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222 xukaryoticLtranslesionLsynthesisLwθtLpolymerasesmLspecificityLofLstructureLandLfunctionaLAnnualm
ReviewmofmBiochemistryYL2005YLjgYLfdjZhf 29.1 821

221 TheLYZfamilyLofLwθtLpolymerasesaLMolecularmCellYL2001YLkYLjZk 17.6 737

220 hνtwfcLmutationsLinLtheLvariantLformLofLxerodermaLpigmentosumaLScienceYL1999YLekhYLeifZh 33.3 653

219 xukaryoticLpolymerasesLiotaLandLzetaLactLsequentiallyLtoLbypassLwθtLlesionsaLNatureYL2000YLgciYLdcdhZl 50.4 573

218 YeastLSaccharomycesLcerevisiaeLselectableLmarkersLinLpUvdkLpolylinkersaLYeastYL1990YLiYLfifZi 3.4 380

217 yidelityLofLhumanLwθtLpolymeraseLetaaLJournalmofmBiologicalmChemistryYL2000YLejhYLjggjZhc 5.4 327

216 StructureLofLtheLcatalyticLcoreLofLSaLcerevisiaeLwθtLpolymeraseLetamLimplicationsLforLtranslesionL
wθtLsynthesisaLMolecularmCellYL2001YLkYLgdjZei 17.6 309

215 xfficientLandLaccurateLreplicationLinLtheLpresenceLofLjYkZdihydroZkZoxoguanineLbyLwθtLpolymeraseL
etaaLNaturemGeneticsYL2000YLehYLghkZid 36.3 305

214 νolesLofLyeastLwθtLpolymerasesLdeltaLandLzetaLandLofLνevdLinLtheLbypassLofLabasicLsitesaLGenesmandm
DevelopmentYL2001YLdhYLlghZhg 12.6 279

213 HumanLxerodermaLpigmentosumLgroupLwLgeneLencodesLaLwθtLhelicaseaLNatureYL1993YLfihYLkheZh 50.4 276

212 θucleotideLexcisionLrepairLinLyeastaLMutationmResearchm-mFundamentalmandmMolecularmMechanismsmofm
MutagenesisYL2000YLghdYLdfZeg 3.3 271

211 νeplicationLbyLhumanLwθtLpolymeraseZiotaLoccursLbyLHoogsteenLbaseZpairingaLNatureYL2004YLgfcYLfjjZkc50.4 270

210 TranslesionLwθtLsynthesisLinLeukaryotesmLaLoneZLorLtwoZpolymeraseLaffairaLGenesmandmDevelopmentYL
2002YLdiYLdkjeZkf 12.6 265

209 xukaryoticLwθtLpolymerasesmLproposalLforLaLrevisedLnomenclatureaLJournalmofmBiologicalmChemistryYL
2001YLejiYLgfgkjZlc 5.4 264

208 vharacterizationLofLpostreplicationLrepairLinLSaccharomycesLcerevisiaeLandLeffectsLofLradiYLraddkYL
revfLandLradheLmutationsaLMolecularmGeneticsmandmGenomicsYL1981YLdkgYLgjdZk 242

207 YeastLwθtLrepairLproteinsLνadiLandLνaddkLformLaLheterodimerLthatLhasLubiquitinLconjugatingYLwθtL
bindingYLandLtTκLhydrolyticLactivitiesaLJournalmofmBiologicalmChemistryYL1997YLejeYLefficZh 5.4 229

206 YeastLνadhLproteinLrequiredLforLpostreplicationLrepairLhasLaLwθtLhelicaseLactivityLspecificLforL
replicationLforkLregressionaLMolecularmCellYL2007YLekYLdijZjh 17.6 225
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205 xffectsLofLtheLνtwheLzeneLonLνecombinationLinLStvvHtνιηYvxSLvxνxVαSαtxaLGeneticsYL1980YLlgYLfdZhc4 215

204 κhysicalLandLfunctionalLinteractionsLofLhumanLwθtLpolymeraseLetaLwithLκvθtaLMolecularmandm
CellularmBiologyYL2001YLedYLjdllZeci 4.8 214

