
John Penders

ListfoffPublicationsfbyfYearfinf
DescendingfOrder

Source:fhttps:vvexalyucomvauthortpdfvy986598vjohntpenderstpublicationstbytyearupdf

Version:f2x24tx4t2xf

ThisfdocumentfhasfbeenfgeneratedfbasedfonfthefpublicationsfandfcitationsfrecordedfbyfexalyucomufForf

theflatestfversionfoffthisfpublicationflistsfvisitftheflinkfgivenfaboveu

ThefthirdfcolumnfisfthefimpactffactorfnIFofoffthefjournalsfandftheffourthfcolumnfisfthefnumberfoff

citationsfoffthefarticleu

131
papers

8,831
citations

45
h-index

93
g-index

146
ext. papers

10,865
ext. citations

6.6
avg, IF

5.96
L-index



i Paper IF Citations

131 yharacterizationNofNGeneticN’lementsNyarryingNGeneNinN’scherichiaNcoliNfromNtheNyommunityNandN
HospitalNSettingsNinNVietnamddNMicrobiologydSpectrumbN2022bNefgiklhg 8.9 0

130 TheNzevelopmentNofNtheNGutNMicrobiotaNinNyhildhoodNandNItsNzistortionNbyNLifestyleNyhangesN2022bNgomchgo

129 andNprovideNresistanceNtoNtravelcassociatedNintestinalNcolonizationNbyNmulticdrugNresistantNddNGutd
MicrobesbN2022bNgjbNhflflml 8.8 1

128
wNjcWeekNzietNLowNorNHighNinNwdvancedNGlycationN’ndproductsNHasNLimitedNImpactNonNGutNMicrobialN
yompositionNinNwbdominallyNObeseNIndividualspNTheNdewG’ingNTrialdNInternationaldJournaldofd
MoleculardSciencesbN2022bNhibNkihn

6.3 1

127 IntestinalNMicrobiotaNinNPostmenopausalNxreastNyancerNPatientsNandNyontrolsddNCancersbN2021bNgibN 6.6 2

126 GutNmicrobiotaNandNshortcchainNfattyNacidNalterationsNinNcachecticNcancerNpatientsdNJournaldofd
CachexiasdSarcopeniadanddMusclebN2021bN 10.3 9

125 yrosscSectionalNwnalysisNofNtheNMicrobiotaNofNHumanNGutNandNItsNzirectN’nvironmentNinNaNHouseholdN
yohortNwithNHighNxackgroundNofNwntibioticNUsedNMicroorganismsbN2021bNobN 4.9 1

124 InvestigatingNcolonizationNpatternsNofNtheNinfantNgutNmicrobiomeNduringNtheNintroductionNofNsolidN
foodNandNweaningNfromNbreastmilkpNwNcohortNstudyNprotocoldNPLoSdONEbN2021bNglbNefhjnohj 3.7 3

123 HigherNPrevalenceNofNinNyrohnUsNziseaseN’xacerbationsNandNStrainczependentNIncreaseNofN’pithelialN
ResistancedNFrontiersdindMicrobiologybN2021bNghbNkonhih 5.7 4

122 zestinationNshapesNantibioticNresistanceNgeneNacquisitionsbNabundanceNincreasesbNandNdiversityN
changesNinNzutchNtravelersdNGenomedMedicinebN2021bNgibNmo 14.4 8

121
yombiningNHPw’ycPwzbNPGycLycMSbNandNgzNHNNMRNtoNInvestigateNMetabolicNβatesNofNHumanNMilkN
OligosaccharidesNinNgcMonthcOldNInfantspNaNPilotNStudydNJournaldofdAgriculturaldanddFooddChemistrybN
2021bNlobNljokclkfo

5.7 6

120 zoesNzayctoczayNVariabilityNinNStoolNyonsistencyNLinkNtoNtheNβecalNMicrobiotaNyompositionudN
FrontiersdindCellulardanddInfectiondMicrobiologybN2021bNggbNliollm 5.9 3

119 InfantsUNβirstNSolidNβoodspNImpactNonNGutNMicrobiotaNzevelopmentNinNTwoNIntercontinentalNyohortsdN
NutrientsbN2021bNgibN 6.7 3

118 GutNmicrobiomeNstabilityNandNresiliencepNelucidatingNtheNresponseNtoNperturbationsNinNorderNtoN
modulateNgutNhealthdNGutbN2021bNmfbNkokclfk 19.2 59

