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k Paper IF Citations

156 StemLcelladerivedLporcineLmacrophagesLasLaLnewLplatformLforLstudyingLhostapathogenL
interactionsbbLBMChBiologyYL2022YLfdYLeh 7.3

155 wharacterisationLofLautophagyLdisruptionLinLtheLileumLofLpigsLinfectedLwithLLawsoniaLintracellularisbL
VeterinaryhResearchhCommunicationsYL2021YLe 2.9

154 uLchromosomealevelLgenomeLassemblyLforLtheLPacificLoysterLwrassostreaLgigasbLGigaScienceYL2021YL
edYL 7.6 22

153 unLimprovedLpigLreferenceLgenomeLsequenceLtoLenableLpigLgeneticsLandLgenomicsLresearchbL
GigaScienceYL2020YLmYL 7.6 60

152 zromLzuuN×LtoLforknLapplicationLofLhighlyLannotatedLgenomesLtoLimproveLfarmedLanimalL
productionbLGenomehBiologyYL2020YLfeYLfli 18.3 21

151 ×lobalLunalysisLofLTranscriptionLStartLSitesLinLtheLNewLOvineLReferenceL×enomeLTUbLFrontiershinh
GeneticsYL2020YLeeYLildild 4.5 12

150 αlluminatingLtheLdarkLsideLofLtheLhumanLtranscriptomeLwithLlongLreadLtranscriptLsequencingbLBMCh
GenomicsYL2020YLfeYLkie 4.5 22

149 WholeLgenomeLanalysisLofLwaterLbuffaloLandLglobalLcattleLbreedsLhighlightsLconvergentLsignaturesL
ofLdomesticationbLNaturehCommunicationsYL2020YLeeYLhkgm 17.4 19

148 valancingLselectionLatLaLprematureLstopLmutationLinLtheLmyostatinLgeneLunderliesLaLrecessiveLlegL
weaknessLsyndromeLinLpigsbLPLoShGeneticsYL2019YLeiYLeeddkkim 6 10

147 zunctionalLunnotationLofLtheLTranscriptomeLofLtheLPigYLYLvasedLUponLNetworkLunalysisLofLanL
RNuseqLTranscriptionalLutlasbLFrontiershinhGeneticsYL2019YLedYLegii 4.5 11

146 uL×eneLyxpressionLutlasLofLtheLxomesticLWaterLvuffaloLTUbLFrontiershinhGeneticsYL2019YLedYLjjl 4.5 18

145
womprehensiveLTranscriptionalLProfilingLofLtheL×astrointestinalLTractLofLRuminantsLfromLvirthLtoL
udulthoodLRevealsLStrongLxevelopmentalLStageLSpecificL×eneLyxpressionbLG3:hGenesvhGenomesvh
GeneticsYL2019YLmYLgimagkg

3.2 6

144 PigsLLackingLtheLScavengerLReceptorLwysteineaRichLxomainLiLofLwxejgLureLResistantLtoLPorcineL
ReproductiveLandLRespiratoryLSyndromeLVirusLeLαnfectionbLJournalhofhVirologyYL2018YLmfYL 6.6 76

143 LivestockLfbdLaLgenomeLeditingLforLfitterYLhealthierYLandLmoreLproductiveLfarmedLanimalsbLGenomeh
BiologyYL2018YLemYLfdh 18.3 65

142 NormalizedLlongLreadLRNuLsequencingLinLchickenLrevealsLtranscriptomeLcomplexityLsimilarLtoL
humanbLBMChGenomicsYL2017YLelYLgfg 4.5 76

141 uLhighLresolutionLatlasLofLgeneLexpressionLinLtheLdomesticLsheepLTOvisLariesUbLPLoShGeneticsYL2017YL
egYLeeddjmmk 6 79

140
PrecisionLengineeringLforLPRRSVLresistanceLinLpigsnLMacrophagesLfromLgenomeLeditedLpigsLlackingL
wxejgLSRwRiLdomainLareLfullyLresistantLtoLbothLPRRSVLgenotypesLwhileLmaintainingLbiologicalL
functionbLPLoShPathogensYL2017YLegYLeeddjfdj

7.6 187
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139 αsolationLofLsubtelomericLsequencesLofLporcineLchromosomesLforLtranslocationLscreeningLrevealsL
errorsLinLtheLpigLgenomeLassemblybLAnimalhGeneticsYL2017YLhlYLgmiahdg 2.5 19