203 νevdLemploysLaLnovelLmechanismLofLwθtLsynthesisLusingLaLproteinLtemplateaLScienceYL2005YLfclYLeedlZee33.3 199

202 StructuralLbasisLofLhighZfidelityLwθtLsynthesisLbyLyeastLwθtLpolymeraseLdeltaaLNaturemStructuralm
andmMolecularmBiologyYL2009YLdiYLljlZki 17.6 197

201 HumanLwθtLpolymeraseLkappaLencirclesLwθtmLimplicationsLforLmismatchLextensionLandLlesionL
bypassaLMolecularmCellYL2007YLehYLicdZdg 17.6 195

200 αsolationLandLcharacterizationLofLηηSZsensitiveLmutantsLofLSaccharomycesLcerevisiaeaLGeneticsYL
1977YLkiYLffZhh 4 193

199 νeconstitutionLofLyeastLnucleotideLexcisionLrepairLwithLpurifiedLνadLproteinsYLreplicationLproteinLtYL
andLtranscriptionLfactorLTyααHaLJournalmofmBiologicalmChemistryYL1995YLejcYLdeljfZi 5.4 187

198 αnteractionLwithLκvθtLisLessentialLforLyeastLwθtLpolymeraseLetaLfunctionaLMolecularmCellYL2001YLkYLgcjZdh17.6 180

197
HumanLSHκνHLisLaLubiquitinLligaseLforLηmseZUbcdfZdependentLpolyubiquitylationLofLproliferatingL
cellLnuclearLantigenaLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmerica
YL2006YLdcfYLdkdcjZde

11.5 177

196 νtwehLisLaLwθtLhelicaseLrequiredLforLwθtLrepairLandLνθtLpolymeraseLααLtranscriptionaLNatureYL1994
YLfilYLhjkZkd 50.4 176

195 νoleLofLwθtLpolymeraseLetaLinLtheLbypassLofLaLUiZgVLTTLphotoproductaLMolecularmandmCellularm
BiologyYL2001YLedYLfhhkZif 4.8 175

194 ιpposingLeffectsLofLubiquitinLconjugationLandLSUηιLmodificationLofLκvθtLonLreplicationalLbypassL
ofLwθtLlesionsLinLSaccharomycesLcerevisiaeaLMolecularmandmCellularmBiologyYL2004YLegYLgeijZjg 4.8 174

193 HumanLHζTyLfunctionsLasLaLubiquitinLligaseLforLproliferatingLcellLnuclearLantigenLpolyubiquitinationaL
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaYL2008YLdchYLfjikZjf 11.5 169

192 StimulationLofLwθtLsynthesisLactivityLofLhumanLwθtLpolymeraseLkappaLbyLκvθtaLMolecularmandm
CellularmBiologyYL2002YLeeYLjkgZld 4.8 159

191 ηutagenicLspecificitymLreversionLofLisoZdZcytochromeLcLmutantsLofLyeastaLJournalmofmMolecularm
BiologyYL1973YLjlYLihZke 6.5 157

190 xvidenceLforLinvolvementLofLyeastLproliferatingLcellLnuclearLantigenLinLwθtLmismatchLrepairaL
JournalmofmBiologicalmChemistryYL1996YLejdYLejlkjZlc 5.4 155

189 νequirementLofLνtwhLandLηηSeLforLpostreplicationLrepairLofLUVZdamagedLwθtLinLSaccharomycesL
cerevisiaeaLMolecularmandmCellularmBiologyYL2002YLeeYLegdlZei 4.8 152

188 νequirementLofLtheLyeastLηSHfLandLηSHiLgenesLforLηSHeZdependentLgenomicLstabilityaLJournalmofm
BiologicalmChemistryYL1996YLejdYLjekhZk 5.4 150
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187 yidelityLandLprocessivityLofLSaccharomycesLcerevisiaeLwθtLpolymeraseLetaaLJournalmofmBiologicalm
ChemistryYL1999YLejgYLfikfhZk 5.4 148