117 InterckingdomNrelationshipsNinNyrohnUsNdiseaseNexploredNusingNaNmulticomicsNapproachdNGutdMicrobes
bN2021bNgibNgoifnmg 8.8 2

116 microVizpNanNRNpackageNforNmicrobiomeNdataNvisualizationNandNstatisticsdNJournaldofdOpendSourced
SoftwarebN2021bNlbNihfg 5.2 13

115 zoesNgutNmicrobiotaNaffectNatrialNrhythmuNyausalitiesNandNspeculationsdNEuropeandHeartdJournalbN
2021bNjhbNikhgcikhk 9.5 3
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114 GutNmicrobiotabNdysbiosisNandNatrialNfibrillationdNwrrhythmogenicNmechanismsNandNpotentialNclinicalN
implicationsdNCardiovasculardResearchbN2021bN 9.9 6

113 MicrobialNMetabolismNofNInflammatoryNxowelNziseaseNzrugspNyurrentN’videnceNandNylinicalN
ImplementationsdNGastroenterologybN2021bN 13.3 2

112 yombiningNstoolNandNstoriespNexploringNantimicrobialNresistanceNamongNaNlongitudinalNcohortNofN
internationalNhealthNstudentsdNBMCdInfectiousdDiseasesbN2021bNhgbNgffn 4 0

111 PracticalNandNRobustNNMRcxasedNMetabolicNPhenotypingNofNGutNHealthNinN’arlyNLifedNJournaldofd
ProteomedResearchbN2021bNhfbNkfmockfnm 5.6 0

110 wdvancedNdataNfusionpNRandomNforestNproximitiesNandNpseudocsampleNprincipleNtowardsNincreasedN
predictionNaccuracyNandNvariableNinterpretationdNAnalyticadChimicadActabN2021bNggnibNiioffg 6.6 0

109
zevelopmentNofNtheNMicrobiotaNandNwssociationsNWithNxirthNModebNzietbNandNwtopicNzisordersNinNaN
LongitudinalNwnalysisNofNStoolNSamplesbNyollectedNβromNInfancyNThroughN’arlyNyhildhooddN
GastroenterologybN2020bNgknbNgknjcgkol

13.3 68

108 TheNcutaneousNmicrobiomeNinNhospitalizedNpatientsNwithNpressureNulcersdNScientificdReportsbN2020bN
gfbNkoli 4.9 10

107 PrevalenceNandNriskNfactorsNforNcarriageNofN’SxLcproducingN’nterobacteriaceaeNinNaNpopulationNofN
zutchNtravellerspNwNcrosscsectionalNstudydNTraveldMedicinedanddInfectiousdDiseasebN2020bNiibNgfgkjm 8.4 6

106 GutNmicrobiotaNinNwheezingNpreschoolNchildrenNandNtheNassociationNwithNchildhoodNasthmadNAllergy:d
EuropeandJournaldofdAllergydanddClinicaldImmunologybN2020bNmkbNgjmicgjml 9.3 8

105 InfluenceNofNprobioticNsupplementationNonNtheNdevelopingNmicrobiotaNinNhumanNpretermNneonatesdN
GutdMicrobesbN2020bNghbNgcgl 8.8 11

104 HowNtoNyountNOurNMicrobesuNTheN’ffectNofNzifferentNQuantitativeNMicrobiomeNProfilingN
wpproachesdNFrontiersdindCellulardanddInfectiondMicrobiologybN2020bNgfbNjfi 5.9 16

103 xileNacidsNdriveNtheNnewbornUsNgutNmicrobiotaNmaturationdNNaturedCommunicationsbN2020bNggbNiloh 17.4 42

102 GutNMicrobiotabNProbioticsNandNPsychologicalNStatesNandNxehaviorsNafterNxariatricNSurgerycwN
SystematicNReviewNofNTheirNInterrelationdNNutrientsbN2020bNghbN 6.7 4

101 TheNylinicalNLinkNbetweenNHumanNIntestinalNMicrobiotaNandNSystemicNyancerNTherapydNInternationald
JournaldofdMoleculardSciencesbN2019bNhfbN 6.3 24

