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m Paper IF Citations

221 TheJrgcJmaizeJgenomejJcomplexityVJdiversityVJandJdynamicsXJScienceVJ2009VJcbfVJaaabWe 33.3 2949

220 wenomeJsequencingJandJanalysisJofJtheJmodelJgrassJrrachypodiumJdistachyonXJNatureVJ2010VJdfcVJgfcWh50.4 1399

219 TheJmolecularJbasisJofJcytoplasmicJmaleJsterilityJandJfertilityJrestorationXJTrendsbinbPlantbScienceVJ
1998VJcVJageWahZ 13.1 594

218 “aizeJinbredsJexhibitJhighJlevelsJofJcopyJnumberJvariationJRs”VSJandJpresenceYabsenceJvariationJ
RPqVSJinJgenomeJcontentXJPLoSbGeneticsVJ2009VJeVJeaZZZgcd 6 389

217 wenomeWwideJpatternsJofJgeneticJvariationJamongJeliteJmaizeJinbredJlinesXJNaturebGeneticsVJ2010VJ
dbVJaZbgWcZ 36.3 365

216 S”PJdiscoveryJviaJdedJtranscriptomeJsequencingXJPlantbJournalVJ2007VJeaVJiaZWh 6.9 339

215
LaserWcaptureJmicrodissectionVJaJtoolJforJtheJglobalJanalysisJofJgeneJexpressionJinJspecificJplantJcellJ
typesjJidentificationJofJgenesJexpressedJdifferentiallyJinJepidermalJcellsJorJvascularJtissuesJofJ
maizeXJPlantbCellVJ2003VJaeVJehcWif

11.6 323

214 TheJrfbJnuclearJrestorerJgeneJofJmaleWsterileJTWcytoplasmJmaizeXJScienceVJ1996VJbgbVJaccdWf 33.3 316

213
qllJpossibleJmodesJofJgeneJactionJareJobservedJinJaJglobalJcomparisonJofJgeneJexpressionJinJaJ
maizeJvaJhybridJandJitsJinbredJparentsXJProceedingsbofbthebNationalbAcademybofbSciencesbofbtheb
UnitedbStatesbofbAmericaVJ2006VJaZcVJfhZeWaZ

11.5 314

212 wenomeWwideJdiscoveryJandJcharacterizationJofJmaizeJlongJnonWcodingJR”qsXJGenomebBiologyVJ
2014VJaeVJRdZ 18.3 308

211 ParallelJdomesticationJofJtheJShatteringaJgenesJinJcerealsXJNaturebGeneticsVJ2012VJddVJgbZWd 36.3 287

210 weneJdiscoveryJandJannotationJusingJLs“WdedJtranscriptomeJsequencingXJGenomebResearchVJ2007VJ
agVJfiWgc 9.7 268

209 ProgressJtowardJunderstandingJheterosisJinJcropJplantsXJAnnualbReviewbofbPlantbBiologyVJ2013VJfdVJgaWhh30.7 267

208 qLL“qPSjJrobustJscaffoldJorderingJbasedJonJmultipleJmapsXJGenomebBiologyVJ2015VJafVJc 18.3 218

207 weneJmappingJviaJbulkedJsegregantJR”qWSeqJRrSRWSeqSXJPLoSbONEVJ2012VJgVJecfdZf 3.7 212

206 uxtensiveJintraspecificJgeneJorderJandJgeneJstructuralJvariationsJbetweenJ“oagJandJotherJmaizeJ
genomesXJNaturebGeneticsVJ2018VJeZVJabhiWabie 36.3 201

205 “itochondrialJaldehydeJdehydrogenaseJactivityJisJrequiredJforJmaleJfertilityJinJmaizeXJPlantbCellVJ
2001VJacVJaZfcWgh 11.6 198
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204 sropJgenomeJsequencingjJlessonsJandJrationalesXJTrendsbinbPlantbScienceVJ2011VJafVJggWhh 13.1 194

203 TheJqLtxJgeneJsuperfamilyJofJqrabidopsisXJTrendsbinbPlantbScienceVJ2004VJiVJcgaWg 13.1 181

202 ParentWofWoriginJeffectsJonJgeneJexpressionJandJt”qJmethylationJinJtheJmaizeJendospermXJPlantb
CellVJ2011VJbcVJdbbaWcc 11.6 160

201
TheJrelationshipJbetweenJgeneticJandJphysicalJdistancesJinJtheJclonedJaaWshbJintervalJofJtheJZeaJ
maysJLXJgenomeXJProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ
1994VJiaVJhbfhWgb

11.5 154

200 “uJtransposonJinsertionJsitesJandJmeioticJrecombinationJeventsJcoWlocalizeJwithJepigeneticJmarksJ
forJopenJchromatinJacrossJtheJmaizeJgenomeXJPLoSbGeneticsVJ2009VJeVJeaZZZgcc 6 154

199 TheJroothairlessaJgeneJofJmaizeJencodesJaJhomologJofJseccVJwhichJisJinvolvedJinJpolarJexocytosisXJ
PlantbPhysiologyVJ2005VJachVJafcgWdc 6.6 151

198 ysolationVJcharacterizationVJandJpericycleWspecificJtranscriptomeJanalysesJofJtheJnovelJmaizeJlateralJ
andJseminalJrootJinitiationJmutantJrumaXJPlantbPhysiologyVJ2005VJaciVJabeeWfg 6.6 148

197 TranscriptomicJshockJgeneratesJevolutionaryJnoveltyJinJaJnewlyJformedVJnaturalJallopolyploidJ
plantXJCurrentbBiologyVJ2011VJbaVJeeaWf 6.3 143

196
sharacterizationJofJduplicateJgeneJevolutionJinJtheJrecentJnaturalJallopolyploidJTragopogonJ
miscellusJbyJnextWgenerationJsequencingJandJSequenomJiPLuXJ“assqRRqYJgenotypingXJMolecularb
EcologyVJ2010VJaiJSupplJaVJacbWdf

5.7 143

195 wenomicJpredictionJcontributingJtoJaJpromisingJglobalJstrategyJtoJturbochargeJgeneJbanksXJNatureb
PlantsVJ2016VJbVJafaeZ 11.5 125

194 SpreadingJofJheterochromatinJisJlimitedJtoJspecificJfamiliesJofJmaizeJretrotransposonsXJPLoSb
GeneticsVJ2012VJhVJeaZZcabg 6 124

193 RapidVJrepeatedVJandJclusteredJlossJofJduplicateJgenesJinJallopolyploidJplantJpopulationsJofJ
independentJoriginXJCurrentbBiologyVJ2012VJbbVJbdhWeb 6.3 122