186
vonditionalLlethalityLofLnullLmutationsLinLνTHdLthatLencodesLtheLyeastLcounterpartLofLaLmammalianL
hTZLtoLfTZexonucleaseLrequiredLforLlaggingLstrandLwθtLsynthesisLinLreconstitutedLsystemsaLJournalmofm
BiologicalmChemistryYL1995YLejcYLgdlfZi

5.4 147

185 νepairLofLpyrimidineLdimersLinLnuclearLandLmitochondrialLwθtLofLyeastLirradiatedLwithLlowLdosesLofL
ultravioletLlightaLJournalmofmMolecularmBiologyYL1975YLlkYLjkdZlh 6.5 145

184 HumanLwαθudZencodedLwθtLpolymeraseLkappaLisLaLpromiscuousLextenderLofLmispairedLprimerL
terminiaLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaYL2002YLllYLdldcZg11.5 144

183
κolfdLandLκolfeLsubunitsLofLyeastLwθtLpolymeraseL˛·LareLalsoLessentialLsubunitsLofLwθtL
polymeraseL˛¶aLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaYL2012YL
dclYLdeghhZic

11.5 140

182
TheLSaccharomycesLcerevisiaeLνtwdkLgeneLencodesLaLproteinLthatLcontainsLpotentialLzincLfingerL
domainsLforLnucleicLacidLbindingLandLaLputativeLnucleotideLbindingLsequenceaLNucleicmAcidsmResearch
YL1988YLdiYLjddlZfd

20.1 140

181 νoleLofLhumanLwθtLpolymeraseLkappaLasLanLextenderLinLtranslesionLsynthesisaLProceedingsmofmthem
NationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaYL2002YLllYLdicccZh 11.5 139

180 tLηajorLνoleLofLwθtLκolymeraseL˛·LinLνeplicationLofLuothLtheLζeadingLandLζaggingLwθtLStrandsaL
MolecularmCellYL2015YLhlYLdifZdjh 17.6 137

179 wθtLrepairLgeneLνtwfLofLSaLcerevisiaeLisLessentialLforLtranscriptionLbyLνθtLpolymeraseLααaLNatureYL
1994YLfijYLldZg 50.4 133

178 ζackLofLchemicallyLinducedLmutationLinLrepairZdeficientLmutantsLofLyeastaLGeneticsYL1974YLjkYLddcdZdk 4 129

177 YeastLνevdLproteinLisLaLzLtemplateZspecificLwθtLpolymeraseaLJournalmofmBiologicalmChemistryYL2002YL
ejjYLdhhgiZhd 5.4 127

176 νequirementLofLyeastLSzSdLandLSνSeLgenesLforLreplicationLandLtranscriptionaLScienceYL1999YLekiYLefflZge33.3 125

175 YeastLexcisionLrepairLgeneLνtweLencodesLaLsingleZstrandedLwθtLendonucleaseaLNatureYL1993YLfiiYLfihZk50.4 125

174 uindingLofLinsertionbdeletionLwθtLmismatchesLbyLtheLheterodimerLofLyeastLmismatchLrepairL
proteinsLηSHeLandLηSHfaLCurrentmBiologyYL1996YLiYLddkhZj 6.3 124

173 StructuralLbasisLforLtheLsuppressionLofLskinLcancersLbyLwθtLpolymeraseLetaaLNatureYL2010YLgihYLdcflZgf 50.4 121

172 νequirementLofLwθtLpolymeraseLetaLforLerrorZfreeLbypassLofLUVZinducedLvvLandLTvL
photoproductsaLMolecularmandmCellularmBiologyYL2001YLedYLdkhZk 4.8 121

171
HighlyLerrorZfreeLroleLofLwθtLpolymeraseLetaLinLtheLreplicativeLbypassLofLUVZinducedLpyrimidineL
dimersLinLmouseLandLhumanLcellsaLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedm
StatesmofmAmericaYL2009YLdciYLdkedlZeg

11.5 120

170 νeplicationLpastLιUiVZmethylguanineLbyLyeastLandLhumanLwθtLpolymeraseLetaaLMolecularmandm
CellularmBiologyYL2000YLecYLkccdZj 4.8 120

