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44 yultureNshockpNmicroglialNheterogeneitybNactivationbNandNdisruptedNsingleccellNmicroglialNnetworksNinN
vitroddNMolecularmNeurodegenerationbN2022bNgmbNhl 19 1

43 LongcreadNtargetedNsequencingNuncoversNclinicopathologicalNassociationsNforNyoorfmhclinkedN
diseasesdNBrainbN2021bNgjjbNgfnhcgfnn 11.2 2

42 SystematicNanalysisNofNdarkNandNcamouflagedNgenesNrevealsNdiseasecrelevantNgenesNhidingNinNplainN
sightdNGenomemBiologybN2019bNhfbNom 18.3 68

41 MicroglialNtranslationalNprofilingNrevealsNaNconvergentNwPO‘NpathwayNfromNagingbNamyloidbNandNtaudN
JournalmofmExperimentalmMedicinebN2018bNhgkbNhhikchhjk 16.6 85

40 LongcreadNsequencingNacrossNtheNyoorfmhNV™™™™yyVNrepeatNexpansionpNimplicationsNforNclinicalNuseN
andNgeneticNdiscoveryNeffortsNinNhumanNdiseasedNMolecularmNeurodegenerationbN2018bNgibNjl 19 66

39 wnN‘pigeneticNSpinNtoNwLSNandN’TzdNAdvancesminmNeurobiologybN2018bNhfbNgcho 2.1 4

38 yorticobasalNdegenerationNwithNTzPcjiNpathologyNpresentingNwithNprogressiveNsupranuclearNpalsyN
syndromepNaNdistinctNclinicopathologicNsubtypedNActamNeuropathologicabN2018bNgilbNinocjfj 14.3 27

37 yommonNzNwNVariantsNwccuratelyNRankNanNIndividualNofN‘xtremeN®eightdNInternationalmJournalmofm
GenomicsbN2018bNhfgnbNkghgkjf 2.5 3

36 PolyW™RXNimpairsNproteinNtranslationNandNstressNgranuleNdynamicsNinNyoorfmhcassociatedN
frontotemporalNdementiaNandNamyotrophicNlateralNsclerosisdNNaturemMedicinebN2018bNhjbNggilcggjh 50.5 149

35 ‘valuationNofNtheNwbbottNRealTimeN®yVNgenotypeNIINplusNRUONWPLUSXNassayNwithNreferenceNtoNcoreN
andNNSkxNsequencingdNJournalmofmClinicalmVirologybN2017bNofbNhlcig 14.5 10

34 LinkagebNwholeNgenomeNsequencebNandNbiologicalNdataNimplicateNvariantsNinNRwxgfNinNwlzheimerVsN
diseaseNresiliencedNGenomemMedicinebN2017bNobNgff 14.4 40

33
yonservedNzNwNmethylationNcombinedNwithNdifferentialNfrontalNcortexNandNcerebellarNexpressionN
distinguishesNyoorfmhcassociatedNandNsporadicNwLSbNandNimplicatesNS‘RPINwgNinNdiseasedNActam
NeuropathologicabN2017bNgijbNmgkcmhn

14.3 18

32 RepetitiveNelementNtranscriptsNareNelevatedNinNtheNbrainNofNyoorfmhNwLSe’TLzNpatientsdNHumanm
MolecularmGeneticsbN2017bNhlbNijhgcijig 5.6 63

31 InteractionNbetweenNvariantsNinNyLUNandNMSjwj‘NmodulatesNwlzheimerVsNdiseaseNriskdNAlzheimerusm
andmDementiabN2016bNghbNghgcgho 1.2 15

30 PresenilinN‘ign™NvariantNandNwlzheimerVsNdiseaseNriskpNtheNyacheNyountyNstudydNBMCmGenomicsbN2016
bNgmNSupplNibNjin 4.5 8

29 wNnovelNapproachNforNmulticSNPN™WwSNandNitsNapplicationNinNwlzheimerVsNdiseasedNBMCm
BioinformaticsbN2016bNgmNSupplNmbNhln 3.6 8

28 ‘valuatingNtheNnecessityNofNPyRNduplicateNremovalNfromNnextcgenerationNsequencingNdataNandNaN
comparisonNofNapproachesdNBMCmBioinformaticsbN2016bNgmNSupplNmbNhio 3.6 65
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27 VariantsNinNwyPPNareNassociatedNwithNcerebrospinalNfluidNProstaticNwcidNPhosphataseNlevelsdNBMCm
GenomicsbN2016bNgmNSupplNibNjio 4.5 1

26 VariantsNinNyyLglNareNassociatedNwithNbloodNplasmaNandNcerebrospinalNfluidNyyLglNproteinNlevelsdN
BMCmGenomicsbN2016bNgmNSupplNibNjim 4.5 1

25 ™enomecwideNassociationNstudyNofNprolactinNlevelsNinNbloodNplasmaNandNcerebrospinalNfluiddNBMCm
GenomicsbN2016bNgmNSupplNibNjil 4.5 2

24 PicfnhpNwssessmentNofNtheN™eneticNVarianceNofNLatecOnsetNwlzheimerâ��sNziseaseN2016bNghbNPnjocPnkf

23 LiverNkinaseNxgNinhibitsNtheNexpressionNofNinflammationcrelatedNgenesNpostcontractionNinNskeletalN
muscledNJournalmofmAppliedmPhysiologybN2016bNghfbNnmlcnn 3.7 8

22 PopulationcbasedNanalysisNofNcholesterylNesterNtransferNproteinNidentifiesNassociationNbetweenN
IjfkVNandNcognitiveNdeclinepNtheNyacheNyountyNStudydNNeurobiologymofmAgingbN2015bNilbNkjmdegci 5.6 5