138
QuasispeciesLevolutionLofLtheLprototypicalLgenotypeLeLporcineLreproductiveLandLrespiratoryL
syndromeLvirusLearlyLduringLinLvivoLinfectionLisLrapidLandLtissueLspecificbLArchiveshofhVirologyYL2017YL
ejfYLffdgaffed

2.6 4

137 ×enomeawideLSNPLdataLunveilsLtheLglobalizationLofLdomesticatedLpigsbLGeneticshSelectionhEvolutionYL
2017YLhmYLke 4.9 63

136 LawsoniaLintracellularisLexploitsL˛†acatenincWntLandLNotchLsignallingLpathwaysLduringLinfectionLofL
intestinalLcryptLtoLalterLcellLhomeostasisLandLpromoteLcellLproliferationbLPLoShONEYL2017YLefYLedekgklf 3.7 17

135 ×enomicLdiversityLandLdifferentiationLofLaLmanagedLislandLwildLboarLpopulationbLHeredityYL2016YL
eejYLjdak 3.6 28

134 ×OazuuN×LmeetingnLaL×atheringLOnLzunctionalLunnotationLofLunimalL×enomesbLAnimalhGeneticsYL
2016YLhkYLiflagg 2.5 37

133 wombiningLlaboratoryLandLmathematicalLmodelsLtoLinferLmechanismsLunderlyingLkineticLchangesLinL
macrophageLsusceptibilityLtoLanLRNuLvirusbLBMChSystemshBiologyYL2016YLedYLede 3.5 5

132 ×enomeawideLassociationLrevealsLQTLLforLgrowthYLboneLandLinLvivoLcarcassLtraitsLasLassessedLbyL
computedLtomographyLinLScottishLvlackfaceLlambsbLGeneticshSelectionhEvolutionYL2016YLhlYLee 4.9 40

131
wharacterizationLofLtheLαnteractomeLofLtheLPorcineLReproductiveLandLRespiratoryLSyndromeLVirusL
NonstructuralLProteinLfLRevealsLtheLHyperLVariableLRegionLasLaLvindingLPlatformLforLussociationL
withLehagagLProteinsbLJournalhofhProteomehResearchYL2016YLeiYLegllahde

5.6 12

130
×enomeaWideLunalysisLinLSwineLussociatesLwornealL×raftLRejectionLwithLxonoraRecipientL
MismatchesLinLThreeLNovelLHistocompatibilityLRegionsLandLOneLLocusLHomologousLtoLtheLMouseL
HagLLocusbLPLoShONEYL2016YLeeYLedeifeii

3.7 8

129 ypithelialYLmetabolicLandLinnateLimmunityLtranscriptomicLsignaturesLdifferentiatingLtheLrumenLfromL
otherLsheepLandLmammalianLgastrointestinalLtractLtissuesbLPeerJYL2016YLhYLeekjf 3.1 33

128
xistinctLfunctionalLenrichmentLofLtranscriptionalLsignaturesLinLpigsLwithLhighLandLlowLαzNagammaL
responsesLafterLvaccinationLwithLaLporcineLreproductiveLandLrespiratoryLsyndromeLvirusLTPRRSVUbL
VeterinaryhResearchYL2016YLhkYLedh

3.8 5

127 uvianbasenLaLcommunityLresourceLforLbirdLgenomicsbLGenomehBiologyYL2015YLejYLfe 18.3 22

126 ThirdLReportLonLwhickenL×enesLandLwhromosomesLfdeibLCytogenetichandhGenomehResearchYL2015YL
ehiYLklaekm 1.9 57

125 woordinatedLinternationalLactionLtoLaccelerateLgenomeatoaphenomeLwithLzuuN×YLtheLzunctionalL
unnotationLofLunimalL×enomesLprojectbLGenomehBiologyYL2015YLejYLik 18.3 196

124 LawsoniaLintracellularisLinfectionLofLintestinalLcryptLcellsLisLassociatedLwithLspecificLdepletionLofL
secretedLMUwfLinLgobletLcellsbLVeterinaryhImmunologyhandhImmunopathologyYL2015YLejlYLjeak 2 10

123
wompleteL×enomeLSequenceLofLaLPathogenicL×enotypeLeLSubtypeLgLPorcineLReproductiveLandL
RespiratoryLSyndromeLVirusLTStrainLSUeavelULfromLPigLPrimaryLTissuebLGenomehAnnouncementsYL
2015YLgYL