Louise Prakash

4



169 YeastLwθtLpolymeraseLetaLutilizesLanLinducedZfitLmechanismLofLnucleotideLincorporationaLCellYL2001
YLdcjYLldjZej 56.2 116

168 HumanLwθtLpolymeraseLiotaLincorporatesLdvTκLoppositeLtemplateLzLviaLaLzavLXLHoogsteenLbaseL
pairaLStructureYL2005YLdfYLdhilZjj 5.2 113

167
UbiquitylationLofLyeastLproliferatingLcellLnuclearLantigenLandLitsLimplicationsLforLtranslesionLwθtL
synthesisaLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaYL2006YL
dcfYLigjjZke

11.5 110

166 xfficientLandLerrorZfreeLreplicationLpastLaLminorZgrooveLwθtLadductLbyLtheLsequentialLactionLofL
humanLwθtLpolymerasesLiotaLandLkappaaLMolecularmandmCellularmBiologyYL2004YLegYLhikjZlf 4.8 107

165 νequirementLofLmismatchLrepairLgenesLηSHeLandLηSHfLinLtheLνtwdZνtwdcLpathwayLofLmitoticL
recombinationLinLSaccharomycesLcerevisiaeaLGeneticsYL1996YLdgeYLjejZfi 4 107

164
νegulationLofLpolymeraseLexchangeLbetweenLκoletaLandLκoldeltaLbyLmonoubiquitinationLofLκvθtL
andLtheLmovementLofLwθtLpolymeraseLholoenzymeaLProceedingsmofmthemNationalmAcademymofm
SciencesmofmthemUnitedmStatesmofmAmericaYL2008YLdchYLhfidZi

11.5 104

163 tTκZdependentLassemblyLofLaLternaryLcomplexLconsistingLofLaLwθtLmismatchLandLtheLyeastL
ηSHeZηSHiLandLηζHdZκηSdLproteinLcomplexesaLJournalmofmBiologicalmChemistryYL1998YLejfYLlkfjZgd 5.4 104

162
vomplexLformationLwithLνevdLenhancesLtheLproficiencyLofLSaccharomycesLcerevisiaeLwθtL
polymeraseLzetaLforLmismatchLextensionLandLforLextensionLoppositeLfromLwθtLlesionsaLMolecularm
andmCellularmBiologyYL2006YLeiYLlhhhZif

4.8 102

161 νequirementLofLwθtLpolymeraseLactivityLofLyeastLνadfcLproteinLforLitsLbiologicalLfunctionaLJournalm
ofmBiologicalmChemistryYL1999YLejgYLdhljhZj 5.4 100

160 HoogsteenLbaseLpairLformationLpromotesLsynthesisLoppositeLtheLdYθiZethenodeoxyadenosineL
lesionLbyLhumanLwθtLpolymeraseLiotaaLNaturemStructuralmandmMolecularmBiologyYL2006YLdfYLidlZeh 17.6 98

159 YeastLνtwdgLandLhumanLxerodermaLpigmentosumLgroupLtLwθtZrepairLgenesLencodeLhomologousL
proteinsaLNatureYL1992YLfhhYLhhhZk 50.4 98

158
νolesLofLκvθtZbindingLandLubiquitinZbindingLdomainsLinLhumanLwθtLpolymeraseLetaLinLtranslesionL
wθtLsynthesisaLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaYL
2008YLdchYLdjjegZl

11.5 95

157 xffectLofLzenesLvontrollingLνadiationLSensitivityLonLvhemicallyLαnducedLηutationsLinL
StvvHtνιηYvxSLvxνxVαSαtxaLGeneticsYL1976YLkfYLekhZfcd 4 95

156 vrystalLstructureLofLtheLcatalyticLcoreLofLhumanLwθtLpolymeraseLkappaaLStructureYL2004YLdeYLdflhZgcg 5.2 94

155 YeastLwθtLpolymeraseLzetaLisLanLefficientLextenderLofLprimerLendsLoppositeLfromL
jYkZdihydroZkZιxoguanineLandLιiZmethylguanineaLMolecularmandmCellularmBiologyYL2003YLefYLdghfZl 4.8 93