100 TheNfecalNandNmucosalNmicrobiomeNinNacuteNappendicitisNpatientspNanNobservationalNstudydNFutured
MicrobiologybN2019bNgjbNgggcghm 2.9 11

99 yorrelatingNInfantNβaecalNMicrobiotaNyompositionNandNHumanNMilkNOligosaccharideNyonsumptionNbyN
MicrobiotaNofNOnecMonthNOldNxreastfedNInfantsdNMoleculardNutritiondanddFooddResearchbN2019bNlibNegnfghgj5.9 48

98 IntestinalNarchaeaNinverselyNassociatedNwithNchildhoodNasthmadNJournaldofdAllergydanddClinicald
ImmunologybN2019bNgjibNhifkchifm 11.5 10

97 βaecalNMicrobiotaNzynamicsNandNtheirNRelationNtoNziseaseNyourseNinNyrohnUsNziseasedNJournaldofd
CrohnmsdanddColitisbN2019bNgibNghmicghnh 1.5 21

(2019-2021)
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96 TheNeffectNofNprebioticNfortifiedNinfantNformulasNonNmicrobiotaNcompositionNandNdynamicsNinNearlyN
lifedNScientificdReportsbN2019bNobNhjij 4.9 43

95 yarriageNofNxlastocystisNsppdNinNtravellersNcNwNprospectiveNlongitudinalNstudydNTraveldMedicinedandd
InfectiousdDiseasebN2019bNhmbNnmcog 8.4 9

94 HematopoieticNNpcgNmutationNshiftsNgutNmicrobiotaNcompositionNinNLdlrNmiceNonNaNhighcfatbN
highccholesterolNdietdNScientificdReportsbN2019bNobNgjokl 4.9 2

93 StoolNyonsistencypNLookingNxeyondNtheNxristolNStoolNβormNScaledNJournaldofdNeurogastroenterologyd
anddMotilitybN2019bNhkbNlhk 4.4 7

92 wnNexplorationNofNtheNgutNandNenvironmentalNresistomeNinNaNcommunityNinNnorthernNVietnamNinN
relationNtoNantibioticNusedNAntimicrobialdResistancedanddInfectiondControlbN2019bNnbNgoj 6.2 11

91 RiskNofNacquisitionNofNhumanNdiarrhoeagenicN’scherichiaNcoliNvirulenceNgenesNinNintercontinentalN
travellerspNwNprospectivebNmulticcentreNstudydNTraveldMedicinedanddInfectiousdDiseasebN2019bNigbNgfgilh 8.4 7

90 ImpactNofNearlyNeventsNandNlifestyleNonNtheNgutNmicrobiotaNandNmetabolicNphenotypesNinNyoungN
schoolcageNchildrendNMicrobiomebN2019bNmbNh 16.6 82

89 IntestinalNMicrobiotaNProtectsNagainstNMyzNzietcInducedNSteatohepatitisdNInternationaldJournaldofd
MoleculardSciencesbN2019bNhfbN 6.3 19

88 VolatileNmetabolitesNinNbreathNstronglyNcorrelateNwithNgutNmicrobiomeNinNyzNpatientsdNAnalyticad
ChimicadActabN2018bNgfhkbNgcgg 6.6 40

87 TheNneonatalNwindowNofNopportunitycearlyNprimingNforNlifedNJournaldofdAllergydanddClinicald
ImmunologybN2018bNgjgbNghghcghgj 11.5 56

86 IsNtheNImpactNofNStarvationNonNtheNGutNMicrobiotaNSpecificNorNUnspecificNtoNwnorexiaNNervosauNwN
NarrativeNReviewNxasedNonNaNSystematicNLiteratureNSearchdNCurrentdNeuropharmacologybN2018bNglbNggigcggjo7.6 32

85 yomplexNnarrativesNofNhealthbNstigmaNandNcontrolpNwntimicrobialNresistanceNscreeningNamongN
nonchospitalizedNrefugeesdNSocialdSciencedanddMedicinebN2018bNhghbNjicjo 5.1 6

84 PnknNyrohnâ��sNdiseaseNisNcharacterisedNbyNaNfungalNdysbiosisdNJournaldofdCrohnmsdanddColitisbN2018bNghbNSkkfcSkkg1.5

83 GutNMicrobiotaNandNxodyNWeightNinNSchoolcwgedNyhildrenpNTheNKOwLwNxirthNyohortNStudydNObesitybN
2018bNhlbNgmlmcgmml 8 18