3

122 OvαTUuRYLProfessorLStephenLvishopbLJournalhofhAgriculturalhScienceYL2015YLeigYLmikamil 1

(2015-2017)
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121 yfficiencyLofLgenomicLpredictionLforLboarLtaintLreductionLinLxanishLLandraceLpigsbLAnimalhGeneticsYL
2015YLhjYLjdkaej 2.5 6

120 αdentificationLandLannotationLofLconservedLpromotersLandLmacrophageaexpressedLgenesLinLtheLpigL
genomebLBMChGenomicsYL2015YLejYLmkd 4.5 9

119 αdentificationLofLLowawonfidenceLRegionsLinLtheLPigLReferenceL×enomeLTSscrofaedbfUbLFrontiershinh
GeneticsYL2015YLjYLggl 4.5 24

118 yxomeLSequencingnLwurrentLandLzutureLPerspectivesbLG3:hGenesvhGenomesvhGeneticsYL2015YLiYLeihgaid 3.2 125

117 xevelopmentLandLvalidationLofLaLhighLdensityLSNPLgenotypingLarrayLforLutlanticLsalmonLTSalmoL
salarUbLBMChGenomicsYL2014YLeiYLmd 4.5 153

116 xesignLandLdevelopmentLofLexomeLcaptureLsequencingLforLtheLdomesticLpigLTSusLscrofaUbLBMCh
GenomicsYL2014YLeiYLiid 4.5 24

115 xownaregulationLofLmechanismsLinvolvedLinLcellLtransportLandLmaintenanceLofLmucosalLintegrityLinL
pigsLinfectedLwithLLawsoniaLintracellularisbLVeterinaryhResearchYL2014YLhiYLii 3.8 15

114 unalysisLofLtheLgeneticsLofLboarLtaintLrevealsLbothLsingleLSNPsLandLregionalLeffectsbLBMChGenomicsYL
2014YLeiYLhfh 4.5 20

113
×enomicLvariationLinLmacrophageaculturedLyuropeanLporcineLreproductiveLandLrespiratoryL
syndromeLvirusLOlotcmeLrevealedLusingLultraadeepLnextLgenerationLsequencingbLVirologyhJournalYL
2014YLeeYLhf

6.1 12

112 TheLsheepLgenomeLilluminatesLbiologyLofLtheLrumenLandLlipidLmetabolismbLScienceYL2014YLghhYLeejlaeekg33.3 294

111 veyondLtheLwholeLgenomeLconsensusnLunravellingLofLPRRSVLphylogenomicsLusingLnextLgenerationL
sequencingLtechnologiesbLVirushResearchYL2014YLemhYLejkakh 6.4 8

110 uLgenomeawideLlinkageLanalysisLforLreproductiveLtraitsLinLzfLLargeLWhiteLˆ�LMeishanLcrossLgiltsbL
AnimalhGeneticsYL2014YLhiYLemeak 2.5 31

109 StructuralLandLfunctionalLannotationLofLtheLporcineLimmunomebLBMChGenomicsYL2013YLehYLggf 4.5 128

108 TheLimpactLofLbreedLandLtissueLcompartmentLonLtheLresponseLofLpigLmacrophagesLtoL
lipopolysaccharidebLBMChGenomicsYL2013YLehYLile 4.5 36

107 SignaturesLofLdiversifyingLselectionLinLyuropeanLpigLbreedsbLPLoShGeneticsYL2013YLmYLeeddghig 6 131

106 SecretedLphosphoproteinLeLexpressionLinLendometriumLandLplacentalLtissuesLofLhyperprolificLlargeL
whiteLandLmeishanLgiltsbLBiologyhofhReproductionYL2013YLllYLefd 3.9 19

105 ×enomeLsequencingLrevealsLfineLscaleLdiversificationLandLreticulationLhistoryLduringLspeciationLinL
SusbLGenomehBiologyYL2013YLehYLRedk 18.3 97

104 womparativeLanalysisLofLmonocyteLsubsetsLinLtheLpigbLJournalhofhImmunologyYL2013YLemdYLjglmamj 5.3 71
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103 xetectionLofLaLquantitativeLtraitLlocusLassociatedLwithLresistanceLtoLuscarisLsuumLinfectionLinLpigsbL
InternationalhJournalhforhParasitologyYL2012YLhfYLglgame 4.3 12

102 USPelLrestrictsLPRRSVLgrowthLthroughLalterationLofLnuclearLtranslocationLofLNza˛”vLpjiLandLpidLinL
MuRwaehiLcellsbLVirushResearchYL2012YLejmYLfjhak 6.4 20