154 αnefficientLbypassLofLanLabasicLsiteLbyLwθtLpolymeraseLetaaLJournalmofmBiologicalmChemistryYL2001YL
ejiYLikidZi 5.4 93

153 TheLstallingLofLtranscriptionLatLabasicLsitesLisLhighlyLmutagenicaLMolecularmandmCellularmBiologyYL2003YL
efYLfkeZk 4.8 91

152
TheLnucleotideLsequenceLofLtheLνtwfLgeneLofLSaccharomycesLcerevisiaemLaLpotentialLadenineL
nucleotideLbindingLaminoLacidLsequenceLandLaLnonessentialLacidicLcarboxylLterminalLregionaLNucleicm
AcidsmResearchYL1985YLdfYLefhjZje

20.1 91
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151 xfficientLandLerrorZfreeLreplicationLpastLaLminorZgrooveLθeZguanineLadductLbyLtheLsequentialLactionL
ofLyeastLνevdLandLwθtLpolymeraseLzetaaLMolecularmandmCellularmBiologyYL2004YLegYLilccZi 4.8 88

150 tffinityLofLyeastLnucleotideLexcisionLrepairLfactorLeYLconsistingLofLtheLνadgLandLνadefLproteinsYLforL
ultravioletLdamagedLwθtaLJournalmofmBiologicalmChemistryYL1998YLejfYLfdhgdZi 5.4 88

149 tnLaffinityLofLhumanLreplicationLproteinLtLforLultravioletZdamagedLwθtaLJournalmofmBiologicalm
ChemistryYL1996YLejdYLddicjZdc 5.4 87

148
ηmseZUbcdfZdependentLandLZindependentLrolesLofLνadhLubiquitinLligaseLinLpostreplicationLrepairL
andLtranslesionLwθtLsynthesisLinLSaccharomycesLcerevisiaeaLMolecularmandmCellularmBiologyYL2006YL
eiYLjjkfZlc

4.8 85

147 νequirementLofLyeastLνtweYLaLhomologLofLhumanLXκzLgeneYLforLefficientLνθtLpolymeraseLααL
transcriptionaLimplicationsLforLvockayneLsyndromeaLCellYL2002YLdclYLkefZfg 56.2 83

146 YeastLwθtLpolymeraseLzetaLUzetaVLisLessentialLforLerrorZfreeLreplicationLpastLthymineLglycolaLGenesm
andmDevelopmentYL2003YLdjYLjjZkj 12.6 81

145 νequirementLofLνtwheLgroupLgenesLforLpostreplicationLrepairLofLUVZdamagedLwθtLinL
SaccharomycesLcerevisiaeaLMolecularmandmCellularmBiologyYL2007YLejYLjjhkZig 4.8 79

144 νequirementLofLWatsonZvrickLhydrogenLbondingLforLwθtLsynthesisLbyLyeastLwθtLpolymeraseLetaaL
MolecularmandmCellularmBiologyYL2003YLefYLhdcjZde 4.8 78

143 xnhancementLofLηSHeZηSHfZmediatedLmismatchLrecognitionLbyLtheLyeastLηζHdZκηSdLcomplexaL
CurrentmBiologyYL1997YLjYLjlcZf 6.3 76

142 TranslesionLsynthesisLpastLacroleinZderivedLwθtLadductYLgammaLZhydroxypropanodeoxyguanosineYL
byLyeastLandLhumanLwθtLpolymeraseLetaaLJournalmofmBiologicalmChemistryYL2003YLejkYLjkgZlc 5.4 76

141 θucleotideLexcisionLrepairLinLyeastLisLmediatedLbyLsequentialLassemblyLofLrepairLfactorsLandLnotLbyL
aLpreZassembledLrepairosomeaLJournalmofmBiologicalmChemistryYL1996YLejdYLklcfZdc 5.4 74

140 YeastLopenLreadingLframeLYvνdgvLencodesLaLwθtLbetaZpolymeraseZlikeLenzymeaLNucleicmAcidsm
ResearchYL1993YLedYLhfcdZj 20.1 72

