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199 RisksHofHoreastTH®varianTHandHpontralateralHoreastHpancerHforHoRpnZHandHoRpn[HzutationHparriersVH
JAMAgugJournalgofgthegAmericangMedicalgAssociationTH2017TH]ZdTH[aX[U[aZc 27.4 1140

198 PolygenicHsusceptibilityHtoHbreastHcancerHandHimplicationsHforHpreventionVHNaturegGeneticsTH2002TH]ZTH]]Uc36.3 780

197 nssociationHanalysisHidentifiesHcbHnewHbreastHcancerHriskHlociVHNatureTH2017THbbZTHf[Ufa 50.4 643

196 pancerHrisksHforHoRpnZHandHoRpn[HmutationHcarriersgHresultsHfromHprospectiveHanalysisHofH
rzoRnprVHJournalgofgthegNationalgCancergInstituteTH2013THZXbTHeZ[U[[ 9.7 616

195 teneUpanelHsequencingHandHtheHpredictionHofHbreastUcancerHriskVHNewgEnglandgJournalgofgMedicineTH
2015TH]d[TH[[a]Ubd 59.2 587

194 oreastUcancerHriskHinHfamiliesHwithHmutationsHinHPnyo[VHNewgEnglandgJournalgofgMedicineTH2014TH]dZTHafdUbXc59.2 576

193 termlineHoRpnHmutationsHareHassociatedHwithHhigherHriskHofHnodalHinvolvementTHdistantHmetastasisTH
andHpoorHsurvivalHoutcomesHinHprostateHcancerVHJournalgofgClinicalgOncologyTH2013TH]ZTHZdaeUbd 2.2 440

192 zultipleHindependentHvariantsHatHtheHTrRTHlocusHareHassociatedHwithHtelomereHlengthHandHrisksHofH
breastHandHovarianHcancerVHNaturegGeneticsTH2013THabTH]dZUeaTH]eaeZU[ 36.3 422

191
PathologyHofHbreastHandHovarianHcancersHamongHoRpnZHandHoRpn[HmutationHcarriersgHresultsHfromH
theHponsortiumHofHvnvestigatorsHofHzodifiersHofHoRpnZW[HPpvzonQVHCancergEpidemiologygBiomarkersg
andgPreventionTH2012TH[ZTHZ]aUad

4 411

190 termlineHmutationsHinHRnqbZqHconferHsusceptibilityHtoHovarianHcancerVHNaturegGeneticsTH2011THa]THedfUee[36.3 379

189 nssociationHofHtypeHandHlocationHofHoRpnZHandHoRpn[HmutationsHwithHriskHofHbreastHandHovarianH
cancerVHJAMAgugJournalgofgthegAmericangMedicalgAssociationTH2015TH]Z]THZ]adUcZ 27.4 286

188 nHlocusHonHZfpZ]HmodifiesHriskHofHbreastHcancerHinHoRpnZHmutationHcarriersHandHisHassociatedHwithH
hormoneHreceptorUnegativeHbreastHcancerHinHtheHgeneralHpopulationVHNaturegGeneticsTH2010THa[THeebUf[ 36.3 276

187 termlineHzutationsHinHtheHoRvPZTHonRqZTHPnyo[THandH o HtenesHinHWomenHWithH®varianHpancerVH
JournalgofgthegNationalgCancergInstituteTH2015THZXdTH 9.7 239

186 rvidenceHforHfurtherHbreastHcancerHsusceptibilityHgenesHinHadditionHtoHoRpnZHandHoRpn[HinHaH
populationUbasedHstudyVHGeneticgEpidemiologyTH2001TH[ZTHZUZe 2.6 234

185 yargeUscaleHgenomicHanalysesHlinkHreproductiveHagingHtoHhypothalamicHsignalingTHbreastHcancerH
susceptibilityHandHoRpnZUmediatedHq nHrepairVHNaturegGeneticsTH2015THadTHZ[faUZ]X] 36.3 226

184 pommonHbreastHcancerUpredispositionHallelesHareHassociatedHwithHbreastHcancerHriskHinHoRpnZHandH
oRpn[HmutationHcarriersVHAmericangJournalgofgHumangGeneticsTH2008THe[THf]dUae 11 218

183 tenomeUwideHassociationHstudyHinHoRpnZHmutationHcarriersHidentifiesHnovelHlociHassociatedHwithH
breastHandHovarianHcancerHriskVHPLoSgGeneticsTH2013THfTHeZXX][Z[ 6 209
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182 RnqbZHZ]btUUkpHmodifiesHbreastHcancerHriskHamongHoRpn[HmutationHcarriersgHresultsHfromHaH
combinedHanalysisHofHZfHstudiesVHAmericangJournalgofgHumangGeneticsTH2007THeZTHZZecU[XX 11 204

181 PolygenicHinheritanceHofHbreastHcancergHvmplicationsHforHdesignHofHassociationHstudiesVHGeneticg
EpidemiologyTH2003TH[bTHZfXU[X[ 2.6 197

180 rffectHofHoRpnHzutationsHonHzetastaticHRelapseHandHpauseUspecificHSurvivalHnfterHRadicalH
TreatmentHforHyocalisedHProstateHpancerVHEuropeangUrologyTH2015THceTHZecUf] 10.2 192

179 o®nqvprngHaHcomprehensiveHbreastHcancerHriskHpredictionHmodelHincorporatingHgeneticHandH
nongeneticHriskHfactorsVHGeneticsgingMedicineTH2019TH[ZTHZdXeUZdZe 8.1 192

178 vdentificationHofHZ[HnewHsusceptibilityHlociHforHdifferentHhistotypesHofHepithelialHovarianHcancerVH
NaturegGeneticsTH2017THafTHceXUcfZ 36.3 190

177 termlineHRnqbZpHmutationsHconferHsusceptibilityHtoHovarianHcancerVHNaturegGeneticsTH2012THaaTH
adbUchHauthorHreplyHadc 36.3 190

176 vdentificationHofHtenHvariantsHassociatedHwithHriskHofHestrogenUreceptorUnegativeHbreastHcancerVH
NaturegGeneticsTH2017THafTHZdcdUZdde 36.3 186

175 PrevalenceHandHPenetranceHofHzajorHtenesHandHPolygenesHforHpolorectalHpancerVHCancerg
EpidemiologygBiomarkersgandgPreventionTH2017TH[cTHaXaUaZ[ 4 185