101 unalysesLofLpigLgenomesLprovideLinsightLintoLporcineLdemographyLandLevolutionbLNatureYL2012YL
hmeYLgmgal 50.4 928

100 xevelopmentLofLaLgeneticLtoolLforLproductLregulationLinLtheLdiverseLvritishLpigLbreedLmarketbLBMCh
GenomicsYL2012YLegYLild 4.5 25

99 uLhighLdensityLrecombinationLmapLofLtheLpigLrevealsLaLcorrelationLbetweenLsexaspecificL
recombinationLandL×wLcontentbLBMChGenomicsYL2012YLegYLilj 4.5 113

98 uLgeneLexpressionLatlasLofLtheLdomesticLpigbLBMChBiologyYL2012YLedYLmd 7.3 116

97 PigLboneLmarrowaderivedLmacrophagesLresembleLhumanLmacrophagesLinLtheirLresponseLtoL
bacterialLlipopolysaccharidebLJournalhofhImmunologyYL2012YLellYLgglfamh 5.3 98

96 StrongLsignaturesLofLselectionLinLtheLdomesticLpigLgenomebLProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaYL2012YLedmYLemifmagj 11.5 367

95 yvaluationLofLapproachesLforLidentifyingLpopulationLinformativeLmarkersLfromLhighLdensityLSNPL
chipsbLBMChGeneticsYL2011YLefYLhi 2.6 52

94 MappingLQTLLinLtheLporcineLMHwLregionLaffectingLfatnessLandLgrowthLtraitsLinLaLMeishancLargeL
WhiteLcompositeLpopulationbLAnimalhGeneticsYL2011YLhfYLlgai 2.5 9

93 unLintronicLpolymorphismLinLtheLporcineLαRzkLgeneLisLassociatedLwithLbetterLhealthLandLimmunityLofL
theLhostLduringLSarcocystisLinfectionYLandLaffectsLinterferonLsignallingbLAnimalhGeneticsYL2011YLhfYLgljamh2.5 2

92 NovelLgeneLexpressionLresponsesLinLtheLovineLabomasalLmucosaLtoLinfectionLwithLtheLgastricL
nematodeLTeladorsagiaLcircumcinctabLVeterinaryhResearchYL2011YLhfYLkl 3.8 21

91 wharacterisationLofLfiveLcandidateLgenesLwithinLtheLyTywLzhabcacLcandidateLregionLinLpigsbLBMCh
ResearchhNotesYL2011YLhYLffi 2.3 16

90 TheLfutureLofLanimalLproductionnLimprovingLproductivityLandLsustainabilitybLJournalhofhAgriculturalh
ScienceYL2011YLehmYLmaej 1 38

89 TheLreceptorLlocusLforLyscherichiaLcoliLzhabczhacLinLtheLpigLmapsLdistalLtoLtheLMUwhaLMLNLregionbL
MammalianhGenomeYL2011YLffYLeffam 3.2 29

88
HostLinhibitsLreplicationLofLyuropeanLporcineLreproductiveLandLrespiratoryLsyndromeLvirusLinL
macrophagesLbyLalteringLdifferentialLregulationLofLtypeaαLinterferonLtranscriptionalLresponsebL
ImmunogeneticsYL2011YLjgYLhgkahl

3.2 26

87
×eneticLandLexpressionLanalysisLofLcattleLidentifiesLcandidateLgenesLinLpathwaysLrespondingLtoL
TrypanosomaLcongolenseLinfectionbLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaYL2011YLedlYLmgdham

11.5 58

86 RefinedLcandidateLregionLspecifiedLbyLhaplotypeLsharingLforLyscherichiaLcoliLzhabczhacL
susceptibilityLallelesLinLpigsbLAnimalhGeneticsYL2010YLheYLfeai 2.5 25

(2010-2012)
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85 TheLsheepLgenomeLreferenceLsequencenLaLworkLinLprogressbLAnimalhGeneticsYL2010YLheYLhhmaig 2.5 128

84 uLcomprehensiveLgeneticLanalysisLofLcandidateLgenesLregulatingLresponseLtoLTrypanosomaL
congolenseLinfectionLinLmicebLPLoShNeglectedhTropicalhDiseasesYL2010YLhYLelld 4.8 13

83 yffectsLofLporcineLreproductiveLandLrespiratoryLsyndromeLvirusLinfectionLonLtheLperformanceLofL
pregnantLgiltsLandLgrowingLpigsbLAnimalhProductionhScienceYL2010YLidYLlmd 1.4 6