82 TheNyanmoreNzeclarationpNStatementNofNPrinciplesNforNPlanetaryNHealthdNChallengesbN2018bNobNig 3.4 41

81 WorldwideNVariationNinNHumanNMilkNMetabolomepNIndicatorsNofNxreastNPhysiologyNandNMaternalN
LifestyleudNNutrientsbN2018bNgfbN 6.7 47

80 zoesNaNprenatalNbacterialNmicrobiotaNexistudNMucosaldImmunologybN2017bNgfbNkonclfg 9.2 44

79 StudyNprotocolNonNtheNroleNofNintestinalNmicrobiotaNinNcolorectalNcancerNtreatmentpNaNpathwayNtoN
personalizedNmedicineNhdfdNInternationaldJournaldofdColorectaldDiseasebN2017bNihbNgfmmcgfnj 3 14
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78 GutNmicrobiotaNcompositionNinNrelationNtoNtheNmetabolicNresponseNtoNghcweekNcombinedNpolyphenolN
supplementationNinNoverweightNmenNandNwomendNEuropeandJournaldofdClinicaldNutritionbN2017bNmgbNgfjfcgfjk5.2 78

77 ModeNofNzeliveryNandNwsthmaNatNSchoolNwgeNinNoN’uropeanNxirthNyohortsdNAmericandJournaldofd
EpidemiologybN2017bNgnkbNjlkcjmi 3.8 31

76 TowardsNstandardsNforNhumanNfecalNsampleNprocessingNinNmetagenomicNstudiesdNNatured
BiotechnologybN2017bNikbNgflocgfml 44.5 355

75 GutNmicrobiotaNcompositionNstronglyNcorrelatesNtoNperipheralNinsulinNsensitivityNinNobeseNmenNbutN
notNinNwomendNBeneficialdMicrobesbN2017bNnbNkkmcklh 4.9 15

74 InfluenceNofNvitaminNzNonNkeyNbacterialNtaxaNinNinfantNmicrobiotaNinNtheNKOwLwNxirthNyohortNStudydN
PLoSdONEbN2017bNghbNefgnnfgg 3.7 39

73 TravelcrelatedNacquisitionNofNdiarrhoeagenicNbacteriabNenteralNvirusesNandNparasitesNinNaNprospectiveN
cohortNofNonNzutchNtravellersdNTraveldMedicinedanddInfectiousdDiseasebN2017bNgobNiicil 8.4 13

72 GlobalNphylogeneticNanalysisNofN’scherichiaNcoliNandNplasmidsNcarryingNtheNmcrcgNgeneNindicatesN
bacterialNdiversityNbutNplasmidNrestrictiondNScientificdReportsbN2017bNmbNgkilj 4.9 128

71
ImportNandNspreadNofNextendedcspectrumN˛†clactamasecproducingN’nterobacteriaceaeNbyN
internationalNtravellersNVyOMxwTNstudyWpNaNprospectivebNmulticentreNcohortNstudydNLancetdInfectiousd
DiseasessdThebN2017bNgmbNmncnk

25.5 238

70 yhapterNkN’arlyNdietNandNtheNinfantNgutNmicrobiomepNhowNbreastfeedingNandNsolidNfoodsNshapeNtheN
microbiomeN2017bNgfkcggn 3

69 GutNyolonizationNbyNMethanogenicNwrchaeaNIsNwssociatedNwithNOrganicNzairyNyonsumptionNinN
yhildrendNFrontiersdindMicrobiologybN2017bNnbNikk 5.7 35

68 zetectionNofNtheNplasmidcmediatedNcolistincresistanceNgeneNmcrcgNinNfaecalNmetagenomesNofNzutchN
travellersdNJournaldofdAntimicrobialdChemotherapybN2016bNmgbNijglcijgo 5.1 51

67 ’arlyNLifeNwntibioticN’xposureNandNWeightNzevelopmentNinNyhildrendNJournaldofdPediatricsbN2016bNgmlbNgfkcggideh3.6 51

66 WeightNgainNinNanorexiaNnervosaNdoesNnotNameliorateNtheNfaecalNmicrobiotabNbranchedNchainNfattyN
acidNprofilesbNandNgastrointestinalNcomplaintsdNScientificdReportsbN2016bNlbNhlmkh 4.9 150