192 TranscriptomicJandJproteomicJanalysesJofJpericycleJcellsJofJtheJmaizeJprimaryJrootXJPlantbPhysiology
VJ2007VJadeVJegeWhh 6.6 120

191 RtbfJmediatesJcrosstalkJbetweenJdroughtJandJbrassinosteroidJsignallingJpathwaysXJNatureb
CommunicationsVJ2017VJhVJadegc 17.4 119

190
ProductionJofJtransgenicJmaizeJfromJbombardedJtypeJyyJcallusjJuffectJofJgoldJparticleJsizeJandJcallusJ
morphologyJonJtransformationJefficiencyXJInbVitrobCellularbandbDevelopmentalbBiologybrbPlantVJ2000VJ
cfVJbaWbi

2.3 119

189 xeritableJepigeneticJvariationJamongJmaizeJinbredsXJPLoSbGeneticsVJ2011VJgVJeaZZbcgb 6 118

188 TheJmaizeJRZeaJmaysJLXSJroothairlesscJgeneJencodesJaJputativeJwPyWanchoredVJmonocotWspecificVJ
s®rRqWlikeJproteinJthatJsignificantlyJaffectsJgrainJyieldXJPlantbJournalVJ2008VJedVJhhhWih 6.9 118

187 RegulationJofJsmallJR”qJaccumulationJinJtheJmaizeJshootJapexXJPLoSbGeneticsVJ2009VJeVJeaZZZcbZ 6 113

(2009-2011)
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186 wlobalJgeneJexpressionJanalysisJofJtheJshootJapicalJmeristemJofJmaizeJRZeaJmaysJLXSXJPlantbJournalVJ
2007VJebVJciaWdZd 6.9 108

185 “olecularJcharacterizationJofJmeioticJrecombinationJacrossJtheJadZWkbJmultigenicJaaWshbJintervalJ
ofJmaizeXJProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ2002VJiiVJfaegWfb11.5 104

184 sloningJandJcharacterizationJofJsuRbVJanJqrabidopsisJgeneJthatJaffectsJcuticularJwaxJaccumulationXJ
PlantbCellVJ1996VJhVJabiaWcZd 11.6 100

183 RefinementJofJlightWresponsiveJtranscriptJlistsJusingJriceJoligonucleotideJarraysjJevaluationJofJ
geneWredundancyXJPLoSbONEVJ2008VJcVJecccg 3.7 99

182 PaternalJdominanceJofJtransWeQTLJinfluencesJgeneJexpressionJpatternsJinJmaizeJhybridsXJScienceVJ
2009VJcbfVJaaahWbZ 33.3 98

181 somplementationJcontributesJtoJtranscriptomeJcomplexityJinJmaizeJRZeaJmaysJLXSJhybridsJrelativeJ
toJtheirJinbredJparentsXJGenomebResearchVJ2012VJbbVJbddeWed 9.7 97

180 wenicJandJnongenicJcontributionsJtoJnaturalJvariationJofJquantitativeJtraitsJinJmaizeXJGenomeb
ResearchVJ2012VJbbVJbdcfWdd 9.7 96

179 LossJofJR”qWdependentJR”qJpolymeraseJbJRRtRbSJfunctionJcausesJwidespreadJandJunexpectedJ
changesJinJtheJexpressionJofJtransposonsVJgenesVJandJbdWntJsmallJR”qsXJPLoSbGeneticsVJ2009VJeVJeaZZZgcg6 92

178
“aizeJ“uJtransposonsJareJtargetedJtoJtheJeQJuntranslatedJregionJofJtheJglhJgeneJandJsequencesJ
flankingJ“uJtargetWsiteJduplicationsJexhibitJnonrandomJnucleotideJcompositionJthroughoutJtheJ
genomeXJGeneticsVJ2002VJafZVJfigWgaf

4 92

177 TissueJspecificityJandJevolutionJofJmeristematicJW®XcJfunctionXJPlantbPhysiologyVJ2009VJadiVJhdaWeZ 6.6 89

176 weneticJysolationVJsloningVJandJqnalysisJofJaJ“utatorWynducedVJtominantJqntimorphJofJtheJ“aizeJ
amyloseJextenderaJLocusXJPlantbCellVJ1993VJeVJaeeeWaeff 11.6 87

175 qJxighWThroughputVJvieldWrasedJPhenotypingJTechnologyJforJTallJriomassJsropsXJPlantbPhysiologyVJ
2017VJagdVJbZZhWbZbb 6.6 84

174 TheJphysicalJandJgeneticJframeworkJofJtheJmaizeJrgcJgenomeXJPLoSbGeneticsVJ2009VJeVJeaZZZgae 6 83

173
SequenceJanalysisJofJtheJclonedJglossyhJgeneJofJmaizeJsuggestsJthatJitJmayJcodeJforJaJ
betaWketoacylJreductaseJrequiredJforJtheJbiosynthesisJofJcuticularJwaxesXJPlantbPhysiologyVJ1997VJ
aaeVJeZaWaZ

6.6 83

172 weneticJrecombinationJinJplantsXJCurrentbOpinionbinbPlantbBiologyVJ1998VJaVJabcWi 9.9 83

171 vuR®”yqJReceptorJKinaseJsontributesJtoJPlantJymmunityJbyJSuppressingJzasmonicJqcidJSignalingJinJ
qrabidopsisJthalianaXJCurrentbBiologyVJ2018VJbhVJccafWccbdXef 6.3 83

170 vunctionalJspecializationJofJmaizeJmitochondrialJaldehydeJdehydrogenasesXJPlantbPhysiologyVJ2002VJ
acZVJafegWgd 6.6 79

169 wenomewideJsingleJnucleotideJpolymorphismJdiscoveryJinJqtlanticJsalmonJRSalmoJsalarSjJvalidationJ
inJwildJandJfarmedJqmericanJandJuuropeanJpopulationsXJMolecularbEcologybResourcesVJ2016VJafVJaZZbWaa 8.4 79
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168 “eioticJrecombinationJbreakJpointsJresolveJatJhighJratesJatJtheJeQJendJofJaJmaizeJcodingJsequenceXJ
PlantbCellVJ1995VJgVJbaeaWfa 11.6 78

167 PickyjJoligoJmicroarrayJdesignJforJlargeJgenomesXJBioinformaticsVJ2004VJbZVJbhicWiZb 7.2 77

166 wlobalJexpressionJprofilingJappliedJtoJplantJdevelopmentXJCurrentbOpinionbinbPlantbBiologyVJ2004VJgVJeZWf9.9 74