174 TheH®nconrrayHponsortiumgHnH etworkHforHUnderstandingHtheHteneticHnrchitectureHofHpommonH
pancersVHCancergEpidemiologygBiomarkersgandgPreventionTH2017TH[cTHZ[cUZ]b 4 183

173 vdentificationHofHsixHnewHsusceptibilityHlociHforHinvasiveHepithelialHovarianHcancerVHNaturegGeneticsTH
2015THadTHZcaUdZ 36.3 177

172 PregnanciesTHbreastUfeedingTHandHbreastHcancerHriskHinHtheHvnternationalHoRpnZW[HparrierHpohortH
StudyHPvoppSQVHJournalgofgthegNationalgCancergInstituteTH2006THfeTHb]bUaa 9.7 161

171 rvaluationHofHPolygenicHRiskHScoresHforHoreastHandH®varianHpancerHRiskHPredictionHinHoRpnZHandH
oRpn[HzutationHparriersVHJournalgofgthegNationalgCancergInstituteTH2017THZXfTH 9.7 153

170 pommonHbreastHcancerHsusceptibilityHallelesHandHtheHriskHofHbreastHcancerHforHoRpnZHandHoRpn[H
mutationHcarriersgHimplicationsHforHriskHpredictionVHCancergResearchTH2010THdXTHfda[Uba 10.1 147

169 oreastHpancerHRiskHtenesHUHnssociationHnnalysisHinHzoreHthanHZZ]TXXXHWomenVHNewgEnglandgJournalg
ofgMedicineTH2021TH]eaTHa[eUa]f 59.2 143

168 zutationalHspectrumHinHaHworldwideHstudyHofH[fTdXXHfamiliesHwithHoRpnZHorHoRpn[HmutationsVH
HumangMutationTH2018TH]fTHbf]Uc[X 4.7 138

167 pancerHRisksHnssociatedHWithHtermlineHPathogenicHVariantsgHnnHvnternationalHStudyHofHb[aHsamiliesVH
JournalgofgClinicalgOncologyTH2020TH]eTHcdaUceb 2.2 133

166 RiskHmodelsHforHfamilialHovarianHandHbreastHcancerVHGeneticgEpidemiologyTH2000THZeTHZd]UfX 2.6 128

165 nHweightedHcohortHapproachHforHanalysingHfactorsHmodifyingHdiseaseHrisksHinHcarriersHofHhighUriskH
susceptibilityHgenesVHGeneticgEpidemiologyTH2005TH[fTHZUZZ 2.6 127
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164
nnHinternationalHinitiativeHtoHidentifyHgeneticHmodifiersHofHcancerHriskHinHoRpnZHandHoRpn[H
mutationHcarriersgHtheHponsortiumHofHvnvestigatorsHofHzodifiersHofHoRpnZHandHoRpn[HPpvzonQVH
BreastgCancergResearchTH2007THfTHZXa

8.3 121

163 TamoxifenHandHriskHofHcontralateralHbreastHcancerHforHoRpnZHandHoRpn[HmutationHcarriersVHJournalg
ofgClinicalgOncologyTH2013TH]ZTH]XfZUf 2.2 118

162
®ralHcontraceptivesHandHbreastHcancerHriskHinHtheHinternationalHoRpnZW[HcarrierHcohortHstudygHaH
reportHfromHrzoRnprTHtr rPS®THtr®Uuro® THandHtheHvoppSHpollaboratingHtroupVHJournalgofg
ClinicalgOncologyTH2007TH[bTH]e]ZUc

2.2 116

161 zammographicHdensityHandHbreastHcancerHriskHinHoRpnZHandHoRpn[HmutationHcarriersVHCancerg
ResearchTH2006THccTHZeccUd[ 10.1 111

160
ReproductiveHandHhormonalHfactorsTHandHovarianHcancerHriskHforHoRpnZHandHoRpn[HmutationH
carriersgHresultsHfromHtheHvnternationalHoRpnZW[HparrierHpohortHStudyVHCancergEpidemiologyg
BiomarkersgandgPreventionTH2009THZeTHcXZUZX

4 110

159 termlineHmutationHinHoRpnZHorHoRpn[HandHtenUyearHsurvivalHforHwomenHdiagnosedHwithHepithelialH
ovarianHcancerVHClinicalgCancergResearchTH2015TH[ZTHcb[Ud 12.9 107

158 PredictionHofHoreastHandHProstateHpancerHRisksHinHzaleHoRpnZHandHoRpn[HzutationHparriersHUsingH
PolygenicHRiskHScoresVHJournalgofgClinicalgOncologyTH2017TH]bTH[[aXU[[bX 2.2 101

157 TumourHrisksHandHgenotypeUphenotypeHcorrelationsHassociatedHwithHgermlineHvariantsHinHsuccinateH
dehydrogenaseHsubunitHgenesHTHandVHJournalgofgMedicalgGeneticsTH2018THbbTH]eaU]fa 5.8 97

156 oreastHcancerHriskHvariantsHatHcq[bHdisplayHdifferentHphenotypeHassociationsHandHregulateHrSRZTH
Rz qZHandHppqpZdXVHNaturegGeneticsTH2016THaeTH]daUec 36.3 93

155
postUeffectivenessHofHPopulationUoasedHoRpnZTHoRpn[THRnqbZpTHRnqbZqTHoRvPZTHPnyo[HzutationH
TestingHinHUnselectedHteneralHPopulationHWomenVHJournalgofgthegNationalgCancergInstituteTH2018TH
ZZXTHdZaUd[b

9.7 92

154 pommonHvariantsHinHySPZTH[q]bHandHeq[aHandHbreastHcancerHriskHforHoRpnZHandHoRpn[HmutationH
carriersVHHumangMoleculargGeneticsTH2009THZeTHaaa[Ubc 5.6 91

153 vdentificationHofHaHoRpn[UspecificHmodifierHlocusHatHcp[aHrelatedHtoHbreastHcancerHriskVHPLoSg
GeneticsTH2013THfTHeZXX]Zd] 6 90

152 oRpnHphallengegHoRpnHrxchangeHasHaHglobalHresourceHforHvariantsHinHoRpnZHandHoRpn[VHPLoSg
GeneticsTH2018THZaTHeZXXddb[ 6 90

151 vdentificationHandHmolecularHcharacterizationHofHaHnewHovarianHcancerHsusceptibilityHlocusHatH
Zdq[ZV]ZVHNaturegCommunicationsTH2013THaTHZc[d 17.4 85