65 yanNtheNcompositionNofNtheNintestinalNmicrobiotaNpredictNtheNdevelopmentNofNurinaryNtractN
infectionsudNFuturedMicrobiologybN2016bNggbNgiokcgjfj 2.9 2

64 TheNfecalNmicrobiotaNasNaNbiomarkerNforNdiseaseNactivityNinNyrohnUsNdiseasedNScientificdReportsbN2016bN
lbNikhgl 4.9 45

63 yompositionNandNstabilityNofNintestinalNmicrobiotaNofNhealthyNchildrenNwithinNaNzutchNpopulationdN
FASEBdJournalbN2016bNifbNgkghchh 0.9 36

62 zisseminationNofNtheNmcrcgNcolistinNresistanceNgenedNLancetdInfectiousdDiseasessdThebN2016bNglbNgjmco 25.5 134

61 ’arlyNgrowthNcharacteristicsNandNtheNriskNofNreducedNlungNfunctionNandNasthmapNwNmetacanalysisNofN
hkbfffNchildrendNJournaldofdAllergydanddClinicaldImmunologybN2016bNgimbNgfhlcgfik 11.5 102

(2016-2017)
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60
wdvantagesNandNLimitationsNofNzirectNPyRNwmplificationNofNxacterialNglScrzNwNfromNResectedN
HeartNTissueNorNSwabsNβollowedNbyNzirectNSequencingNforNziagnosingNInfectiveN’ndocarditispNwN
RetrospectiveNwnalysisNinNtheNRoutineNylinicalNSettingdNBioMeddResearchdInternationalbN2016bNhfglbNmohinmj

3 12

59 zisseminationNofNwntimicrobialNResistanceNinNMicrobialN’cosystemsNthroughNHorizontalNGeneN
TransferdNFrontiersdindMicrobiologybN2016bNmbNgmi 5.7 595

58 LongcTermNGreenNTeaNSupplementationNzoesNNotNyhangeNtheNHumanNGutNMicrobiotadNPLoSdONEbN
2016bNggbNefgkigij 3.7 49

57 ProlongedNcarriageNandNpotentialNonwardNtransmissionNofNcarbapenemasecproducingN
’nterobacteriaceaeNinNzutchNtravelersdNFuturedMicrobiologybN2016bNggbNnkmclj 2.9 38

56 TheNgutNresistomeNisNhighlyNdynamicNduringNtheNfirstNmonthsNofNlifedNFuturedMicrobiologybN2016bNggbNkfgcgf2.9 12

55 MaternalNcomplicationsNinNpregnancyNandNwheezingNinNearlyNchildhoodpNaNpooledNanalysisNofNgjNbirthN
cohortsdNInternationaldJournaldofdEpidemiologybN2015bNjjbNgoochfn 7.8 42

54 wNnewNpolyVgbictrimethyleneNcarbonateWNfilmNprovidesNeffectiveNadhesionNreductionNafterNmajorN
abdominalNsurgeryNinNaNratNmodeldNSurgerybN2015bNgkmbNgggichf 3.6 16

53 TheNwTGglLgcTiffwNalleleNimpairsNclearanceNofNpathosymbiontsNinNtheNinflamedNilealNmucosaNofN
yrohnUsNdiseaseNpatientsdNGutbN2015bNljbNgkjlckh 19.2 65

52 GutNcolonizationNwithNmethanobrevibacterNsmithiiNisNassociatedNwithNchildhoodNweightN
developmentdNObesitybN2015bNhibNhkfncgl 8 35

51 OnNtheNoriginNofNspeciespNβactorsNshapingNtheNestablishmentNofNinfantUsNgutNmicrobiotadNBirthdDefectsd
ResearchdPartdC:dEmbryodTodaydReviewsbN2015bNgfkbNhjfckg 48

50 yXiyRgNisNaNgatekeeperNforNintestinalNbarrierNintegrityNinNmicepNLimitingNsteatohepatitisNbyN
maintainingNintestinalNhomeostasisdNHepatologybN2015bNlhbNgjfkcgl 11.2 61

49 TheNeffectNofNsamplingNandNstorageNonNtheNfecalNmicrobiotaNcompositionNinNhealthyNandNdiseasedN
subjectsdNPLoSdONEbN2015bNgfbNefghllnk 3.7 110