165 RepeatJsubtractionWmediatedJsequenceJcaptureJfromJaJcomplexJgenomeXJPlantbJournalVJ2010VJfbVJhihWiZi6.9 73

164 RoothairlesseVJwhichJfunctionsJinJmaizeJRZeaJmaysJLXSJrootJhairJinitiationJandJelongationJencodesJaJ
monocotWspecificJ”qtPxJoxidaseXJPlantbJournalVJ2014VJgiVJgbiWdZ 6.9 70

163 sharacterizationJofJtwoJwLhJparalogsJrevealsJthatJtheJcWketoacylJreductaseJcomponentJofJfattyJacidJ
elongaseJisJessentialJforJmaizeJRZeaJmaysJLXSJdevelopmentXJPlantbJournalVJ2005VJdbVJhddWfa 6.9 70

162 twrS´fiJgenotypingWbyWsequencingJenablesJreliableJgenotypingJofJheterozygousJlociXJNucleicbAcidsb
ResearchVJ2017VJdeVJeagh 20.1 67

161 TheJmaizeJbrownJmidribbJRbmbSJgeneJencodesJaJmethylenetetrahydrofolateJreductaseJthatJ
contributesJtoJligninJaccumulationXJPlantbJournalVJ2014VJggVJchZWib 6.9 67

160 ”extWgenerationJsequencingJandJgenomeJevolutionJinJallopolyploidsXJAmericanbJournalbofbBotanyVJ
2012VJiiVJcgbWhb 2.7 67

159
TheJglossyaJlocusJofJmaizeJandJanJepidermisWspecificJct”qJfromJKleiniaJodoraJdefineJaJclassJofJ
receptorWlikeJproteinsJrequiredJforJtheJnormalJaccumulationJofJcuticularJwaxesXJPlantbPhysiologyVJ
1997VJaacVJaZiaWaZZ

6.6 67

158 weneticJdissectionJofJintermatedJrecombinantJinbredJlinesJusingJaJnewJgeneticJmapJofJmaizeXJ
GeneticsVJ2006VJagdVJafgaWhc 4 67

157 “endelianJandJnonW“endelianJregulationJofJgeneJexpressionJinJmaizeXJPLoSbGeneticsVJ2013VJiVJeaZZcbZb6 66

156 vunctionalJanalysisJofJmaizeJRqteaJinJmeiosisJandJdoubleWstrandJbreakJrepairXJGeneticsVJ2007VJagfVJadfiWhb4 65

155 “icrodissectionJofJshootJmeristemJfunctionalJdomainsXJPLoSbGeneticsVJ2009VJeVJeaZZZdgf 6 64

154 TheJgenomeJofJbroomcornJmilletXJNaturebCommunicationsVJ2019VJaZVJdcf 17.4 61

153
tevelopmentalJandJhormonalJregulationJofJtheJarabidopsisJsuRbJgeneJthatJcodesJforJaJ
nuclearWlocalizedJproteinJrequiredJforJtheJnormalJaccumulationJofJcuticularJwaxesXJPlantbPhysiologyVJ
1997VJaaeVJibeWcg

6.6 61

152 ®ntogenyJofJtheJmaizeJshootJapicalJmeristemXJPlantbCellVJ2012VJbdVJcbaiWcd 11.6 60

151
QualityJassessmentJofJmaizeJassembledJgenomicJislandsJR“qwysSJandJlargeWscaleJexperimentalJ
verificationJofJpredictedJgenesXJProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesb
ofbAmericaVJ2005VJaZbVJabbhbWg

11.5 60

(2005-1995)
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150 sircularJR”qsJmediatedJbyJtransposonsJareJassociatedJwithJtranscriptomicJandJphenotypicJ
variationJinJmaizeXJNewbPhytologistVJ2018VJbagVJabibWacZf 9.8 59

149 TheJeffectJofJartificialJselectionJonJphenotypicJplasticityJinJmaizeXJNaturebCommunicationsVJ2017VJhVJacdh17.4 58

148 weneticJcontrolJofJmorphometricJdiversityJinJtheJmaizeJshootJapicalJmeristemXJNatureb
CommunicationsVJ2015VJfVJhigd 17.4 58

147 LaserJmicrodissectionJofJnarrowJsheathJmutantJmaizeJuncoversJnovelJgeneJexpressionJinJtheJshootJ
apicalJmeristemXJPLoSbGeneticsVJ2007VJcVJeaZa 6 58

146 sharacterizationJofJtheJaldehydeJdehydrogenaseJgeneJfamiliesJofJZeaJmaysJandJqrabidopsisXJPlantb
MolecularbBiologyVJ2002VJdhVJgeaWfd 4.6 58

145 TheJundoplasmicJreticulumWassociatedJmaizeJwLhJproteinJisJaJcomponentJofJtheJacylWcoenzymeJqJ
elongaseJinvolvedJinJtheJproductionJofJcuticularJwaxesXJPlantbPhysiologyVJ2002VJabhVJibdWcd 6.6 58

144
RfhJandJRfTJmediateJuniqueJTWurfacWtranscriptJaccumulationVJrevealingJaJconservedJmotifJ
associatedJwithJR”qJprocessingJandJrestorationJofJpollenJfertilityJinJTWcytoplasmJmaizeXJGeneticsVJ
1997VJadgVJacfgWgi

4 58

143
uxtremeWphenotypeJgenomeWwideJassociationJstudyJRXPWwWqSSjJaJmethodJforJidentifyingJ
traitWassociatedJvariantsJbyJsequencingJpoolsJofJindividualsJselectedJfromJaJdiversityJpanelXJPlantb
JournalVJ2015VJhdVJehgWif

6.9 57

142 TheJrolesJofJaldehydeJdehydrogenasesJRqLtxsSJinJtheJPtxJbypassJofJqrabidopsisXJBMCb
BiochemistryVJ2009VJaZVJg 4.8 57

141 rgcW“oagJnearWisogenicJlinesJdemonstrateJdispersedJstructuralJvariationJinJmaizeXJPlantbPhysiologyVJ
2011VJaefVJafgiWiZ 6.6 57

140 xighWthroughputJgeneticJmappingJofJmutantsJviaJquantitativeJsingleJnucleotideJpolymorphismJ
typingXJGeneticsVJ2010VJahdVJaiWbf 4 56