150
RefinedHhistopathologicalHpredictorsHofHoRpnZHandHoRpn[HmutationHstatusgHaHlargeUscaleHanalysisHofH
breastHcancerHcharacteristicsHfromHtheHopnpTHpvzonTHandHr vtznHconsortiaVHBreastgCancergResearch
TH2014THZcTH]aZf

8.3 82

149 TheHaverageHcumulativeHrisksHofHbreastHandHovarianHcancerHforHcarriersHofHmutationsHinHoRpnZHandH
oRpn[HattendingHgeneticHcounselingHunitsHinHSpainVHClinicalgCancergResearchTH2008THZaTH[ecZUf 12.9 77

148 tenomeUwideHassociationHstudyHidentifiesH][HnovelHbreastHcancerHsusceptibilityHlociHfromHoverallH
andHsubtypeUspecificHanalysesVHNaturegGeneticsTH2020THb[THbd[UbeZ 36.3 76

147
rvaluatingHtheHperformanceHofHtheHbreastHcancerHgeneticHriskHmodelsHo®nqvprnTHvovSTHoRpnPR®H
andHplausHforHpredictingHoRpnZW[HmutationHcarrierHprobabilitiesgHaHstudyHbasedHonHd]b[HfamiliesH
fromHtheHtermanHuereditaryHoreastHandH®varianHpancerHponsortiumVHJournalgofgMedicalgGeneticsTH
2013THbXTH]cXUd

5.8 76
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146 RiskHpredictionHmodelsHforHfamilialHbreastHcancerVHFuturegOncologyTH2006TH[TH[bdUda 3.6 72

145 pommonHvariantsHatHZ[pZZTHZ[q[aTHfp[ZTHfq]ZV[HandHinHZ s]cbHareHassociatedHwithHbreastHcancerH
riskHforHoRpnZHandWorHoRpn[HmutationHcarriersVHBreastgCancergResearchTH2012THZaTHR]] 8.3 70

144 vmprovingHreportingHstandardsHforHpolygenicHscoresHinHriskHpredictionHstudiesVHNatureTH2021THbfZTH[ZZU[Zf50.4 70

143 PersonalizedHearlyHdetectionHandHpreventionHofHbreastHcancergHr VvSv® HconsensusHstatementVH
NaturegReviewsgClinicalgOncologyTH2020THZdTHcedUdXb 19.4 64

142 vdentificationHofHfourHnovelHsusceptibilityHlociHforHoestrogenHreceptorHnegativeHbreastHcancerVHNatureg
CommunicationsTH2016THdTHZZ]db 17.4 64

141 oRpnZHandHoRpn[HmutationHpredictionsHusingHtheHo®nqvprnHandHoRpnPR®HmodelsHandH
penetranceHestimationHinHhighUriskHsrenchUpanadianHfamiliesVHBreastgCancergResearchTH2006THeTHR] 8.3 64

140 vncorporatingHtruncatingHvariantsHinHPnyo[THpurx[THandHnTzHintoHtheHo®nqvprnHbreastHcancerHriskH
modelVHGeneticsgingMedicineTH2016THZeTHZZfXUZZfe 8.1 64

139 oreastHandHovarianHcancerHrisksHinHaHlargeHseriesHofHclinicallyHascertainedHfamiliesHwithHaHhighH
proportionHofHoRpnZHandHoRpn[HqutchHfounderHmutationsVHJournalgofgMedicalgGeneticsTH2014THbZTHfeUZXd5.8 62

138 pommonHallelesHatHcq[bVZHandHZpZZV[HareHassociatedHwithHbreastHcancerHriskHforHoRpnZHandHoRpn[H
mutationHcarriersVHHumangMoleculargGeneticsTH2011TH[XTH]]XaU[Z 5.6 62

137 zaleHbreastHcancerHinHoRpnZHandHoRpn[HmutationHcarriersgHpathologyHdataHfromHtheHponsortiumHofH
vnvestigatorsHofHzodifiersHofHoRpnZW[VHBreastgCancergResearchTH2016THZeTHZb 8.3 58

136 ngeHatHmenarcheHandHmenopauseHandHbreastHcancerHriskHinHtheHvnternationalHoRpnZW[HparrierH
pohortHStudyVHCancergEpidemiologygBiomarkersgandgPreventionTH2007THZcTHdaXUc 4 56

135 sineUmappingHofHZbXHbreastHcancerHriskHregionsHidentifiesHZfZHlikelyHtargetHgenesVHNaturegGeneticsTH
2020THb[THbcUd] 36.3 56

134
pombinedHgeneticHandHsplicingHanalysisHofHoRpnZHcV[bfaU[nkphHcaZnkt]HhighlightsHtheHrelevanceHofH
naturallyHoccurringHinUframeHtranscriptsHforHdevelopingHdiseaseHgeneHvariantHclassificationH
algorithmsVHHumangMoleculargGeneticsTH2016TH[bTH[[bcU[[ce

5.6 55

133 vncorporatingHtumourHpathologyHinformationHintoHbreastHcancerHriskHpredictionHalgorithmsVHBreastg
CancergResearchTH2010THZ[THR[e 8.3 54

132 ParityHandHbreastHcancerHriskHamongHoRpnZHandHoRpn[HmutationHcarriersVHBreastgCancergResearchTH
2006THeTHRd[ 8.3 54

131 sunctionalHmechanismsHunderlyingHpleiotropicHriskHallelesHatHtheHZfpZ]VZHbreastUovarianHcancerH
susceptibilityHlocusVHNaturegCommunicationsTH2016THdTHZ[cdb 17.4 53

130 ProstateHpancerHRisksHforHzaleHoRpnZHandHoRpn[HzutationHparriersgHnHProspectiveHpohortHStudyVH
EuropeangUrologyTH2020THddTH[aU]b 10.2 53

129 ®varianHandHoreastHpancerHRisksHnssociatedHWithHPathogenicHVariantsHinHRnqbZpHandHRnqbZqVH
JournalgofgthegNationalgCancergInstituteTH2020THZZ[THZ[a[UZ[bX 9.7 51
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128 pomparisonHofHcq[bHbreastHcancerHhitsHfromHnsianHandHruropeanHtenomeHWideHnssociationHStudiesH
inHtheHoreastHpancerHnssociationHponsortiumHPopnpQVHPLoSgONETH2012THdTHea[]eX 3.7 49