82
×enotypeLandLexpressionLanalysisLofLtwoLinbredLmouseLstrainsLandLtwoLderivedLcongenicLstrainsL
suggestLthatLmostLgeneLexpressionLisLtransLregulatedLandLsensitiveLtoLgeneticLbackgroundbLBMCh
GenomicsYL2010YLeeYLgje

4.5 9

81 PigLgenomeLsequenceaaanalysisLandLpublicationLstrategybLBMChGenomicsYL2010YLeeYLhgl 4.5 116

80 xesignLofLaLhighLdensityLSNPLgenotypingLassayLinLtheLpigLusingLSNPsLidentifiedLandLcharacterizedLbyL
nextLgenerationLsequencingLtechnologybLPLoShONEYL2009YLhYLejifh 3.7 486

79 womparativeLgenomicsLofLTollalikeLreceptorLsignallingLinLfiveLspeciesbLBMChGenomicsYL2009YLedYLfej 4.5 30

78 ProgressLonLtheLhalothaneLgeneLinLpigbLAnimalhGeneticsYL2009YLfdYLggfaggf 2.5 1

77 RefinedLlocalizationLofLtheLyscherichiaLcoliLzhabczhacLreceptorLlocusLonLpigLchromosomeLegbLAnimalh
GeneticsYL2009YLhdYLkhmaif 2.5 22

76 zunctionalLanalysisLofLtheLporcineLUSPelLandLitsLroleLduringLporcineLarterivirusLreplicationbLGeneYL
2009YLhgmYLgiahf 3.8 12

75 TheLcholecystokininLtypeLuLreceptorLgbekmur×LpolymorphismLaffectsLfeedingLratebLAnimalhGeneticsYL
2008YLgmYLelkal 2.5 9

74 wharacterizationLofLtheLporcineLκαTLligandLgenenLexpressionLanalysisYLgenomicLstructureYL
polymorphismLdetectionLandLassociationLwithLcoatLcolourLtraitsbLAnimalhGeneticsYL2008YLgmYLfekafh 2.5 8

73 QuantitativeLtraitLlociLforLproductionLtraitsLinLpigsnLaLcombinedLanalysisLofLtwoLMeishanLxLLargeL
WhiteLpopulationsbLAnimalhGeneticsYL2008YLgmYLhljami 2.5 56

72 unLanimalLmodelLtoLevaluateLtheLfunctionLandLregulationLofLtheLadaptivelyLevolvingLstressLproteinL
SyPigLinLoesophagealLbileLdamageLresponsesbLCellhStresshandhChaperonesYL2008YLegYLgkiali 4 4

71 QTLLmodulatingLearLsizeLandLerectnessLinLpigsbLAnimalhGeneticsYL2007YLglYLfffaj 2.5 27

70 LivestockLgenomicsnLbridgingLtheLgapLbetweenLmiceLandLmenbLTrendshinhBiotechnologyYL2007YLfiYLhlgam 15.1 12

69 αnnateLimmuneLresponsesLtoLreplicationLofLporcineLreproductiveLandLrespiratoryLsyndromeLvirusLinL
isolatedLSwineLalveolarLmacrophagesbLViralhImmunologyYL2007YLfdYLediael 1.7 75

68 uLhighLutilityLintegratedLmapLofLtheLpigLgenomebLGenomehBiologyYL2007YLlYLRegm 18.3 104
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67 ×eneticLperspectivesLonLhostLresponsesLtoLporcineLreproductiveLandLrespiratoryLsyndromeLTPRRSUbL
ViralhImmunologyYL2007YLfdYLghgail 1.7 53

66 αdentificationLofLaLsingleLkillerLimmunoglobulinalikeLreceptorLTκαRULgeneLinLtheLporcineLleukocyteL
receptorLcomplexLonLchromosomeLjqbLImmunogeneticsYL2006YLilYLhleaj 3.2 28

65 uLpolymorphismLinLtheLiSauntranslatedLregionLofLtheLporcineLcholecystokininLtypeLaLreceptorLgeneL
affectsLfeedLintakeLandLgrowthbLGeneticsYL2006YLekhYLeiiiajg 4 21

64 MacrophageLtranscriptionalLresponsesLfollowingLinLvitroLinfectionLwithLaLhighlyLvirulentLufricanL
swineLfeverLvirusLisolatebLJournalhofhVirologyYL2006YLldYLediehafe 6.6 38

