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Allele and haplotype frequencies of <scp>HLAG€DPA1<[scp> and &€« scp>DPB1</scp> in the population of
Guadeloupe. Tissue Antigens, 2014, 83, 147-153.

An improved and validated <scp>RNA HLA</[scp> class | <scp>SBT</scp> approach for obtaining full

46 length coding sequences. Tissue Antigens, 2014, 84, 450-458.

1.0 6

The HLA4€Dw HAG specificity is defined by DRI2 cDNA hybridization as a hybrid haplotype carrying DR5 and
DRw6 determinants. Tissue Antigens, 1987, 29, 168-172.

Inactivation of a functional HLA-A gene: A 4-kb deletion turns HLA-A*24 into a pseudogene. Human

*® Immunology, 2010, 71, 1197-1202.

2.4 5

Fulla€length sequence of a novel <i>HLAG€B*15:220</i> allele identified in an individual from Guadeloupe.
Tissue Antigens, 2012, 79, 75-76.

Fulla€tength <scp>HLAGEDRB1<[scp> coding sequences generated by a hemizygous <scp>RNAG€SBT<[scp>

50 approach. Tissue Antigens, 2015, 86, 333-342.

1.0 5

Fulla€ength sequence of a novel null allele <i>HLAG€A*23:38N</i> identified in an individual from
Guadeloupe. Tissue Antigens, 2012, 79, 71-72.

52 Saddlebags: A software interface for submitting fulla€tength HLA allele sequences to the EMBLA€ENA 0.6
nucleotide database. Hla, 2018, 91, 29-35. :

Polymorphism clustering of the 21.5 kb DPAG€promotera€DPB region reveals novel extended fulld€length

haplotypes. Hla, 2020, 96, 299-311.

Identification of a new allele polymorphism (<i><scp>HLA<[scp>a€B*40:79<[i>) and correlation with the
<scp>HLAG€B40<[scp> (<scp>B60</scp> and <scp>B61</[scp>) antigens. Tissue Antigens, 2013, 82, 293-294.



MARCEL G J TILANUS

# ARTICLE IF CITATIONS

The Maastricht Transplant Center: Clinical setting and epitope searches in HLA class Il molecules: Does

the structural localization of a polymorphic site contribute to its immunogenicity?. Transplant
Immunology, 2014, 31, 213-218.

56 Features of a new full length <scp>HLA<[scp> allele: <i>A*02:455</i>. Tissue Antigens, 2015, 86, 53-55. 1.0 3

The full length genomic sequence of a novel <i><scp>HLAGE€C <[scp>*03<[i> allele:
<i><scp>HLAGE€C<[scp>*03:219<[i>. Tissue Antigens, 2015, 85, 75-76.

58 Polymorphism at residue 156 of the new <i><scp>HLA</[scp>a€A*02:683<[i> allele suggests immunological 0.6 3
relevance. Hla, 2017, 90, 107-109. :

A new <i>HLAGEC*05<i> allele, <i>HLAG€C*05:156<[i>, characterized by fulla€tength hemizygous sequencing.
Hla, 2018, 91, 212-213.

Polymorphic differences within <scp>HLA&€C</scp> alleles contribute to alternatively spliced

60 transcripts lacking exon 5. Hla, 2022, 100, 232-243.

0.6 3

Half a century of Dutch transplant immunology. Immunology Letters, 2014, 162, 145-149.

Specific amino acid patterns define split specificities of HLA-B15 antigens enabling conversion from

62 DNA-based typing to serological equivalents. Immunogenetics, 2020, 72, 339-346.

2.4 2

<scp>HLA<[scp> frequencies and associations in cystic fibrosis. Tissue Antigens, 2014, 83, 27-31.
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