139 qnalysesJofJmutantsJofJthreeJgenesJthatJinfluenceJrootJhairJdevelopmentJinJZeaJmaysJRwramineaeSJ
suggestJthatJrootJhairsJareJdispensableXJAmericanbJournalbofbBotanyVJ1994VJhaVJhccWhdb 2.7 56

138 TheJmaizeJglossyacJgeneVJclonedJviaJrSRWSeqJandJSeqWwalkingJencodesJaJputativeJqrsJtransporterJ
requiredJforJtheJnormalJaccumulationJofJepicuticularJwaxesXJPLoSbONEVJ2013VJhVJehbccc 3.7 54

137 ”earlyJidenticalJparalogsjJimplicationsJforJmaizeJRZeaJmaysJLXSJgenomeJevolutionXJGeneticsVJ2007VJ
ageVJdbiWci 4 51

136 xighWResolutionJPatterningJandJTransferringJofJwrapheneWrasedJ”anomaterialsJontoJTapeJtowardJ
RollWtoWRollJProductionJofJTapeWrasedJWearableJSensorsXJAdvancedbMaterialsbTechnologiesVJ2017VJbVJagZZbbc6.8 50

135 Zm“qtSfiJfunctionsJasJaJfloweringJactivatorJthroughJtheJZmRapbXgWZs”hJregulatoryJmoduleJandJ
contributesJtoJmaizeJfloweringJtimeJadaptationXJNewbPhytologistVJ2019VJbbaVJbcceWbcdg 9.8 48

134 xistoneJlysineJmethyltransferaseJStwhJisJinvolvedJinJbrassinosteroidWregulatedJgeneJexpressionJinJ
qrabidopsisJthalianaXJMolecularbPlantVJ2014VJgVJacZcWacae 14.4 47

133 qJstrategyJforJassemblingJtheJmaizeJRZeaJmaysJLXSJgenomeXJBioinformaticsVJ2004VJbZVJadZWg 7.2 47
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132 “itochondrialJtranscriptJprocessingJandJrestorationJofJmaleJfertilityJinJTWcytoplasmJmaizeXJJournalb
ofbHeredityVJ1999VJiZVJchZWe 2.4 46

131 qnalysesJofJmutantsJofJthreeJgenesJthatJinfluenceJrootJhairJdevelopmentJinJZeaJmaysJRwramineaeSJ
suggestJthatJrootJhairsJareJdispensableJ1994VJhaVJhcc 46

130 tistinctJgeneticJarchitecturesJforJphenotypeJmeansJandJplasticitiesJinJZeaJmaysXJNaturebPlantsVJ
2017VJcVJgaeWgbc 11.5 46

129 TheJpotentialJofJgenomicsJinJplantJsystematicsXJTaxonVJ2013VJfbVJhhfWhih 0.8 45

128 sytoplasmicJregulationJofJtheJaccumulationJofJnuclearWencodedJproteinsJinJtheJmitochondrialJ
proteomeJofJmaizeXJPlantbJournalVJ2004VJcgVJaiiWbZh 6.9 45

127 t”qJsequenceJanalysesJsupportJtheJroleJofJinterruptedJgapJrepairJinJtheJoriginJofJinternalJ
deletionsJofJtheJmaizeJtransposonVJ“utRXJGeneticsVJ1996VJadbVJfZcWah 4 45

126 TheJquxYyqqJgeneJrumaJinvolvedJinJseminalJandJlateralJrootJformationJcontrolsJvascularJpatterningJ
inJmaizeJRZeaJmaysJLXSJprimaryJrootsXJJournalbofbExperimentalbBotanyVJ2014VJfeVJdiaiWcZ 7 44

125 LateralJrootsJaffectJtheJproteomeJofJtheJprimaryJrootJofJmaizeJRZeaJmaysJLXSXJPlantbMolecularb
BiologyVJ2004VJefVJcigWdab 4.6 44

124 qJsomprehensiveJqnalysisJofJqlternativeJSplicingJinJPaleopolyploidJ“aizeXJFrontiersbinbPlantbScienceVJ
2017VJhVJfid 6.2 43

123 ”onsyntenicJgenesJdriveJhighlyJdynamicJcomplementationJofJgeneJexpressionJinJmaizeJhybridsXJ
PlantbCellVJ2014VJbfVJciciWdh 11.6 43

122 sellJtypeWspecificJgeneJexpressionJprofilingJinJplantsJbyJusingJaJcombinationJofJlaserJ
microdissectionJandJhighWthroughputJtechnologiesXJPlantbandbCellbPhysiologyVJ2007VJdhVJcWg 4.9 43

121 TheJbzWrcyJalleleJofJtheJsyJtransposableJelementJsystemJofJZeaJmaysJcontainsJaJ“uWlikeJelementJ
insertionXJMolecularbGeneticsbandbGenomicsVJ1989VJbagVJdeiWfc 43

120 TheJweneticsVJPathologyVJandJ“olecularJriologyJofJTWsytoplasmJ“aleJSterilityJinJ“aizeXJAdvancesbinb
AgronomyVJ1999VJfeVJgiWacZ 7.7 41

119 TheJaccumulationJofJabundantJsolubleJproteinsJchangesJearlyJinJtheJdevelopmentJofJtheJprimaryJ
rootsJofJmaizeJRZeaJmaysJLXSXJProteomicsVJ2005VJeVJdhheWic 4.8 40

118 ucologicalJgenomicsjJmakingJtheJleapJfromJmodelJsystemsJinJtheJlabJtoJnativeJpopulationsJinJtheJ
fieldXJFrontiersbinbEcologybandbthebEnvironmentVJ2007VJeVJaiWbd 5.5 39

117
TheJutchedaJgeneJofJZeaJmaysJRLXSJencodesJaJzincJribbonJproteinJthatJbelongsJtoJtheJ
transcriptionallyJactiveJchromosomeJRTqsSJofJplastidsJandJisJsimilarJtoJtheJtranscriptionJfactorJTvyySXJ
PlantbJournalVJ2004VJchVJibcWci

6.9 39

116 uvaluationJofJfiveJabJinitioJgeneJpredictionJprogramsJforJtheJdiscoveryJofJmaizeJgenesXJPlantb
MolecularbBiologyVJ2005VJegVJddeWfZ 4.6 39

115 “appingJcomplementaryJgenesJinJmaizejJpositioningJtheJrfaJandJrfbJnuclearWfertilityJrestorerJlociJofJ
TexasJRTSJcytoplasmJrelativeJtoJRvLPJandJvisibleJmarkersXJTheoreticalbandbAppliedbGeneticsVJ1994VJhhVJgheWie6 37

