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20

22

24

26

28

30

32

34

36

WEIDONG CHEN

ARTICLE IF CITATIONS

Phytotoxic Metabolites Produced by Legume-Associated Ascochyta and Its Related Genera in the
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Assessing the contribution of ethaboxam in seed treatment cocktails for the management of
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Production of the antibiotic secondary metabolite solanapyrone A by the fungal plant pathogen
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A Single-Nucleotide Deletion in the Transcription Factor Gene bcsmrl Causes
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Use of metabolomics for the chemotaxonomy of legume-associated Ascochyta and allied genera.
Scientific Reports, 2016, 6, 20192.

Direct repeat-mediated DNA deletion of the mating type MAT1-2 genes results in unidirectional mating
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Nox Complex signal and MAPK cascade pathway are cross-linked and essential for pathogenicity and
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