63 ×eneticLdiversityLwithinLandLbetweenLyuropeanLpigLbreedsLusingLmicrosatelliteLmarkersbLAnimalh
GeneticsYL2006YLgkYLelmaml 2.5 92

62 ×eneticLdiversityLinLyuropeanLpigsLutilizingLamplifiedLfragmentLlengthLpolymorphismLmarkersbL
AnimalhGeneticsYL2006YLgkYLfgfal 2.5 27

61 ussessmentLofLSULTeueYLwYPfujLandLwYPfwelLasLcandidateLgenesLforLelevatedLbackfatLskatoleL
levelsLinLcommercialLandLexperimentalLpigLpopulationsbLAnimalhGeneticsYL2006YLgkYLifeaf 2.5 9

60 MolecularLcloningYLcharacterizationYLandLchromosomalLassignmentLofLporcineLcationicLaminoLacidL
transporteraebLGenomicsYL2005YLliYLgifam 4.3 10

59 xetectionLofLquantitativeLtraitLlociLforLandrostenoneYLskatoleLandLboarLtaintLinLaLcrossLbetweenL
LargeLWhiteLandLMeishanLpigsbLAnimalhGeneticsYL2005YLgjYLehaff 2.5 57

58 wloningLandLmappingLofLtheLporcineLcytochromeaphidLfyeLgeneLandLitsLassociationLwithLskatoleL
levelsLinLtheLdomesticLpigbLAnimalhGeneticsYL2005YLgjYLhekaff 2.5 25

57 SwineL×enomeLSequencingLwonsortiumLTS×SwUnLaLstrategicLroadmapLforLsequencingLtheLpigL
genomebLComparativehandhFunctionalhGenomicsYL2005YLjYLfieai 75

56 uLQTLLaffectingLdailyLfeedLintakeLmapsLtoLwhromosomeLfLinLpigsbLMammalianhGenomeYL2005YLejYLhjhakd 3.2 29

55 unLassessmentLofLyuropeanLpigLdiversityLusingLmolecularLmarkersnLPartitioningLofLdiversityLamongL
breedsbLConservationhGeneticsYL2005YLjYLkfmakhe 2.6 28

54 HigharesolutionLcomparativeLmappingLofLpigLwhromosomeLhYLemphasizingLtheLzuTeLregionbL
MammalianhGenomeYL2004YLeiYLkekage 3.2 24

53 WhatLwanLtheL×eneticsLRevolutionLOfferLtheLMeatLαndustrysbLOutlookhonhAgricultureYL2003YLgfYLfemaffj 2.9 5

52 uLregulatoryLmutationLinLα×zfLcausesLaLmajorLQTLLeffectLonLmuscleLgrowthLinLtheLpigbLNatureYL2003YL
hfiYLlgfaj 50.4 659

51 MappingLquantitativeLtraitLlociLaffectingLfemaleLreproductiveLtraitsLonLporcineLchromosomeLlbL
BiologyhofhReproductionYL2003YLjlYLfekfam 3.9 74

50 LinkageLandLcomparativeLmappingLofLtheLlocusLcontrollingLsusceptibilityLtowardsLybLwOLαLzhabcacL
diarrhoeaLinLpigsbLCytogenetichandhGenomehResearchYL2003YLedfYLeikajf 1.9 57

(2003-2007)
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49 uLlargeLduplicationLassociatedLwithLdominantLwhiteLcolorLinLpigsLoriginatedLbyLhomologousL
recombinationLbetweenLLαNyLelementsLflankingLκαTbLMammalianhGenomeYL2002YLegYLijmakk 3.2 103

48 NoLdetectableLassociationLofLtheLySRLPvuααLmutationLwithLsowLproductivityLinLaLMeishanLxLLargeL
WhiteLzfLpopulationbLAnimalhGeneticsYL2002YLggYLhhlaid 2.5 21

47 ussignmentLofLtheLporcineL×LULLgeneLtoLtheLdistalLendLofLchromosomeLmqbLAnimalhGeneticsYL2002YL
ggYLgeiaj 2.5

46 SomaticLcellLnuclearLtransferLinLtheLpignLcontrolLofLpronuclearLformationLandLintegrationLwithL
improvedLmethodsLforLactivationLandLmaintenanceLofLpregnancybLBiologyhofhReproductionYL2002YLjjYLjhfaid3.9 155