127 pommonHnonUsynonymousHS PsHassociatedHwithHbreastHcancerHsusceptibilitygHfindingsHfromHtheH
oreastHpancerHnssociationHponsortiumVHHumangMoleculargGeneticsTH2014TH[]THcXfcUZZZ 5.6 48

126 tenomeUwideHassociationHandHtranscriptomeHstudiesHidentifyHtargetHgenesHandHriskHlociHforHbreastH
cancerVHNaturegCommunicationsTH2019THZXTHZdaZ 17.4 47

125 ®varianHcancerHfamilialHrelativeHrisksHbyHtumourHsubtypesHandHbyHknownHovarianHcancerHgeneticH
susceptibilityHvariantsVHJournalgofgMedicalgGeneticsTH2014THbZTHZXeUZ] 5.8 47

124 RiskHnnalysisHofHProstateHpancerHinHPRnpTvpnyTHaHzultinationalHponsortiumTHUsingH[bHxnownH
ProstateHpancerHSusceptibilityHyociVHCancergEpidemiologygBiomarkersgandgPreventionTH2015TH[aTHZZ[ZUf 4 46

123 zodifiersHofHbreastHandHovarianHcancerHrisksHforHoRpnZHandHoRpn[HmutationHcarriersVH
EndocrineuRelatedgCancerTH2016TH[]THTcfUea 5.7 46

122 nssociationsHofHcommonHbreastHcancerHsusceptibilityHallelesHwithHriskHofHbreastHcancerHsubtypesHinH
oRpnZHandHoRpn[HmutationHcarriersVHBreastgCancergResearchTH2014THZcTH]aZc 8.3 46

121 SharedHheritabilityHandHfunctionalHenrichmentHacrossHsixHsolidHcancersVHNaturegCommunicationsTH2019
THZXTHa]Z 17.4 45

120 zetaUanalysisHofHupHtoHc[[TaXfHindividualsHidentifiesHaXHnovelHsmokingHbehaviourHassociatedH
geneticHlociVHMoleculargPsychiatryTH2020TH[bTH[]f[U[aXf 15.1 45

119
pommonHvariantsHatHtheHZfpZ]VZHandHZ s]cbHlociHareHassociatedHwithHrRHsubtypesHofHbreastHcancerH
andHovarianHcancerHriskHinHoRpnZHandHoRpn[HmutationHcarriersVHCancergEpidemiologygBiomarkersgandg
PreventionTH2012TH[ZTHcabUbd

4 44

118 nHriskHpredictionHalgorithmHforHovarianHcancerHincorporatingHoRpnZTHoRpn[THcommonHallelesHandH
otherHfamilialHeffectsVHJournalgofgMedicalgGeneticsTH2015THb[THacbUdb 5.8 43

117
SpecifyingHtheHovarianHcancerHriskHthresholdHofHOpremenopausalHriskUreducingH
salpingoUoophorectomyOHforHovarianHcancerHpreventiongHaHcostUeffectivenessHanalysisVHJournalgofg
MedicalgGeneticsTH2016THb]THbfZUf

5.8 40

116 postUeffectivenessHofHpopulationHbasedHoRpnHtestingHwithHvaryingHnshkenaziHwewishHancestryVH
AmericangJournalgofgObstetricsgandgGynecologyTH2017TH[ZdTHbdeVeZUbdeVeZ[ 6.4 39

115 teneticHvariationHatHfp[[V[HandHovarianHcancerHriskHforHoRpnZHandHoRpn[HmutationHcarriersVHJournalg
ofgthegNationalgCancergInstituteTH2011THZX]THZXbUZc 9.7 37

114 PolygenicHriskHscoresHandHbreastHandHepithelialHovarianHcancerHrisksHforHcarriersHofHoRpnZHandHoRpn[H
pathogenicHvariantsVHGeneticsgingMedicineTH2020TH[[THZcb]UZccc 8.1 34

113 nssessingHandHmanagingHbreastHcancerHriskgHcliniciansOHcurrentHpracticeHandHfutureHneedsVHBreastTH
2014TH[]THcaaUbX 3.6 33

112 q nHglycosylasesHinvolvedHinHbaseHexcisionHrepairHmayHbeHassociatedHwithHcancerHriskHinHoRpnZHandH
oRpn[HmutationHcarriersVHPLoSgGeneticsTH2014THZXTHeZXXa[bc 6 33

111 rvaluationHofHassociationHmethodsHforHanalysingHmodifiersHofHdiseaseHriskHinHcarriersHofHhighUriskH
mutationsVHGeneticgEpidemiologyTH2012TH]cTH[daUfZ 2.6 33
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110 nHTranscriptomeUWideHnssociationHStudyHnmongHfdTefeHWomenHtoHvdentifyHpandidateH
SusceptibilityHtenesHforHrpithelialH®varianHpancerHRiskVHCancergResearchTH2018THdeTHbaZfUba]X 10.1 32

109 pellUtypeUspecificHenrichmentHofHriskUassociatedHregulatoryHelementsHatHovarianHcancerHsusceptibilityH
lociVHHumangMoleculargGeneticsTH2015TH[aTH]bfbUcXd 5.6 32

108 oreastHcancerHriskHpredictionHusingHaHpolygenicHriskHscoreHinHtheHfamilialHsettinggHaHprospectiveHstudyH
fromHtheHoreastHpancerHsamilyHRegistryHandHkponsabVHGeneticsgingMedicineTH2017THZfTH]XU]b 8.1 31

107 ®varianHcancerHsusceptibilityHallelesHandHriskHofHovarianHcancerHinHoRpnZHandHoRpn[HmutationH
carriersVHHumangMutationTH2012TH]]THcfXUdX[ 4.7 31

106 ruropeanHpolygenicHriskHscoreHforHpredictionHofHbreastHcancerHshowsHsimilarHperformanceHinHnsianH
womenVHNaturegCommunicationsTH2020THZZTH]e]] 17.4 31

105 purrentHdetectionHratesHandHtimeUtoUdetectionHofHallHidentifiableHcarriersHinHtheHtreaterHyondonH
populationVHJournalgofgMedicalgGeneticsTH2018THbbTHb]eUbab 5.8 30

104 rvaluationHofHpolygenicHriskHscoresHforHovarianHcancerHriskHpredictionHinHaHprospectiveHcohortHstudyVH
JournalgofgMedicalgGeneticsTH2018THbbTHbacUbba 5.8 30