21 xridgingNtheNgapNbetweenNstatisticalNandNbiologicalNepistasisNinNwlzheimerVsNdiseasedNBioMedm
ResearchmInternationalbN2015bNhfgkbNnmfghi 3 22

20 ™eneticNdiscoveriesNinNwzNusingNyS’NamyloidNandNtaudNCurrentmGeneticmMedicinemReportsbN2014bNhbNhicho 2.2 7

19 VariantNToolNyhestpNanNimprovedNtoolNtoNanalyzeNandNmanipulateNvariantNcallNformatNWVy’XNfilesdNBMCm
BioinformaticsbN2014bNgkNSupplNmbNSgh 3.6 9

18
IntrinsicNsubtypesNfromNPwMkfNgeneNexpressionNassayNinNaNpopulationcbasedNbreastNcancerNcohortpN
differencesNbyNagebNracebNandNtumorNcharacteristicsdNCancermEpidemiologymBiomarkersmandmPreventionbN
2014bNhibNmgjchj

4 84

17 PopulationcbasedNanalysisNofNwlzheimerVsNdiseaseNriskNallelesNimplicatesNgeneticNinteractionsdN
BiologicalmPsychiatrybN2014bNmkbNmihcm 7.9 43

16 wssessmentNofNTR‘MhNrsmkoihlhnNassociationNwithNwlzheimerVsNdiseaseNinNaNpopulationcbasedN
samplepNtheNyacheNyountyNStudydNNeurobiologymofmAgingbN2013bNijbNhnnodeggci 5.6 41

15 wNphaseNIINstudyNofNUyNcfgNinNcombinationNwithNirinotecanNinNpatientsNwithNmetastaticNtripleN
negativeNbreastNcancerdNBreastmCancermResearchmandmTreatmentbN2013bNgimbNjnicoh 4.4 82

14 wpplicationNofNaNnewNinformaticsNtoolNforNcontaminationNscreeningNinNtheN®IVNsequencingN
laboratorydNJournalmofmClinicalmVirologybN2013bNkmbNhjocki 14.5 5

13 PwMkfNproliferationNscoreNasNaNpredictorNofNweeklyNpaclitaxelNbenefitNinNbreastNcancerdNBreastm
CancermResearchmandmTreatmentbN2013bNginbNjkmcll 4.4 78

12 ™eneticsNofNwlzheimerVsNdiseasedNBioMedmResearchmInternationalbN2013bNhfgibNhkjokj 3 59

11 TRIMhoNfunctionsNasNaNtumorNsuppressorNinNnontumorigenicNbreastNcellsNandNinvasiveN‘RaNbreastN
cancerdNAmericanmJournalmofmPathologybN2012bNgnfbNniocjm 5.8 38

10 PwMkfNbreastNcancerNsubtypingNbyNRTcqPyRNandNconcordanceNwithNstandardNclinicalNmolecularN
markersdNBMCmMedicalmGenomicsbN2012bNkbNjj 3.7 199

(2012-2016)
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9
wgreementNinNriskNpredictionNbetweenNtheNhgcgeneNrecurrenceNscoreNassayNWOncotypeNzX´fiXNandNtheN
PwMkfNbreastNcancerNintrinsicNylassifierâ�¢NinNearlycstageNestrogenNreceptorcpositiveNbreastNcancerdN
OncologistbN2012bNgmbNjohcn

5.7 63

8 ResponsivenessNofNintrinsicNsubtypesNtoNadjuvantNanthracyclineNsubstitutionNinNtheNNyIydyT™NMwdkN
randomizedNtrialdNClinicalmCancermResearchbN2012bNgnbNhjfhcgh 12.9 117

7
yharacterizationNofNuncertaintyNinNtheNclassificationNofNmultivariateNassayspNapplicationNtoNPwMkfN
centroidcbasedNgenomicNpredictorsNforNbreastNcancerNtreatmentNplansdNJournalmofmClinicalm
BioinformaticsbN2011bNgbNim

15

6 TumorNgraftsNderivedNfromNwomenNwithNbreastNcancerNauthenticallyNreflectNtumorNpathologybN
growthbNmetastasisNandNdiseaseNoutcomesdNNaturemMedicinebN2011bNgmbNgkgjchf 50.5 695

5
wNcomparisonNofNPwMkfNintrinsicNsubtypingNwithNimmunohistochemistryNandNclinicalNprognosticN
factorsNinNtamoxifenctreatedNestrogenNreceptorcpositiveNbreastNcancerdNClinicalmCancermResearchbN
2010bNglbNkhhhcih

12.9 546

4 ‘volutionaryNpressureNonNmitochondrialNcytochromeNbNisNconsistentNwithNaNroleNofNyytbImTNaffectingN
longevityNduringNcaloricNrestrictiondNPLoSmONEbN2009bNjbNeknil 3.7 29

3 zNwNreferenceNalignmentNbenchmarksNbasedNonNtertiaryNstructureNofNencodedNproteinsdN
BioinformaticsbN2007bNhibNhljnco 7.2 42

2 PharmacogenomicspNanalysingNSNPsNinNtheNyYPhzlNgeneNusingNaminoNacidNpropertiesdNInternationalm
JournalmofmBioinformaticsmResearchmandmApplicationsbN2007bNibNjmgco 0.9 2

1 LongcreadNsequencingNacrossNtheNyoorfmhNâ��™™™™yyâ��NrepeatNexpansionpNimplicationsNforNclinicalNuseN
andNgeneticNdiscoveryNeffortsNinNhumanNdisease 1
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