45 TheLporcineLgonadotropinareleasingLhormoneLreceptorLgeneLT×NRHRUnL×enomicLorganizationYL
polymorphismsYLandLassociationLwithLtheLnumberLofLcorporaLluteabLGenomeYL2001YLhhYLkaef 2.4 29

44 TheLuRκdbnLgenomeLdatabasesLforLfarmedLandLotherLanimalsbLNucleichAcidshResearchYL2001YLfmYLedjaed 20.1 50

43 ×eneticLandLphysicalLmappingYLexpressionLanalysisLandLpartialLsequenceLofLporcineLPyRebL
CytogenetichandhGenomehResearchYL2001YLmiYLlfah 1.9 1

42 TheLporcineLgonadotropinareleasingLhormoneLreceptorLgeneLT×NRHRUnLgenomicLorganizationYL
polymorphismsYLandLassociationLwithLtheLnumberLofLcorporaLluteabLGenomeYL2001YLhhYLkaef 2.4 25

41 TheLHalothaneL×eneYLLeannessLandLStressLSusceptibilityLinLPigsL2001YLekgaemd 2

40 uLlargeafragmentLporcineLgenomicLlibraryLresourceLinLaLvuwLvectorbLMammalianhGenomeYL2000YLeeYLleeah3.2 48

39 zarmLanimalLgenomeLdatabasesbLBriefingshinhBioinformaticsYL2000YLeYLeieajd 13.4 21

38 wombinedLanalysesLofLdataLfromLquantitativeLtraitLlociLmappingLstudiesbLwhromosomeLhLeffectsLonL
porcineLgrowthLandLfatnessbLGeneticsYL2000YLeiiYLegjmakl 4 98

37 PhysicalLmappingLofLporcineLseasonalityLgenesbLAnimalhBiotechnologyYL1999YLedYLehgaj 1.4

36 MappingLofLquantitativeLtraitLlociLonLporcineLchromosomeLhbLAnimalhGeneticsYL1998YLfmYLheiafh 2.5 65

35 PhysicalLmappingLofLtheLmurineLcaseinLlocusLrevealsLtheLgeneLorderLasL
alphaabetaagammaaepsilonakappabLDNAhandhCellhBiologyYL1997YLejYLhkkalh 3.6 9

34 wp×LislandsLofLtheLpigbLGenomehResearchYL1997YLkYLmfhage 9.7 16

33 uLconsensusLlinkageLmapLforLswineLchromosomeLkbLAnimalhGeneticsYL1997YLflYLffgaffm 2.5 4

32 TheLporcineLTTRLlocusLmapsLtoLchromosomeLjqbLAnimalhGeneticsYL1996YLfkYLgieag 2.5 3
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31 PorcineLalphaaeaantitrypsinLTPαUnLcxNuLsequenceYLpolymorphismLandLassignmentLtoLchromosomeL
kqfbhaLrLqfbjbLAnimalhGeneticsYL1996YLfkYLliam 2.5 9

30 ussignmentLofLemLporcineLtypeLαLlociLbyLsomaticLcellLhybridLanalysisLdetectsLnewLregionsLofL
conservedLsyntenyLbetweenLhumanLandLpigbLMammalianhGenomeYL1996YLkYLfkiam 3.2 71

29 womparativeLgenomeLorganizationLofLvertebratesbLTheLzirstLαnternationalLWorkshopLonL
womparativeL×enomeLOrganizationbLMammalianhGenomeYL1996YLkYLkekagh 3.2 125

28 wp×LislandsLofLchickenLareLconcentratedLonLmicrochromosomesbLNaturehGeneticsYL1996YLefYLgfeah 36.3 106

27 TheLPi×MaPLconsortiumLlinkageLmapLofLtheLpigLTSusLscrofaUbLMammalianhGenomeYL1995YLjYLeikaki 3.2 402

26 uLPstαLRzLPLatLtheLporcineLorosomucoidLlocusLTORMUbLAnimalhGeneticsYL1994YLfiYLfli 2.5 3

25 RzLPLandLlinkageLanalysisLofLtheLporcineLcaseinLlociaawuSuSeYLwuSuSfYLwuSvLandLwuSκbLAnimalh
GeneticsYL1994YLfiYLghmaie 2.5 6

24 unchorageLofLanLunassignedLlinkageLgroupLtoLpigLchromosomeLedLwithLPeLclonesbLMammalianh
GenomeYL1994YLiYLjhjal 3.2 8

