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Cascade regulation of Caulobacter flagellar and chemotaxis genes. Journal of Molecular Biology,
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The Drosophila Brahma (SWI/SNF) chromatin remodeling complex exhibits cell-type specific activation
and repression functions. Developmental Biology, 2004, 267, 279-293.
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The chromatin remodeling and mRNA splicing functions of the Brahma (SWI/SNF) complex are mediated 145 40
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SNR1 (INI1/SNF5) Mediates Important Cell Growth Functions of the Drosophila Brahma (SWI/SNF)
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The Drosophila COMPASS-like Cmi-Trr coactivator complex regulates dpp/BMP signaling in pattern
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The Drosophila MLR COMPASS complex is essential for programming cis-regulatory information and
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