48 IntestinalNmicrobiotaNandNdietNinNIxSpNcausesbNconsequencesbNorNepiphenomenaudNAmericandJournaldofd
GastroenterologybN2015bNggfbNhmncnm 0.7 225

47 TheNintestinalNmicrobiotaNcompositionNandNweightNdevelopmentNinNchildrenpNtheNKOwLwNxirthN
yohortNStudydNInternationaldJournaldofdObesitybN2015bNiobNglchk 5.5 85

46
wnNwzwMiiNpolymorphismNassociatesNwithNprogressionNofNpreschoolNwheezeNintoNchildhoodN
asthmapNaNprospectiveNcaseccontrolNstudyNwithNreplicationNinNaNbirthNcohortNstudydNPLoSdONEbN2015bN
gfbNefggoijo

3.7 14

45 IntegrativeNgenomicNanalysisNidentifiesNaNroleNforNintercellularNadhesionNmoleculeNgNinNchildhoodN
asthmadNPediatricdAllergydanddImmunologybN2014bNhkbNgllcmh 4.2 15

44 TheNyarriageNOfNMultiresistantNxacteriaNwfterNTravelNVyOMxwTWNprospectiveNcohortNstudypN
methodologyNandNdesigndNBMCdPublicdHealthbN2014bNgjbNjgf 4.1 25

43 RelationshipNbetweenNphysicalNactivityNandNtheNdevelopmentNofNbodyNmassNindexNinNchildrendN
MedicinedanddSciencedindSportsdanddExercisebN2014bNjlbNgmmcnj 1.2 22
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42 βecalNmicrobialNcompositionNofNulcerativeNcolitisNandNyrohnUsNdiseaseNpatientsNinNremissionNandN
subsequentNexacerbationdNPLoSdONEbN2014bNobNeofong 3.7 76

41 NewNinsightsNintoNtheNhygieneNhypothesisNinNallergicNdiseasespNmediationNofNsiblingNandNbirthNmodeN
effectsNbyNtheNgutNmicrobiotadNGutdMicrobesbN2014bNkbNhiocjj 8.8 53

40 HighNratesNofNantimicrobialNdrugNresistanceNgeneNacquisitionNafterNinternationalNtravelbNTheN
NetherlandsdNEmergingdInfectiousdDiseasesbN2014bNhfbNljockm 10.2 97

39 MaternalNsmokingNduringNpregnancyNandNchildhoodNoverweightNandNfatNdistributionpNtheNKOwLwN
xirthNyohortNStudydNPediatricdObesitybN2014bNobNegjchk 4.6 29

38 TransientNearlyNwheezeNandNlungNfunctionNinNearlyNchildhoodNassociatedNwithNchronicNobstructiveN
pulmonaryNdiseaseNgenesdNJournaldofdAllergydanddClinicaldImmunologybN2014bNgiibNlncmldegcj 11.5 50

37 ’nteropathogenicNvirusespNtriggersNforNexacerbationNinNIxzuNwNprospectiveNcohortNstudyNusingN
realctimeNquantitativeNpolymeraseNchainNreactiondNInflammatorydBoweldDiseasesbN2013bNgobNghjcig 4.5 21

36 ’stablishmentNofNtheNintestinalNmicrobiotaNandNitsNroleNforNatopicNdermatitisNinNearlyNchildhooddN
JournaldofdAllergydanddClinicaldImmunologybN2013bNgihbNlfgclfmden 11.5 201

35 yrosscsectionalNstudyNonNsurveillanceNofNsurgicalNsiteNinfectionsNafterNvascularNsurgerydNFutured
MicrobiologybN2013bNnbNgimicnf 2.9 2

34
IsNclostridiumNdifficileNassociatedNwithNrelapseNofNinflammatoryNbowelNdiseaseuNresultsNfromNaN
retrospectiveNandNprospectiveNcohortNstudyNinNtheNNetherlandsdNInflammatorydBoweldDiseasesbN2013bN
gobNhghkcig

4.5 24

33 GeneticNvariationNinNβwzSNgenesNandNplasmaNcholesterolNlevelsNinNhcyearcoldNinfantspNKOwLwNxirthN
yohortNStudydNPLoSdONEbN2013bNnbNelglmg 3.7 13

