
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15 rIcancerImodifierIroleIforIparathyroidIhormoneWrelatedIproteinXIOncogeneVI2000VIbjVIfdceWi 9.2 27

14 MappingIofImelanomaImodifierIlociIinIRvTItransgenicImiceXIJapaneselJournalloflCancerlResearchVI
2000VIjbVIbbecWh 12

13 LinkageIdisequilibriumIandIhaplotypeImappingIofIaIskinIcancerIsusceptibilityIlocusIinIoutbredImiceXI
MammalianlGenomeVI2000VIbbVIjhjWib 3.2 13

12 LzNvWbIelementsIatItheIsitesIofImolecularIrearrangementsIinIrlportIsyndromeWdiffuseI
leiomyomatosisXIAmericanlJournalloflHumanlGeneticsVI1999VIgeVIgcWj 11 95

11 PerinatalIlethalityIwithIkidneyIandIpancreasIdefectsIinImiceIwithIaItargettedIPkdbImutationXINaturel
GeneticsVI1997VIbhVIbhjWib 36.3 381

10 xeneIlinkageIanalysisIandIuNrIbasedIdetectionIofIautosomalIdominantIpolycysticIkidneyIdiseaseI
RruPKuSIinIaInewbornIinfantXItaseIreportXIJournalloflPerinatallMedicineVI1995VIcdVIcafWbc 2.7 4

9 tlinicalIapplicationsIofIgeneticIlinkageIanalysisIforItheImolecularIdiagnosticsIofIruPKuVIusingIuNrI
markersIlinkedItoItheIPKubIandIPKucIgenesXIContributionslTolNephrologyVI1995VIbbfVIiiWjc 1.6 1

8 RapidIuNrWbasedIprenatalIdiagnosisIofIautosomalIdominantIpolycysticIkidneyIdiseaseXIJAMAl
PediatricsVI1994VIbeiVIbbabWc 2

7 SingleIbaseIpairIdeletionsIinIexonsIdjIandIecIofItheItOLerfIgeneIinIrlportIsyndromeXIHumanl
MolecularlGeneticsVI1994VIdVIcabWc 5.6 16

6 rInovelIframeshiftIdeletionIinItypeIzVIcollagenIalphaIfIgeneIinIaIjuvenileWtypeIrlportIsyndromeI
patientkIanIadenineIdeletionIRcjeaZcjedIdelIrSIinIexonIdeIofItOLerfXIHumanlMutationVI1994VIdVIdigWja 4.7 16

5
PrenatalItestingIinIaIfetusIatIriskIforIautosomalIdominantIpolycysticIkidneyIdiseaseIandIautosomalI
recessiveIjunctionalIepidermolysisIbullosaIwithIpyloricIatresiaXIAmericanlJournalloflMedicallGeneticsl
PartlAVI1993VIehVIbccfWda

5

4 PrenatalIdiagnosisIofIautosomalIdominantIpolycysticIkidneyIdiseaseIusingIflankingIuNrImarkersI
andItheIpolymeraseIchainIreactionXIPrenatallDiagnosisVI1992VIbcVIfbdWce 3.2 9

3 LinkageIanalysisIforItheIdiagnosisIofIautosomalIdominantIpolycysticIkidneyIdiseaseVIandIforItheI
determinationIofIgeneticIheterogeneityIinIztalianIfamiliesXIClinicallGeneticsVI1991VIeaVIcihWjh 4 11

2 wineWmappingIofIbfaIbreastIcancerIriskIregionsIidentifiesIbhiIhighIconfidenceItargetIgenes 2

1 xenomeWwideIassociationIstudyIidentifiesIdcInovelIbreastIcancerIsusceptibilityIlociIfromIoverallI
andIsubtypeWspecificIanalyses 2
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