103 samilialHrelativeHrisksHforHbreastHcancerHbyHpathologicalHsubtypegHaHpopulationUbasedHcohortHstudyVH
BreastgCancergResearchTH2010THZ[THRZX 8.3 27

102 nssessingHassociationsHbetweenHtheHnURxnUuzzRUTPX[UTUotZHfunctionalHmoduleHandHbreastH
cancerHriskHinHoRpnZW[HmutationHcarriersVHPLoSgONETH2015THZXTHeXZ[XX[X 3.7 26

101 sineUscaleHmappingHofHeq[aHlocusHidentifiesHmultipleHindependentHriskHvariantsHforHbreastHcancerVH
InternationalgJournalgofgCancerTH2016THZ]fTHZ]X]UZ]Zd 7.5 26

100
pharacterizationHofHtheHpancerHSpectrumHinHzenHWithHtermlineHoRpnZHandHoRpn[HPathogenicH
VariantsgHResultsHsromHtheHponsortiumHofHvnvestigatorsHofHzodifiersHofHoRpnZW[HPpvzonQVHJAMAg
OncologyTH2020THcTHZ[ZeUZ[]X

13.4 25

99 vnheritanceHofHdeleteriousHmutationsHatHbothHoRpnZHandHoRpn[HinHanHinternationalHsampleHofH
][T[fbHwomenVHBreastgCancergResearchTH2016THZeTHZZ[ 8.3 25

98 iPrevent´figHaHtailoredTHwebUbasedTHdecisionHsupportHtoolHforHbreastHcancerHriskHassessmentHandH
managementVHBreastgCancergResearchgandgTreatmentTH2016THZbcTHZdZUe[ 4.4 25

97 vdentificationHofHindependentHassociationHsignalsHandHputativeHfunctionalHvariantsHforHbreastHcancerH
riskHthroughHfineUscaleHmappingHofHtheHZ[pZZHlocusVHBreastgCancergResearchTH2016THZeTHca 8.3 25

96 vnheritedHmutationsHinHandHinHanHunselectedHmultiethnicHcohortHofHnsianHpatientsHwithHbreastHcancerH
andHhealthyHcontrolsHfromHzalaysiaVHJournalgofgMedicalgGeneticsTH2018THbbTHfdUZX] 5.8 24

95 TheHPR®svyrHseasibilityHStudygHTargetedHScreeningHofHzenHWithHaHsamilyHuistoryHofHProstateH
pancerVHOncologistTH2016TH[ZTHdZcU[[ 5.7 24

94 ngeUspecificHbreastHcancerHriskHbyHbodyHmassHindexHandHfamilialHriskgHprospectiveHfamilyHstudyHcohortH
PProsUSpQVHBreastgCancergResearchTH2018TH[XTHZ][ 8.3 24

93 postHeffectivenessHofHpopulationHbasedHoRpnZHfounderHmutationHtestingHinHSephardiHwewishH
womenVHAmericangJournalgofgObstetricsgandgGynecologyTH2018TH[ZeTHa]ZVeZUa]ZVeZ[ 6.4 23
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92 RareHcodingHvariantsHandHXUlinkedHlociHassociatedHwithHageHatHmenarcheVHNaturegCommunicationsTH
2015THcTHddbc 17.4 23

91 pommonHgeneticHvariantsHandHcancerHriskHinHzendelianHcancerHsyndromesVHCurrentgOpinionging
GeneticsgandgDevelopmentTH2010TH[XTH[ffU]Xd 4.9 23

90 RiskUreducingHsalpingoUoophorectomyTHnaturalHmenopauseTHandHbreastHcancerHriskgHanHinternationalH
prospectiveHcohortHofHoRpnZHandHoRpn[HmutationHcarriersVHBreastgCancergResearchTH2020TH[[THe 8.3 22

89 ueightHandHoodyHzassHvndexHasHzodifiersHofHoreastHpancerHRiskHinHoRpnZW[HzutationHparriersgHnH
zendelianHRandomizationHStudyVHJournalgofgthegNationalgCancergInstituteTH2019THZZZTH]bXU]ca 9.7 22

88 RiskHPredictionHzodelsHforHpolorectalHpancerHvncorporatingHpommonHteneticHVariantsgHnHSystematicH
ReviewVHCancergEpidemiologygBiomarkersgandgPreventionTH2019TH[eTHZbeXUZbf] 4 21

87 pandidateHgeneticHmodifiersHforHbreastHandHovarianHcancerHriskHinHoRpnZHandHoRpn[HmutationH
carriersVHCancergEpidemiologygBiomarkersgandgPreventionTH2015TH[aTH]XeUZc 4 20

86 TowardsHcontrolledHterminologyHforHreportingHgermlineHcancerHsusceptibilityHvariantsgHanHr vtznH
reportVHJournalgofgMedicalgGeneticsTH2019THbcTH]adU]bd 5.8 19

85 rvaluatingHclinicianHacceptabilityHofHtheHprototypeHpanRiskHtoolHforHpredictingHriskHofHbreastHandH
ovarianHcancergHnHmultiUmethodsHstudyVHPLoSgONETH2020THZbTHeX[[ffff 3.7 19

84 ValidationHofHtheHo®nqvprnHmodelHandHaH]Z]UvariantHpolygenicHriskHscoreHforHbreastHcancerHriskH
predictionHinHaHqutchHprospectiveHcohortVHGeneticsgingMedicineTH2020TH[[THZeX]UZeZZ 8.1 17

83 oRpnZHandHoRpn[HpathogenicHsequenceHvariantsHinHwomenHofHnfricanHoriginHorHancestryVHHumang
MutationTH2019THaXTHZdeZUZdfc 4.7 16

82 TheHoRpn[HcVceUdT´ k´ nHvariantHisHnotHpathogenicgHnHmodelHforHclinicalHcalibrationHofHspliceogenicityVH
HumangMutationTH2018TH]fTHd[fUdaZ 4.7 16

81 nnHoriginalHphylogeneticHapproachHidentifiedHmitochondrialHhaplogroupHTZaZHasHinverselyH
associatedHwithHbreastHcancerHriskHinHoRpn[HmutationHcarriersVHBreastgCancergResearchTH2015THZdTHcZ 8.3 16

80 uomeoboxHoZ]HtearHzutationHandHProstateHpancerHRiskVHEuropeangUrologyTH2019THdbTHe]aUeab 10.2 16

79  oHclinicalHutilityHofHxRnSHvariantHrscZdca]dXHforHovarianHorHbreastHcancerVHGynecologicgOncologyTH
2016THZaZTH]ecUaXZ 4.9 15