23 LivestockLgeneticsbLzatLpigsLcanLblameLtheirLgenesbLCurrenthBiologyYL1994YLhYLkflagd 6.3 2

22 MappingLofLtheLpigLgenomebLCurrenthOpinionhinhGeneticshandhDevelopmentYL1994YLhYLgmiahdd 4.9 6

21 uLporcineLpolymorphicLmicrosatelliteLlocusLTSddgeUbLAnimalhGeneticsYL1993YLfhYLkd 2.5 1

20 MappingLtheLwomplexL×enomesLofLunimalsLandLManbLOutlookhonhAgricultureYL1993YLffYLkmalh 2.9 1

19 iSLandLgSLSαNyaPwRLallowsLgenotypingLofLpigLfamiliesLwithoutLcloningLandLsequencingLstepsbL
MammalianhGenomeYL1993YLhYLfhgaj 3.2 12

18 wharacterizationLofLfhLporcineLTduadwUnaTdTad×UnLmicrosatellitesnLgenotypingLofLunrelatedLanimalsL
fromLfourLbreedsLandLlinkageLstudiesbLMammalianhGenomeYL1993YLhYLelkamf 3.2 73

17 uLTaqαLRzLPLatLtheLporcineLthyroidLstimulatingLhormoneLbetaasubunitLlocusLTTSHvUbLAnimalhGeneticsYL
1992YLfgYLijk 2.5 2

16 uLvamHαLRzLPLatLtheLlocusLencodingLtheLjiakxaLregulatoryLsubunitLofLporcineLproteinLphosphataseL
fuLTPPPfuRvUbLAnimalhGeneticsYL1992YLfgYLijl 2.5 1

15 ProductionLofLpharmaceuticalLproteinsLinLmilkbLExperientiaYL1991YLhkYLmdiaef 29

14 TargetingLexpressionLtoLtheLmammaryLglandnLintronicLsequencesLcanLenhanceLtheLefficiencyLofLgeneL
expressionLinLtransgenicLmicebLTransgenichResearchYL1991YLeYLgaeg 3.3 117

(1991-1996)
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13 ProductionLofLhumanL˛–eaantitrypsinLinLtheLmilkLofLtransgenicLsheepLandLmicenLTargetingLexpressionL
ofLwxNuLsequencesLtoLtheLmammaryLglandbLAnimalhBiotechnologyYL1991YLfYLejeaekj 1.4 8

12 wosegregationLofLporcineLmalignantLhyperthermiaLandLaLprobableLcausalLmutationLinLtheLskeletalL
muscleLryanodineLreceptorLgeneLinLbackcrossLfamiliesbLGenomicsYL1991YLeeYLkhhaid 4.3 123

11 LocalizationLofLtheLP×xLandLT×zLbetaaeLlociLtoLpigLchromosomeLjqbLAnimalhGeneticsYL1990YLfeYLheeak 2.5 18

10 MethodsLofLgeneLtransferLandLtheirLpotentialLuseLtoLmodifyLmilkLcompositionbLTheriogenologyYL1990
YLggYLeegaefg 2.8 8

9 uLnewLalleleLatLtheLPgdLlocusLinLpigsbLAnimalhGeneticsYL1988YLemYLelmame 2.5 2

8 ×eneLTransferLintoLSheepbLNaturehBiotechnologyYL1988YLjYLekmaelg 44.5 61

7 uLnewLtransferrinLalleleLinLsheepbLAnimalhGeneticsYL1986YLekYLemeah 2.5 2

6 wompleteLnucleotideLsequenceLofLtheLmurineLHafκkLgenebLwomparisonLofLthreeLHafκLlocusLallelesbL
NucleichAcidshResearchYL1984YLefYLmhkgalk 20.1 107

5 ×lobalLanalysisLofLtranscriptionLstartLsitesLinLtheLnewLovineLreferenceLgenomeLTOarLrambouilletLvebdU 2

4 uLchromosomealevelLgenomeLassemblyLforLtheLPacificLoysterLTwrassostreaLgigasU 2

3 valancingLselectionLatLaLprematureLstopLmutationLinLtheLmyostatinLgeneLunderliesLaLrecessiveLlegL
weaknessLsyndromeLinLpigs 1

2 unLimprovedLpigLreferenceLgenomeLsequenceLtoLenableLpigLgeneticsLandLgenomicsLresearch 15

1 αlluminatingLtheLdarkLsideLofLtheLhumanLtranscriptomeLwithLTuMuLαsoaSeqLanalysis 10

Alan L Archibald
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