139 YeastLνadjZνaddiLcomplexYLspecificLforLtheLnucleotideLexcisionLrepairLofLtheLnontranscribedLwθtL
strandYLisLanLtTκZdependentLwθtLdamageLsensoraLJournalmofmBiologicalmChemistryYL1997YLejeYLediihZk 5.4 71

138 xvidenceLforLtheLinvolvementLofLnucleotideLexcisionLrepairLinLtheLremovalLofLabasicLsitesLinLyeastaL
MolecularmandmCellularmBiologyYL2000YLecYLfheeZk 4.8 70

137
ηechanismLofLnucleotideLincorporationLoppositeLaLthymineZthymineLdimerLbyLyeastLwθtL
polymeraseLetaaLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaYL
2003YLdccYLdeclfZk

11.5 69

136 vomplexLformationLofLyeastLνevdLandLνevjLproteinsmLaLnovelLroleLforLtheLpolymeraseZassociatedL
domainaLMolecularmandmCellularmBiologyYL2005YLehYLljfgZgc 4.8 69

135 YeastLwθtLrepairLproteinLνtwefLpromotesLcomplexLformationLbetweenLtranscriptionLfactorLTyααHL
andLwθtLdamageLrecognitionLfactorLνtwdgaLJournalmofmBiologicalmChemistryYL1995YLejcYLkfkhZk 5.4 69

134 wefectiveLexcisionLofLpyrimidineLdimersLandLinterstrandLwθtLcrosslinksLinLradjLandLradefLmutantsL
ofLSaccharomycesLcerevisiaeaLMolecularmGeneticsmandmGenomicsYL1982YLdkkYLefhZl 69
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133 StructuralLbasisLforLcisplatinLwθtLdamageLtoleranceLbyLhumanLpolymeraseL˛•LduringLcancerL
chemotherapyaLNaturemStructuralmandmMolecularmBiologyYL2012YLdlYLiekZfe 17.6 68

132
uiochemicalLevidenceLforLtheLrequirementLofLHoogsteenLbaseLpairingLforLreplicationLbyLhumanLwθtL
polymeraseLiotaaLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaYL
2005YLdceYLdcgiiZjd

11.5 68

131
νepairLofLpyrimidineLdimersLinLradiationZsensitiveLmutantsLradfYLradgYLradiLandLradlLofL
SaccharomycesLcerevisiaeaLMutationmResearchm-mFundamentalmandmMolecularmMechanismsmofm
MutagenesisYL1977YLghYLdfZec

3.3 68

130
xxpressionLofLtheLSaccharomycesLcerevisiaeLwθtLrepairLgeneLνtwiLthatLencodesLaLubiquitinL
conjugatingLenzymeYLincreasesLinLresponseLtoLwθtLdamageLandLinLmeiosisLbutLremainsLconstantL
duringLtheLmitoticLcellLcycleaLNucleicmAcidsmResearchYL1990YLdkYLjjdZk

20.1 67

129 wpogLisLhinderedLinLextendingLaLzaTLmismatchLbyLaLreverseLwobbleaLNaturemStructuralmandmMolecularm
BiologyYL2004YLddYLghjZie 17.6 66

128 νecombinationLandLmutagenesisLinLradiLmutantsLofLSaccharomycesLcerevisiaemLevidenceLforL
multipleLfunctionsLofLtheLνtwiLgeneaLMolecularmGeneticsmandmGenomicsYL1981YLdkgYLgdcZh 66

127 ηutationalLspecificityLandLgeneticLcontrolLofLreplicativeLbypassLofLanLabasicLsiteLinLyeastaL
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaYL2008YLdchYLddjcZh 11.5 65

126 xrrorZfreeLreplicativeLbypassLofLUiZgVLphotoproductsLbyLwθtLpolymeraseLzetaLinLmouseLandLhumanL
cellsaLGenesmandmDevelopmentYL2010YLegYLdefZk 12.6 63

125 xζtdLandLvUζfLareLrequiredLalongLwithLxζvdLforLνθtLpolymeraseLααLpolyubiquitylationLandL
degradationLinLwθtZdamagedLyeastLcellsaLMolecularmandmCellularmBiologyYL2007YLejYLfeddZi 4.8 60