78 rvaluationHofHcopyUnumberHvariantsHasHmodifiersHofHbreastHandHovarianHcancerHriskHforHoRpnZH
pathogenicHvariantHcarriersVHEuropeangJournalgofgHumangGeneticsTH2017TH[bTHa][Ua]e 5.3 15

77 nttenuatedHfamilialHadenomatousHpolyposisHmanifestsHasHautosomalHdominantHlateUonsetHcolorectalH
cancerVHEuropeangJournalgofgHumangGeneticsTH2014TH[[THZ]]XU] 5.3 15

76
nssociationHofHbreastHcancerHriskHinHoRpnZHandHoRpn[HmutationHcarriersHwithHgeneticHvariantsH
showingHdifferentialHallelicHexpressiongHidentificationHofHaHmodifierHofHbreastHcancerHriskHatHlocusH
ZZq[[V]VHBreastgCancergResearchgandgTreatmentTH2017THZcZTHZZdUZ]a

4.4 15

75
RefiningHoreastHpancerHRiskHStratificationgHndditionalHtenesTHndditionalHvnformationVHAmericang
SocietygofgClinicalgOncologygEducationalgBookgwgASCOgAmericangSocietygofgClinicalgOncologygMeetingTH
2016TH]bTHaaUbc

7.1 15
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74
panRiskHToolUnHWebHvnterfaceHforHtheHPredictionHofHoreastHandH®varianHpancerHRiskHandHtheH
yikelihoodHofHparryingHteneticHPathogenicHVariantsVHCancergEpidemiologygBiomarkersgandgPrevention
TH2021TH]XTHacfUad]

4 14

73 zendelianHrandomisationHstudyHofHheightHandHbodyHmassHindexHasHmodifiersHofHovarianHcancerHriskHinH
[[TbeeHoRpnZHandHoRpn[HmutationHcarriersVHBritishgJournalgofgCancerTH2019THZ[ZTHZeXUZf[ 8.7 13

72 PersonalizedHRiskHnssessmentHforHPreventionHandHrarlyHqetectionHofHoreastHpancergHvntegrationHandH
vmplementationHPPrRSPrpTvVrHvNvQVHJournalgofgPersonalizedgMedicineTH2021THZZTH 3.6 13

71 TransitioningHtoHroutineHbreastHcancerHriskHassessmentHandHmanagementHinHprimaryHcaregHwhatHcanH
weHlearnHfromHcardiovascularHdiseaselVHAustraliangJournalgofgPrimarygHealthTH2016TH[[TH[bbU[cZ 1.4 13

70 ®ralHpontraceptiveHUseHandHoreastHpancerHRiskgHRetrospectiveHandHProspectiveHnnalysesHsromHaH
oRpnZHandHoRpn[HzutationHparrierHpohortHStudyVHJNCIgCancergSpectrumTH2018TH[THpkyX[] 4.6 13

69
nH ewHpomprehensiveHpolorectalHpancerHRiskHPredictionHzodelHvncorporatingHsamilyHuistoryTH
PersonalHpharacteristicsTHandHrnvironmentalHsactorsVHCancergEpidemiologygBiomarkersgandg
PreventionTH2020TH[fTHbafUbbd

4 12

68 RisksHofHbreastHorHovarianHcancerHinHoRpnZHorHoRpn[HpredictiveHtestHnegativesgHfindingsHfromHtheH
rzoRnprHstudyVHGeneticsgingMedicineTH2018TH[XTHZbdbUZbe[ 8.1 12

67 TheHgpVnrgcbeRHtruncatingHvariantHisHassociatedHwithHriskHofHtripleUnegativeHbreastHcancerVHNpjgBreastg
CancerTH2019THbTH]e 7.8 12

66 yymphocyteHtelomereHlengthHisHlongHinHoRpnZHandHoRpn[HmutationHcarriersHregardlessHofH
cancerUaffectedHstatusVHCancergEpidemiologygBiomarkersgandgPreventionTH2014TH[]THZXZeU[a 4 12

65 phromatinHinteractomeHmappingHatHZ]fHindependentHbreastHcancerHriskHsignalsVHGenomegBiologyTH
2020TH[ZTHe 18.3 12

64 oreastHpancerHPolygenicHRiskHScoreHandHpontralateralHoreastHpancerHRiskVHAmericangJournalgofg
HumangGeneticsTH2020THZXdTHe]dUeae 11 12

63
pomparativeHvalidationHofHtheHo®nqvprnHandHTyrerUpuzickHbreastHcancerHriskHmodelsHincorporatingH
classicalHriskHfactorsHandHpolygenicHriskHinHaHpopulationUbasedHprospectiveHcohortHofHwomenHofH
ruropeanHancestryVHBreastgCancergResearchTH2021TH[]TH[[

8.3 12

62  onUcodingHR nsHunderlieHgeneticHpredispositionHtoHbreastHcancerVHGenomegBiologyTH2020TH[ZTHd 18.3 11

61 R sZceHregulatesHRUloopHresolutionHandHgenomicHstabilityHinHoRpnZW[UdeficientHtumorsVHJournalgofg
ClinicalgInvestigationTH2021THZ]ZTH 15.9 11

60 TheHvnfluenceHofH umberHandHTimingHofHPregnanciesHonHoreastHpancerHRiskHforHWomenHWithHorH
zutationsVHJNCIgCancergSpectrumTH2018TH[THpkyXde 4.6 10

59 TranscriptomeUwideHassociationHstudyHofHbreastHcancerHriskHbyHestrogenUreceptorHstatusVHGeneticg
EpidemiologyTH2020THaaTHaa[Uace 2.6 9

58
nlcoholHponsumptionTHpigaretteHSmokingTHandHRiskHofHoreastHpancerHforHandHzutationHparriersgH
ResultsHfromHTheHoRpnZHandHoRpn[HpohortHponsortiumVHCancergEpidemiologygBiomarkersgandg
PreventionTH2020TH[fTH]ceU]de

4 9

57 ®ralHcontraceptiveHuseHandHovarianHcancerHriskHforHoRpnZW[HmutationHcarriersgHanHinternationalH
cohortHstudyVHAmericangJournalgofgObstetricsgandgGynecologyTH2021TH[[bTHbZVeZUbZVeZd 6.4 9

(2021-2021)
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56 oreastHcancerHriskHinHwomenHwithHPnyo[HmutationsHinHdifferentHpopulationsVHLancetgOncologytgTheTH
2015THZcTHe]dbUc 21.7 8