(1994-1999)
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114 tetailedJanalysisJofJaJcontiguousJbbW“bJregionJofJtheJmaizeJgenomeXJPLoSbGeneticsVJ2009VJeVJeaZZZgbh 6 34

113 t”qJsequenceWbasedJLbarJcodesLJforJtrackingJtheJoriginsJofJexpressedJsequenceJtagsJfromJaJmaizeJ
ct”qJlibraryJconstructedJusingJmultipleJmR”qJsourcesXJPlantbPhysiologyVJ2003VJaccVJdgeWha 6.6 34

112 sontinuousJ“onitoringJofJSoilJ”itrateJUsingJaJ“iniatureJSensorJwithJPolyRcWoctylWthiopheneSJandJ
“olybdenumJtisulfideJ”anocompositeXJACSbAppliedbMaterialsbhamp;bInterfacesVJ2019VJaaVJbiaieWbibZf 9.5 33

111 sisWeffectsJonJmeioticJrecombinationJacrossJdistinctJaaWshbJintervalsJinJaJcommonJZeaJgeneticJ
backgroundXJGeneticsVJ2005VJagZVJaibiWdd 4 33

110 SemiautomatedJveatureJuxtractionJfromJRwrJymagesJforJSorghumJPanicleJqrchitectureJwWqSXJ
PlantbPhysiologyVJ2019VJagiVJbdWcg 6.6 33

109 RecentJadvancesJinJplantJrecombinationXJCurrentbOpinionbinbPlantbBiologyVJ2007VJaZVJacaWe 9.9 32

108 vieldWbasedJroboticJphenotypingJofJsorghumJplantJarchitectureJusingJstereoJvisionXJJournalbofbFieldb
RoboticsVJ2019VJcfVJcigWdae 6.7 32

107 tLqWbasedJstrategiesJforJcloningJinsertionJmutantsjJcloningJtheJgldJlocusJofJmaizeJusingJ“uJ
transposonJtaggedJallelesXJGeneticsVJ2009VJahcVJabaeWbe 4 31

106 “icroarrayJanalysisJofJvegetativeJphaseJchangeJinJmaizeXJPlantbJournalVJ2008VJefVJaZdeWeg 6.9 31

105 “utatorWinducedJmutationsJofJtheJrfaJnuclearJfertilityJrestorerJofJTWcytoplasmJmaizeJalterJtheJ
accumulationJofJTWurfacJmitochondrialJtranscriptsXJGeneticsVJ1996VJadcVJachcWid 4 31

104 SubstantialJcontributionJofJgeneticJvariationJinJtheJexpressionJofJtranscriptionJfactorsJtoJ
phenotypicJvariationJrevealedJbyJeRtWwWqSXJGenomebBiologyVJ2017VJahVJaib 18.3 29

103 ParallelJshortJsequenceJassemblyJofJtranscriptomesXJBMCbBioinformaticsVJ2009VJaZJSupplJaVJSad 3.6 29

102 TemperatureJgradientJcapillaryJelectrophoresisJRTwsuSWWaJtoolJforJtheJhighWthroughputJdiscoveryJ
andJmappingJofJS”PsJandJytPsXJTheoreticalbandbAppliedbGeneticsVJ2005VJaaaVJbahWbe 6 29

101 weneticJysolationVJsloningVJandJqnalysisJofJaJ“utatorWynducedVJtominantJqntimorphJofJtheJ“aizeJ
amyloseJextenderaJLocusXJPlantbCellVJ1993VJeVJaeee 11.6 29

100 TheJmaizeJbrownJmidribdJRbmdSJgeneJencodesJaJfunctionalJfolylpolyglutamateJsynthaseXJPlantb
JournalVJ2015VJhaVJdicWeZd 6.9 27

99 wenotypeWbyWenvironmentJinteractionsJaffectingJheterosisJinJmaizeXJPLoSbONEVJ2018VJacVJeZaiacba 3.7 27

98 VariationJinJgeneJexpressionJofJqndropogonJgerardiiJinJresponseJtoJalteredJenvironmentalJ
conditionsJassociatedJwithJclimateJchangeXJJournalbofbEcologyVJ2010VJihVJcgdWchc 6 27

97 UnequalJsisterJchromatidJandJhomologJrecombinationJatJaJtandemJduplicationJofJtheJqaJlocusJinJ
maizeXJGeneticsVJ2006VJagcVJbbaaWbf 4 27
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96 qlternativeJtranscriptionJinitiationJsitesJandJpolyadenylationJsitesJareJrecruitedJduringJ“uJ
suppressionJatJtheJrfbaJlocusJofJmaizeXJGeneticsVJ2003VJafcVJfheWih 4 27

95 “utRJtransposaseJincreasesJtheJfrequencyJofJmeioticJcrossoversJinJtheJvicinityJofJaJ“uJinsertionJinJ
theJmaizeJaaJgeneXJGeneticsVJ2005VJafiVJiagWbi 4 26

94 ®ptimizingJSelectionJandJ“atingJinJwenomicJSelectionJwithJaJLookWqheadJqpproachjJqnJ®perationsJ
ResearchJvrameworkXJGx:bGenespbGenomespbGeneticsVJ2019VJiVJbabcWbacc 3.2 26

93 qJhighWresolutionJgeneJexpressionJatlasJlinksJdedicatedJmeristemJgenesJtoJkeyJarchitecturalJtraitsXJ
GenomebResearchVJ2019VJbiVJaifbWaigc 9.7 26

92 tevelopmentJofJtecreasedWwlutenJWheatJunabledJbyJteterminationJofJtheJweneticJrasisJofJrarleyXJ
PlantbPhysiologyVJ2019VJagiVJafibWagZc 6.6 25

91 “aizeJglossyfJisJinvolvedJinJcuticularJwaxJdepositionJandJdroughtJtoleranceXJJournalbofb
ExperimentalbBotanyVJ2019VJgZVJcZhiWcZii 7 25

90 sonsensusJgeneticJmapsJasJmedianJordersJfromJinconsistentJsourcesXJIEEEtACMbTransactionsbonb
ComputationalbBiologybandbBioinformaticsVJ2008VJeVJafaWga 3 25

89 PhenotypicJtataJfromJynbredJParentsJsanJymproveJwenomicJPredictionJinJPearlJ“illetJxybridsXJGx:b
GenespbGenomespbGeneticsVJ2018VJhVJbeacWbebb 3.2 25

88 uffectsJofJtransWactingJgeneticJmodifiersJonJmeioticJrecombinationJacrossJtheJaaWshbJintervalJofJ
maizeXJGeneticsVJ2006VJagdVJaZaWab 4 24