124 νepairLofLalkylationLdamagemLstabilityLofLmethylLgroupsLinLuacillusLsubtilisLtreatedLwithLmethylL
methanesulfonateaLJournalmofmBacteriologyYL1970YLdceYLjicZi 3.5 60

123 fTZphosphodiesteraseLandLfTZZqhTLexonucleaseLactivitiesLofLyeastLtpneLproteinLandLrequirementLofL
theseLactivitiesLforLrepairLofLoxidativeLwθtLdamageaLMolecularmandmCellularmBiologyYL2001YLedYLdihiZid 4.8 59

122 tnLincomingLnucleotideLimposesLanLantiLtoLsynLconformationalLchangeLonLtheLtemplatingLpurineLinL
theLhumanLwθtLpolymeraseZiotaLactiveLsiteaLStructureYL2006YLdgYLjglZhh 5.2 58

121 ThreeLadditionalLgenesLinvolvedLinLpyrimidineLdimerLremovalLinLSaccharomycesLcerevisiaemLνtwjYL
νtwdgLandLηηSdlaLMolecularmGeneticsmandmGenomicsYL1979YLdjiYLfhdZl 58

120 νequirementLforLyeastLνtweiYLaLhomologLofLtheLhumanLvSuLgeneYLinLelongationLbyLνθtL
polymeraseLααaLMolecularmandmCellularmBiologyYL2001YLedYLkihdZi 4.8 57

119 StructureLofLtheLhumanLνevdZwθtZdθTκLternaryLcomplexaLJournalmofmMolecularmBiologyYL2009YLflcYLillZjcl6.5 56

118 vrystalLstructureLofLtheLSaccharomycesLcerevisiaeLubiquitinZconjugatingLenzymeLνadiLatLeaiLtL
resolutionaLJournalmofmBiologicalmChemistryYL1998YLejfYLiejdZi 5.4 56

117 HumanLwθtLpolymeraseLiotaLutilizesLdifferentLnucleotideLincorporationLmechanismsLdependentL
uponLtheLtemplateLbaseaLMolecularmandmCellularmBiologyYL2004YLegYLlfiZgf 4.8 55

116 tpurinicLendonucleaseLactivityLofLyeastLtpneLproteinaLJournalmofmBiologicalmChemistryYL2000YLejhYLeegejZfg5.4 55
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115 νeconstitutionLofLTyααHLandLrequirementLofLitsLwθtLhelicaseLsubunitsYLνadfLandLνadehYLinLtheL
incisionLstepLofLnucleotideLexcisionLrepairaLJournalmofmBiologicalmChemistryYL1996YLejdYLdckedZi 5.4 55

114
xrrorZfreeLreplicativeLbypassLofLthymineLglycolLbyLtheLcombinedLactionLofLwθtLpolymerasesLkappaL
andLzetaLinLhumanLcellsaLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofm
AmericaYL2010YLdcjYLdgddiZed

11.5 54

113 νtweiYLtheLyeastLhomologLofLhumanLvockayneTsLsyndromeLgroupLuLgeneYLencodesLaL
wθtZdependentLtTκaseaLJournalmofmBiologicalmChemistryYL1996YLejdYLdkfdgZj 5.4 54

112 TranscriptLlevelsLofLtheLSaccharomycesLcerevisiaeLwθtLrepairLgeneLνtwdkLincreaseLinLUVLirradiatedL
cellsLandLduringLmeiosisLbutLnotLduringLtheLmitoticLcellLcycleaLNucleicmAcidsmResearchYL1991YLdlYLklfZk 20.1 53

111 SpecificLinductionLofLtransitionsLandLtransversionsLofLzZvLbaseLpairsLbyLgZnitroquinolineZdZoxideLinL
isoZdZcytochromeLcLmutantsLofLyeastaLJournalmofmMolecularmBiologyYL1974YLkhYLhdZih 6.5 53

110
κvθtLbindingLdomainsLinLallLthreeLsubunitsLofLyeastLwθtLpolymeraseL˛·LmodulateLitsLfunctionLinL
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