55 PopulationHStudyHofH®varianHpancerHRiskHPredictionHforHTargetedHScreeningHandHPreventionVHCancers
TH2020THZ[TH 6.6 8

54 plinicalHsoftwareHdevelopmentHforHtheHWebgHlessonsHlearnedHfromHtheHo®nqvprnHprojectVHBMCg
MedicalgInformaticsgandgDecisiongMakingTH2012THZ[TH]X 3.6 8

53 nccuracyHofHRiskHrstimatesHfromHtheHiPreventHoreastHpancerHRiskHnssessmentHandHzanagementH
ToolVHJNCIgCancergSpectrumTH2019TH]THpkzXcc 4.6 7

52 pancerHRisksHnssociatedHWithHandHPathogenicHVariantsVVHJournalgofgClinicalgOncologyTH2022THwp®[ZX[ZZ[ 2.2 7

51 sineUScaleHzappingHatHfp[[V[HvdentifiesHpandidateHpausalHVariantsHThatHzodifyH®varianHpancerHRiskH
inHoRpnZHandHoRpn[HzutationHparriersVHPLoSgONETH2016THZZTHeXZbeeXZ 3.7 7

50
rpidemiologyHofHnTTRV]XzHneuropathyHinHpyprusHandHtheHmodifierHeffectHofHcomplementHpZqHonH
theHageHofHdiseaseHonsetVHAmyloid:gthegInternationalgJournalgofgExperimentalgandgClinicalg
Investigation:gthegOfficialgJournalgofgthegInternationalgSocietygofgAmyloidosisTH2018TH[bTH[[XU[[c

2.7 7

49 TheHfutureHofHearlyHcancerHdetectionVVHNaturegMedicineTH2022TH[eTHcccUcdd 50.5 7

48 UseHofHtheHo®nqvprnHWebHnpplicationHinHclinicalHpracticegHappraisalsHbyHcliniciansHfromHvariousH
countriesVHFamilialgCancerTH2018THZdTH]ZUaZ 3 6

47 ProspectiveHevaluationHofHaHbreastUcancerHriskHmodelHintegratingHclassicalHriskHfactorsHandHpolygenicH
riskHinHZbHcohortsHfromHsixHcountriesVHInternationalgJournalgofgEpidemiologyTH2021TH 7.8 6

46 pedigreejsgHaHwebUbasedHgraphicalHpedigreeHeditorVHBioinformaticsTH2018TH]aTHZXcfUZXdZ 7.2 5

45 pomprehensiveHepithelialHtuboUovarianHcancerHriskHpredictionHmodelHincorporatingHgeneticHandH
epidemiologicalHriskHfactorsVHJournalgofgMedicalgGeneticsTH2021TH 5.8 5

44 TheHiPreventH®nlineHoreastHpancerHRiskHnssessmentHandHRiskHzanagementHToolgHUsabilityHandH
ncceptabilityHTestingVHJMIRgFormativegResearchTH2018TH[THe[a 2.5 5

43 pliniciansOHuseHofHbreastHcancerHriskHassessmentHtoolsHaccordingHtoHtheirHperceivedHimportanceHofH
breastHcancerHriskHfactorsgHanHinternationalHsurveyVHJournalgofgCommunitygGeneticsTH2019THZXTHcZUdZ 2.5 5

42 rxternalHValidationHofHRiskHPredictionHzodelsHvncorporatingHpommonHteneticHVariantsHforHvncidentH
polorectalHpancerHUsingHUxHoiobankVHCancergPreventiongResearchTH2020THZ]THbXfUb[X 3.2 4

41 PerformanceHofHoreastHpancerHPolygenicHRiskHScoresHinHdcXHsemaleHpurx[HtermlineHzutationH
parriersVHJournalgofgthegNationalgCancergInstituteTH2021THZZ]THef]Ueff 9.7 4

40 nHcaseUonlyHstudyHtoHidentifyHgeneticHmodifiersHofHbreastHcancerHriskHforHoRpnZWoRpn[HmutationH
carriersVHNaturegCommunicationsTH2021THZ[THZXde 17.4 4

39 TheHonRp®qrZHPilotgHaHfeasibilityHstudyHofHusingHgermlineHsingleHnucleotideHpolymorphismsHtoH
targetHprostateHcancerHscreeningVHBJUgInternationalTH2021TH 5.6 4
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38 pandidateHpausalHVariantsHatHtheHepZ[HoreastHpancerHRiskHyocusHRegulateVHCancersTH2020THZ[TH 6.6 3

37 nssociationHofHgermlineHvariationHwithHtheHsurvivalHofHwomenHwithHpathogenicHvariantsHandHbreastH
cancerVHNpjgBreastgCancerTH2020THcTHaa 7.8 3

36 ProspectiveHrvaluationHofHtheHndditionHofHPolygenicHRiskHScoresHtoHoreastHpancerHRiskHzodelsVHJNCIg
CancergSpectrumTH2021THbTHpkabX[Z 4.6 3

35 PotentialHofHpolygenicHriskHscoresHforHimprovingHpopulationHestimatesHofHwomenOsHbreastHcancerH
geneticHrisksVHGeneticsgingMedicineTH2021TH[]TH[ZZaU[Z[Z 8.1 3

34 oreastHandHProstateHpancerHRisksHforHzaleHoRpnZHandHoRpn[HPathogenicHVariantHparriersHUsingH
PolygenicHRiskHScoresVHJournalgofgthegNationalgCancergInstituteTH2021TH 9.7 3

33 ShouldHngeUqependentHnbsoluteHRiskHThresholdsHoeHUsedHforHRiskHStratificationHinHRiskUStratifiedH
oreastHpancerHScreeninglVHJournalgofgPersonalizedgMedicineTH2021THZZTH 3.6 3

32 ProstateHpancerHRiskHbyHoRpn[HtenomicHRegionsVHEuropeangUrologyTH2020THdeTHafaUafd 10.2 2

31 yetterHtoHtheHeditorgHaHresponseHtoHzingOsHstudyHonHmachineHlearningHtechniquesHforHpersonalizedH
breastHcancerHriskHpredictionVHBreastgCancergResearchTH2020TH[[THZd 8.3 2

30 RisksHofHbreastHandHovarianHcancerHforHwomenHharboringHpathogenicHmissenseHvariantsHinHoRpnZH
andHoRpn[HcomparedHwithHthoseHharboringHproteinHtruncatingHvariantsVVHGeneticsgingMedicineTH2021TH 8.1 2