87 ymprovingJResponseJinJwenomicJSelectionJwithJaJPopulationWrasedJSelectionJStrategyjJ®ptimalJ
PopulationJValueJSelectionXJGeneticsVJ2017VJbZfVJafgeWafhb 4 23

86 TheJuarlyJStagesJofJPolyploidyjJRapidJandJRepeatedJuvolutionJinJTragopogonJ2012VJbgaWbib 23

85 somprehensiveJmappingJofJabioticJstressJinputsJintoJtheJsoybeanJcircadianJclockXJProceedingsbofb
thebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ2019VJaafVJbchdZWbchdi 11.5 23

84 somparativeJtranscriptomeJprofilingJofJmaizeJcoleoptilarJnodesJduringJshootWborneJrootJinitiationXJ
PlantbPhysiologyVJ2013VJafcVJdaiWcZ 6.6 22

83 ScanningJmicroarraysJatJmultipleJintensitiesJenhancesJdiscoveryJofJdifferentiallyJexpressedJgenesXJ
BioinformaticsVJ2006VJbbVJahfcWgZ 7.2 22

82 TypesJandJfrequenciesJofJsequencingJerrorsJinJmethylWfilteredJandJhighJcZtJmaizeJgenomeJsurveyJ
sequencesXJPlantbPhysiologyVJ2004VJaceVJbZdZWe 6.6 22

81 “ultiWtraitJwenomicJSelectionJ“ethodsJforJsropJymprovementXJGeneticsVJ2020VJbaeVJicaWide 4 21

80 shangesJinJgenomeJcontentJgeneratedJviaJsegregationJofJnonWallelicJhomologsXJPlantbJournalVJ2012
VJgbVJciZWi 6.9 21

79 vieldWbasedJarchitecturalJtraitsJcharacterisationJofJmaizeJplantJusingJtimeWofWflightJctJimagingXJ
BiosystemsbEngineeringVJ2019VJaghVJhfWaZa 4.8 21

(2019-2003)
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78 soWexpressionJnetworkJanalysisJofJduplicateJgenesJinJmaizeJRZeaJmaysJLXSJrevealsJnoJsubgenomeJ
biasXJBMCbGenomicsVJ2016VJagVJhge 4.5 20

77 LinkedJreadJtechnologyJforJassemblingJlargeJcomplexJandJpolyploidJgenomesXJBMCbGenomicsVJ2018VJ
aiVJfea 4.5 20

76 SharedJweneticJsontrolJofJRootJSystemJqrchitectureJbetweenJandXJPlantbPhysiologyVJ2020VJahbVJiggWiia 6.6 19

75 xarnessingJPhenotypicJPlasticityJtoJymproveJ“aizeJYieldsXJFrontiersbinbPlantbScienceVJ2018VJiVJacgg 6.2 19

74 LaserJmicrodissectionWmediatedJisolationJandJinJvitroJtranscriptionalJamplificationJofJplantJR”qXJ
CurrentbProtocolsbinbMolecularbBiologyVJ2009VJshapterJbeVJUnitJbeqXc 2.9 18

73 weneticJevidenceJofJaJrelationshipJbetweenJtwoJmaizeJtransposableJelementJsystemsjJsyJandJ
“utatorXJMolecularbGeneticsbandbGenomicsVJ1989VJbaeVJcagWcba 18

72 yncreasedJPowerJandJqccuracyJofJsausalJLocusJydentificationJinJTimeJSeriesJwenomeWwideJ
qssociationJinJSorghumXJPlantbPhysiologyVJ2020VJahcVJahihWaiZi 6.6 17

71 S”PJdiscoveryJbyJtranscriptomeJpyrosequencingXJMethodsbinbMolecularbBiologyVJ2011VJgbiVJbbeWdf 1.4 17

70 ynvolvingJundergraduatesJinJtheJannotationJandJanalysisJofJglobalJgeneJexpressionJstudiesjJcreationJ
ofJaJmaizeJshootJapicalJmeristemJexpressionJdatabaseXJGeneticsVJ2007VJagfVJgdaWg 4 17

69 “aizeJgenomesJtoJfieldsJRwbvSjJbZadWbZagJfieldJseasonsjJgenotypeVJphenotypeVJclimaticVJsoilVJandJ
inbredJearJimageJdatasetsXJBMCbResearchbNotesVJ2020VJacVJga 2.3 16

68 sharacterizationJofJmaizeJroothairlessfJwhichJencodesJaJtWtypeJcelluloseJsynthaseJandJcontrolsJtheJ
switchJfromJbulgeJformationJtoJtipJgrowthXJScientificbReportsVJ2016VJfVJcdcie 4.9 16

67 “aizeJwenomesJtoJvieldsjJbZadJandJbZaeJfieldJseasonJgenotypeVJphenotypeVJenvironmentVJandJ
inbredJearJimageJdatasetsXJBMCbResearchbNotesVJ2018VJaaVJdeb 2.3 16

66 ydentifyingJlociJwithJbreedingJpotentialJacrossJtemperateJandJtropicalJadaptationJviaJuigenwWqSJ
andJunvwWqSXJMolecularbEcologyVJ2019VJbhVJceddWcefZ 5.7 16

65 ®nJtheJoriginsJofJspeciesjJdoesJevolutionJrepeatJitselfJinJpolyploidJpopulationsJofJindependentJ
originoXJColdbSpringbHarborbSymposiabonbQuantitativebBiologyVJ2009VJgdVJbaeWbc 3.9 16

64 soWexpressionJanalysisJaidsJinJtheJidentificationJofJgenesJinJtheJcuticularJwaxJpathwayJinJmaizeXJ
PlantbJournalVJ2019VJigVJecZWedb 6.9 15

63 wenomeWwideJanalysisJofJregulationJofJgeneJexpressionJandJxcKimebJdistributionJbyJzyLWaJkinaseJ
mediatedJhistoneJxcSaZJphosphorylationJinJtrosophilaXJNucleicbAcidsbResearchVJ2014VJdbVJedefWfg 20.1 14

62 varmsPUppjJufficientJlargeWscaleJgenomewideJassociationJstudiesXJPlantbDirectVJ2018VJbVJeZZZec 3.3 13

61 uxploitingJtheJwenomicJtiversityJofJRiceJRJLXSjJS”PWTypingJinJaaJuarlyWrackcrossJ
yntrogressionWrreedingJPopulationsXJFrontiersbinbPlantbScienceVJ2018VJiVJhdi 6.2 13
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60 ydentificationJofJlociJcontrollingJadaptationJinJshineseJsoyaJbeanJlandracesJviaJaJcombinationJofJ
conventionalJandJbioclimaticJwWqSXJPlantbBiotechnologybJournalVJ2020VJahVJchiWdZa 11.6 12