32 TheNhumanNmicrobiomeNasNaNreservoirNofNantimicrobialNresistancedNFrontiersdindMicrobiologybN2013bNjbNnm 5.7 153

31 TheNimportanceNofNgendercstratifiedNantibioticNresistanceNsurveillanceNofNunselectedNuropathogenspN
aNzutchNNationwideN’xtramuralNSurveillanceNstudydNPLoSdONEbN2013bNnbNelfjom 3.7 15

30
PredictiveNvalueNofN’scherichiaNcoliNsusceptibilityNinNstrainsNcausingNasymptomaticNbacteriuriaNforN
womenNwithNrecurrentNsymptomaticNurinaryNtractNinfectionsNreceivingNprophylaxisdNClinicald
MicrobiologydanddInfectionbN2012bNgnbN’njcof

9.5 14

29 ProbioticsNinNtheNmanagementNofNinflammatoryNbowelNdiseasepNaNsystematicNreviewNofNinterventionN
studiesNinNadultNpatientsdNDrugsbN2012bNmhbNnfichi 12.1 156

28 ProtocadherincgNpolymorphismsNareNassociatedNwithNeczemaNinNtwoNzutchNbirthNcohortsdNPediatricd
AllergydanddImmunologybN2012bNhibNhmfcm 4.2 11

27 IsNmicroscopicNcolitisNaNdrugcinducedNdiseaseudNJournaldofdClinicaldGastroenterologybN2012bNjlbNnggchh 3 44

26 ModeNandNplaceNofNdeliverybNgastrointestinalNmicrobiotabNandNtheirNinfluenceNonNasthmaNandNatopydN
JournaldofdAllergydanddClinicaldImmunologybN2011bNghnbNojnckkdegci 11.5 331

25 βolicNacidNuseNinNpregnancyNandNtheNdevelopmentNofNatopybNasthmabNandNlungNfunctionNinNchildhooddN
PediatricsbN2011bNghnbNegikcjj 7.4 85

(2011-2014)
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24 MaternalNfattyNacidNstatusNinNpregnancyNandNchildhoodNatopicNmanifestationspNKOwLwNxirthNyohortN
StudydNClinicaldanddExperimentaldAllergybN2011bNjgbNjfmcgl 4.1 52

23 MaternalNandNchildUsNvitaminNzNsupplementNuseNandNvitaminNzNlevelNinNrelationNtoNchildhoodNlungN
functionpNtheNKOwLwNxirthNyohortNStudydNThoraxbN2011bNllbNjmjcnf 7.3 39

22 InfantNantibioticNuseNandNwheezeNandNasthmaNriskpNaNsystematicNreviewNandNmetacanalysisdNEuropeand
RespiratorydJournalbN2011bNinbNhokcifh 13.6 98

21 TimingNofNinfectionNandNdevelopmentNofNwheezebNeczemabNandNatopicNsensitizationNduringNtheNfirstNhN
yrNofNlifepNtheNKOwLwNxirthNyohortNStudydNPediatricdAllergydanddImmunologybN2010bNhgbNonico 4.2 19

20 IntestinalNlactobacilliNandNtheNzycSIGNNgeneNforNtheirNrecognitionNbyNdendriticNcellsNplayNaNroleNinNtheN
aetiologyNofNallergicNmanifestationsdNMicrobiologydnUniteddKingdomobN2010bNgklbNihonciifk 2.9 28

19 HostcmicrobialNinteractionsNinNchildhoodNatopypNtollclikeNreceptorNjNVTLRjWbNyzgjbNandNfecalN
’scherichiaNcolidNJournaldofdAllergydanddClinicaldImmunologybN2010bNghkbNhigcldegck 11.5 29

18 wntibioticNresistanceNofNmotileNaeromonadsNinNindoorNcatfishNandNeelNfarmsNinNtheNsouthernNpartNofN
TheNNetherlandsdNInternationaldJournaldofdAntimicrobialdAgentsbN2008bNigbNhlgck 14.3 44

17 ToxigenicNandNnonctoxigenicNylostridiumNdifficilepNdeterminantsNofNintestinalNcolonisationNandNroleNinN
childhoodNatopicNmanifestationsdNGutbN2008bNkmbNgfhkcl 19.2 13

16 yonsumptionNofNorganicNfoodsNandNriskNofNatopicNdiseaseNduringNtheNfirstNhNyearsNofNlifeNinNtheN
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