29 nHpomprehensiveHrpithelialHTuboU®varianHpancerHRiskHPredictionHzodelHvncorporatingHteneticHandH
rpidemiologicalHRiskHsactors 2

28 vmmuneHpellHnssociationsHwithHpancerHRiskVHIScienceTH2020TH[]THZXZ[fc 6.1 2

27
TheHpredictiveHabilityHofHtheH]Z]HvariantUbasedHpolygenicHriskHscoreHforHcontralateralHbreastHcancerH
riskHpredictionHinHwomenHofHruropeanHancestryHwithHaHheterozygousHoRpnZHorHoRpn[HpathogenicH
variantVHGeneticsgingMedicineTH2021TH[]THZd[cUZd]d

8.1 2

26 PolygenicHriskHscoresHforHpredictionHofHbreastHcancerHriskHinHnsianHpopulationsVVHGeneticsgingMedicineTH
2021TH 8.1 2

25 rnhancingHtheHo®nqvprnHcancerHriskHpredictionHmodelHtoHincorporateHnewHdataHonHRnqbZpTH
RnqbZqTHonRqZTHupdatesHtoHtumourHpathologyHandHcancerHincidences 1

24 ®ralHpontraceptiveHUseHinHoRpnZHandHoRpn[HzutationHparriersgHnbsoluteHpancerHRisksHandH
oenefitsVVHJournalgofgthegNationalgCancergInstituteTH2022TH 9.7 1

23 PredictingHtheHyikelihoodHofHparryingHaHorHzutationHinHnsianHPatientsHWithHoreastHpancerVVHJournalgofg
ClinicalgOncologyTH2022THwp®[ZXZcad 2.2 1

22 qevelopmentHofHaHtailoredTHcomputerizedTHbreastHcancerHriskHassessmentHandHdecisionHsupportHtoolgH
WhatHdoHcliniciansHwantlVHJournalgofgClinicalgOncologyTH2013TH]ZTHe[XccXUe[XccX 2.2 1

21 nssessingHbreastHcancerHriskHinHprimaryHcaregHWhatHcanHweHlearnHfromHcardiovascularHdiseaselVH
JournalgofgClinicalgOncologyTH2013TH]ZTHZdUZd 2.2 1
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20 rffectHofHgermUlineHoRpnHmutationsHinHbiochemicalHrelapseHandHsurvivalHafterHtreatmentHforH
localizedHprostateHcancerVVHJournalgofgClinicalgOncologyTH2013TH]ZTH[fU[f 2.2 1

19 pharacterisationHofHPnyo[HtumoursHthroughHwholeUexomeHandHwholeUtranscriptomicHanalysesVHNpjg
BreastgCancerTH2021THdTHac 7.8 1

18 pharacterisationHofHproteinUtruncatingHandHmissenseHvariantsHinHinHZbHdceHwomenHfromHzalaysiaHandH
SingaporeVHJournalgofgMedicalgGeneticsTH2021TH 5.8 1

17 RiskHmodelsHforHfamilialHovarianHandHbreastHcancerH2000THZeTHZd] 1

16 UnselectedHPopulationHteneticHTestingHforHPersonalisedH®varianHpancerHRiskHPredictiongHnH
QualitativeHStudyHUsingHSemiUStructuredHvnterviewsVHDiagnosticsTH2022THZ[THZX[e 3.8 1

15 PersonalisedHRiskHPredictionHinHuereditaryHoreastHandH®varianHpancergHnHProtocolHforHaHzultiUpentreH
RandomisedHpontrolledHTrialVHCancersTH2022THZaTH[dZc 6.6 1

14 SegregationHanalysisHofHZdTa[bHpopulationUbasedHbreastHcancerHfamiliesgHevidenceHforHgeneticH
susceptibilityHandHriskHprediction 1

13 nlteredHregulationHofHoRpnZHexonHZZHsplicingHisHassociatedHwithHbreastHcancerHriskHinHcarriersHofH
oRpnZHpathogenicHvariantsVHHumangMutationTH2021THa[THZaeeUZbX[ 4.7 0

12 ®verlapHofHhighUriskHindividualsHpredictedHbyHfamilyHhistoryTHandHgeneticHandHnonUgeneticHbreastH
cancerHriskHpredictionHmodelsgHimplicationsHforHriskHstratificationVVHBMCgMedicineTH2022TH[XTHZbX 11.4 0

11 ReplyHtoHVVHsalletHetHalVVHJournalgofgClinicalgOncologyTH2022THwp®[[XXde[ 2.2 0

10 TowardsHimplementationHofHcomprehensiveHbreastHcancerHriskHpredictionHtoolsHinHhealthHcareHforH
personalisedHpreventionVVHPreventivegMedicineTH2022THZXdXdb 4.3 0

9 RiskHofHbreastHorHovarianHcancerHinHfamilyHmembersHwhoHdoHnotHcarryHtheHoRpnZHorHoRpn[HfamilyH
mutationgHsindingsHfromHtheHrzoRnprHstudyVVHJournalgofgClinicalgOncologyTH2017TH]bTHZbbeUZbbe 2.2

8 oRpnHcarrierHstatusHasHanHindependentHprognosticHfactorHassociatedHwithHearlierHbiochemicalH
relapseHinHlocalHprostateHcancerVVHJournalgofgClinicalgOncologyTH2012TH]XTHZbabUZbab 2.2

7 ProfileHstudygHteneticHprostateHcancerHriskHstratificationHforHtargetedHscreeningVVHJournalgofgClinicalg
OncologyTH2013TH]ZTHbXbaUbXba 2.2

6 nssessingHbreastHcancerHriskHinHprimaryHcaregHWhatHcanHweHlearnHfromHcardiovascularHdiseaselVH
JournalgofgClinicalgOncologyTH2013TH]ZTHZbbfUZbbf 2.2

5 TheHPR®svyrHfeasibilityHstudygHteneticHprostateHcancerHriskHstratificationHforHtargetedHscreeningVVH
JournalgofgClinicalgOncologyTH2014TH][TH[[U[[ 2.2

4 rvaluatingHclinicianHacceptabilityHofHtheHprototypeHpanRiskHtoolHforHpredictingHriskHofHbreastHandH
ovarianHcancergHnHmultiUmethodsHstudyH2020THZbTHeX[[ffff
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