59 TheJimportanceJofJdominanceJandJgenotypeWbyWenvironmentJinteractionsJonJgrainJyieldJvariationJinJ
aJlargeWscaleJpublicJcooperativeJmaizeJexperimentXJGx:bGenespbGenomespbGeneticsVJ2021VJaaVJ 3.2 12

58 RoleJofJRqteaJinJtheJrepairJofJ“utRWinducedJdoubleWstrandJbreaksJinJmaizeJRZeaJmaysJLXSXJGeneticsVJ
2008VJaghVJegWff 4 11

57 sonsensusJgeneticJmapsjJaJgraphJtheoreticJapproachJ2005VJceWdc 11

56 TunableJwenotypingWryWSequencingJRtwrS´fiSJunablesJReliableJwenotypingJofJxeterozygousJLoci 11

55 UtilityJofJslimaticJynformationJviaJsombiningJqbilityJ“odelsJtoJymproveJwenomicJPredictionJforJ
YieldJWithinJtheJwenomesJtoJvieldsJ“aizeJProjectXJFrontiersbinbGeneticsVJ2020VJaaVJeibgfi 4.5 11

54
vloretWspecificJdifferencesJinJgeneJexpressionJandJsupportJforJtheJhypothesisJthatJtapetalJ
degenerationJofJZeaJmaysJLXJoccursJviaJprogrammedJcellJdeathXJJournalbofbGeneticsbandbGenomicsVJ
2008VJceVJfZcWaf

4 10

53 xighWresolutionJgenotypingJviaJwholeJgenomeJhybridizationsJtoJmicroarraysJcontainingJlongJ
oligonucleotideJprobesXJPLoSbONEVJ2010VJeVJeadagh 3.7 10

52 ydeaJvactoryjJtheJ“aizeJwenomesJtoJvieldsJynitiativeXJCropbScienceVJ2019VJeiVJadZfWadaZ 2.4 10

51 qssessingJprobeWspecificJdyeJandJslideJbiasesJinJtwoWcolorJmicroarrayJdataXJBMCbBioinformaticsVJ
2008VJiVJcad 3.6 9

50
umpiricalJsomparisonsJofJtifferentJStatisticalJ“odelsJToJydentifyJandJValidateJKernelJRowJ
”umberWqssociatedJVariantsJfromJStructuredJ“ultiWparentJ“appingJPopulationsJofJ“aizeXJGx:b
GenespbGenomespbGeneticsVJ2018VJhVJcefgWcege

3.2 9

49 wenomicJpredictionJofJmaizeJmicrophenotypesJprovidesJinsightsJforJoptimizingJselectionJandJ
miningJdiversityXJPlantbBiotechnologybJournalVJ2020VJahVJbdefWbdfe 11.6 8

48 weneticJcontrolJofJmaizeJshootJapicalJmeristemJarchitectureXJGx:bGenespbGenomespbGeneticsVJ2014VJdVJacbgWcg3.2 8

47 tirectJcalibrationJofJPysKYWdesignedJmicroarraysXJBMCbBioinformaticsVJ2009VJaZVJcdg 3.6 8

46 RelativeJutilityJofJagronomicVJphenologicalVJandJmorphologicalJtraitsJforJassessingJ
genotypeWbyWenvironmentJinteractionJinJmaizeJinbredsXJCropbScienceVJ2020VJfZVJfbWha 2.4 7

45 sonstructionJofJaJdenseJgeneticJmapJofJtheJ“alusJfuscaJfireJblightJresistantJaccessionJ“qLZZdeJ
usingJtunableJgenotypingWbyWsequencingJS”PsJandJmicrosatellitesXJScientificbReportsVJ2020VJaZVJafceh 4.9 7

44 qnJintegratedJframeworkJreinstatingJtheJenvironmentalJdimensionJforJwWqSJandJgenomicJ
selectionJinJcropsXJMolecularbPlantVJ2021VJadVJhgdWhhg 14.4 7

43
PunctateJvascularJexpressionaJisJaJnovelJmaizeJgeneJrequiredJforJleafJpatternJformationJthatJ
functionsJdownstreamJofJtheJtransWactingJsmallJinterferingJR”qJpathwayXJPlantbPhysiologyVJ2012VJ
aeiVJadecWfb

6.6 6

(2012-2020)
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42 wRq“qjJgeneticJmappingJanalysisJofJtemperatureJgradientJcapillaryJelectrophoresisJdataXJ
TheoreticalbandbAppliedbGeneticsVJ2006VJaacVJaefWfb 6 6

41 LeafJqngleJeXtractorjJqJhighWthroughputJimageJprocessingJframeworkJforJleafJangleJmeasurementsJ
inJmaizeJandJsorghumXJApplicationsbinbPlantbSciencesVJ2020VJhVJeaache 2.3 6

40 TowardJLSmartJsanopyLJSorghumjJtiscoveryJofJtheJweneticJsontrolJofJLeafJqngleJqcrossJLayersXJ
PlantbPhysiologyVJ2020VJahdVJaibgWaidZ 6.6 6

39 vastJandJaccurateJconstructionJofJultraWdenseJconsensusJgeneticJmapsJusingJevolutionJstrategyJ
optimizationXJPLoSbONEVJ2015VJaZVJeZabbdhe 3.7 5

38 TWqSJresultsJareJcomplementaryJtoJandJlessJaffectedJbyJlinkageJdisequilibriumJthanJwWqSXJPlantb
PhysiologyVJ2021VJahfVJahZZWahaa 6.6 5

37 qJvieldWteployableVJWearableJLeafJSensorJforJsontinuousJ“onitoringJofJVaporWPressureJteficitXJ
AdvancedbMaterialsbTechnologiesVJ2021VJfVJbZZabdf 6.8 5

36 shromosomeWlevelJgenomeJassemblyJofJaJregenerableJmaizeJinbredJlineJqahhXJGenomebBiologyVJ
2021VJbbVJage 18.3 5

35 tetectionJofJtheJProgressionJofJqnthesisJinJvieldWwrownJ“aizeJTasselsjJqJsaseJStudyXJPlantb
PhenomicsVJ2021VJbZbaVJdbchgZa 7 4

34 ”ovelJqllWSolidWStateJSoilJ”utrientJSensorJUsingJ”anocompositeJofJPolyRcW®ctylWThiopheneSJandJ
“olybdenumJSulfateJ2019VJ 3

33 LinkageJdisequilibriumJmappingJofJhighWthroughputJimageWderivedJdescriptorsJofJplantJ
architectureJtraitsJunderJfieldJconditionsXJFieldbCropsbResearchVJ2019VJbddVJaZgfai 5.5 3

32 LaserJ“icrodissectionW“ediatedJysolationJandJynJVitroJTranscriptionalJqmplificationJofJPlantJR”qXJ
CurrentbProtocolsbinbMolecularbBiologyVJ2015VJaabVJbeqXcXaWbeqXcXbc 2.9 3

31 qnJufficientJandJScalableJymplementationJofJS”PWPairJynteractionJTestingJforJweneticJqssociationJ
StudiesJ2011VJ 3

30 uxpressionJandJnucleotideJdiversityJofJtheJmaizeJRyKJgeneXJJournalbofbHeredityVJ2008VJiiVJdZgWaf 2.4 3

29 TgWbasedJR”qJamplificationJforJgenotypingJfromJmaizeJshootJapicalJmeristemXJColdbSpringbHarborb
ProtocolsVJ2007VJbZZgVJpdbXprotdghe 1.2 3

28 ynterdisciplinaryJstrategiesJtoJenableJdataWdrivenJplantJbreedingJinJaJchangingJclimateXJOnebEarthVJ
2021VJdVJcgbWchc 8.1 3

27 “etaWanalysisJidentifiesJpleiotropicJlociJcontrollingJphenotypicJtradeWoffsJinJsorghumXJGeneticsVJ
2021VJbahVJ 4 3

26 xyppoWXjJqJScalableJuxploratoryJvrameworkJforJqnalyzingJsomplexJPhenomicsJtataXJIEEEtACMb
TransactionsbonbComputationalbBiologybandbBioinformaticsVJ2021VJahVJaeceWaedh 3 3

25 KqTdyqjJW“eansJqssistedJTrainingJforJymageJqnalysisJofJvieldWwrownJPlantJPhenotypesXJPlantb
PhenomicsVJ2021VJbZbaVJihZedhi 7 3
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24 xomologousJRecombinationJinJ“aizeJ2009VJcggWdZc 2

23 tevelopmentJofJreducedJglutenJwheatJenabledJbyJdeterminationJofJtheJgeneticJbasisJofJ
thelyscalowJhordeinJbarleyJmutant 2

22
tigestionWligationWamplificationJRtLqSjJaJsimpleJgenomeJwalkingJmethodJtoJamplifyJunknownJ
sequencesJflankingJmutatorJR“uSJtransposonsJandJtherebyJfacilitateJgeneJcloningXJMethodsbinb
MolecularbBiologyVJ2013VJaZegVJafgWgf

1.4 2

21 qssemblyJofJLargeJwenomesJfromJPairedJShortJReadsXJLecturebNotesbinbComputerbScienceVJ2009VJcZWdc 0.9 2

20 shromosomeWlevelJwenomeJqssemblyJofJaJRegenerableJ“aizeJynbredJLineJqahh 2

19 qutomaticJTraitsJuxtractionJandJvittingJforJvieldJxighWthroughputJPhenotypingJSystems 2

18 “aizeJtissueJpreparationJandJextractionJofJR”qJfromJtargetJcellsJforJgenotypingXJColdbSpringb
HarborbProtocolsVJ2007VJbZZgVJpdbXprotdghd 1.2 2

17 wenomeWwideJanalysesJrevealJfootprintsJofJdivergentJselectionJandJpoppingWrelatedJtraitsJinJ
sy““YTQsJmaizeJinbredJlinesXJJournalbofbExperimentalbBotanyVJ2021VJgbVJacZgWacbZ 7 2

16 yntragenicJ“eioticJsrossoversJwenerateJ”ovelJqllelesJwithJTransgressiveJuxpressionJLevelsXJ
MolecularbBiologybandbEvolutionVJ2018VJceVJbgfbWbggb 8.3 2

15 xeterosisJ2009VJdegWdfg 2

14 sharacterizingJintrogressionWbyWenvironmentJinteractionsJusingJmaizeJnearJisogenicJlinesXJ
TheoreticalbandbAppliedbGeneticsVJ2020VJaccVJbgfaWbggc 6 1

13 ynWPlantaJ”itrateJtetectionJUsingJynsertableJPlantJ“icrosensorJ2019VJ 1

12 vunctionalJprincipalJcomponentJbasedJtimeWseriesJgenomeWwideJassociationJinJsorghum 1

11 “etaWqnalysisJydentifiesJPleiotropicJLociJsontrollingJPhenotypicJTradeWoffsJinJSorghum 1

10 TransposonsJmodulateJtranscriptomicJandJphenotypicJvariationJviaJtheJformationJofJcircularJR”qsJ
inJmaize 1

9 xyppoWXjJqJScalableJuxploratoryJvrameworkJforJqnalyzingJsomplexJPhenomicsJtata 1

8 qJnovelJmaizeJgeneVJglossyfJinvolvedJinJepicuticularJwaxJdepositionJandJdroughtJtolerance 1

7 ydentificationJandJutilizationJofJgeneticJdeterminantsJofJtraitJmeasurementJerrorsJinJimageWbasedVJ
highWthroughputJphenotypingXJPlantbCellVJ2021VJccVJbefbWbehb 11.6 1

(2021-2009)
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6 TrajectoriesJofJxomoeologWSpecificJuxpressionJinJqllotetraploidJPopulationsJofJyndependentJ
®riginsXJFrontiersbinbPlantbScienceVJ2021VJabVJfgiZdg 6.2 0

5 “aizeJLeafJqppearanceJRatesjJqJSynthesisJvromJtheJUnitedJStatesJsornJreltXXJFrontiersbinbPlantb
ScienceVJ2022VJacVJhgbgch 6.2 0

4 TenJsimpleJrulesJtoJruinJaJcollaborativeJenvironmentXXJPLoSbComputationalbBiologyVJ2022VJahVJeaZZiieg 5 0

3 yntegratingJâ��®micsâ��JtataJandJuxpressionJQTLJtoJUnderstandJ“aizeJxeterosisJ2013VJheWaZc

2 “olecularJ“arkersXJBiotechnologybinbAgriculturebandbForestryVJ2009VJbcaWbdZ

1 TemperatureJwradientJsapillaryJulectrophoresisJRTwsuSJqssayXJColdbSpringbHarborbProtocolsVJ2007VJ
bZZgVJpdbXprotdhde 1.2
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