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i Paper IF Citations

220 xowKepigenomicsKbrokeKtheKmoldjKanKinterviewKwithKPeterKW´ αairdZZKEpigenomicsWK2022WKadWKc]cYc]h 4.4

219 TheKuxceptionalKRespondersKynitiativejKveasibilityKofKaKγationalKsancerKynstituteKPilotKStudyZKJournalj
ofjthejNationaljCancerjInstituteWK2021WKaacWKbgYcg 9.7 9

218 βolecularKveaturesKofKsancersKuxhibitingKuxceptionalKResponsesKtoKTreatmentZKCancerjCellWK2021WK
ciWKchYecZeg 24.3 18

217 WholeYgenomeKcharacterizationKofKlungKadenocarcinomasKlackingKtheKRT [RqS[RqvKpathwayZKCellj
ReportsWK2021WKcdWKa]hg]g 10.6 7

216 qnalyticalKprotocolKtoKidentifyKlocalKancestryYassociatedKmolecularKfeaturesKinKcancerZKSTARj
ProtocolsWK2021WKbWKa]]gff 1.4 0

215 PhaseKyKtrialKofKTRsa]bKSmethoxyamineKxslTKinKcombinationKwithKtemozolomideKinKpatientsKwithK
relapsedKsolidKtumorsKandKlymphomasZKOncotargetWK2020WKaaWKcieiYciga 3.3 4

214 somprehensiveKqnalysisKofKweneticKqncestryKandKytsKβolecularKsorrelatesKinKsancerZKCancerjCellWK
2020WKcgWKfciYfedZef 24.3 56

213 SystematicKqssessmentKofKTumorKPurityKandKytsKslinicalKymplicationsZKJCOjPrecisionjOncologyWK2020WK
dWK 3.6 7

212 ynKvivoKqpplicationKofKtheKRuβOTuYcontrolKSystemKforKtheKβanipulationKofKundogenousKweneK
uxpressionZKJournaljofjVisualizedjExperimentsWK2019WK 1.6 1

211 γonYinvasiveKdiagnosisKofKearlyYstageKlungKcancerKusingKhighYthroughputKtargetedKtγqKmethylationK
sequencingKofKcirculatingKtumorKtγqKScttγqTZKTheranosticsWK2019WKiWKb]efYb]g] 12.1 68

210 reforeKandKqfterjKsomparisonKofKαegacyKandKxarmonizedKTswqKwenomicKtataKsommonsRKtataZKCellj
SystemsWK2019WKiWKbdYcdZea] 10.6 64

209 tifferencesKinKwenomeYwideKtγqKβethylationKProfilesKinKrreastKβilkKbyKRaceKandKαactationK
turationZKCancerjPreventionjResearchWK2019WKabWKghaYgi] 3.2 3

208 qnKyntegratedKTswqKPanYsancerKslinicalKtataKResourceKtoKtriveKxighYQualityKSurvivalKOutcomeK
qnalyticsZKCellWK2018WKagcWKd]]YdafZeaa 56.2 1072

207 somprehensiveKsharacterizationKofKsancerKtriverKwenesKandKβutationsZKCellWK2018WKagcWKcgaYcheZeah 56.2 854

206 sellYofYOriginKPatternsKtominateKtheKβolecularKslassificationKofKa]W]]]KTumorsKfromKccKTypesKofK
sancerZKCellWK2018WKagcWKbiaYc]dZef 56.2 888

205 qKPanYsancerKqnalysisKofKunhancerKuxpressionKinKγearlyKi]]]KPatientKSamplesZKCellWK2018WKagcWKchfYciiZeab56.2 133

204 PerspectiveKonKOncogenicKProcessesKatKtheKundKofKtheKreginningKofKsancerKwenomicsZKCellWK2018WK
agcWKc]eYcb]Zea] 56.2 166
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203 βachineKαearningKydentifiesKStemnessKveaturesKqssociatedKwithKOncogenicKtedifferentiationZKCellWK
2018WKagcWKcchYcedZeae 56.2 560

202 OncogenicKSignalingKPathwaysKinKTheKsancerKwenomeKqtlasZKCellWK2018WKagcWKcbaYccgZea] 56.2 1124

201 SomaticKβutationalKαandscapeKofKSplicingKvactorKwenesKandKTheirKvunctionalKsonsequencesKacrossK
ccKsancerKTypesZKCelljReportsWK2018WKbcWKbhbYbifZed 10.6 188

200 triverKvusionsKandKTheirKymplicationsKinKtheKtevelopmentKandKTreatmentKofKxumanKsancersZKCellj
ReportsWK2018WKbcWKbbgYbchZec 10.6 235

199 wenomicWKPathwayKγetworkWKandKymmunologicKveaturesKtistinguishingKSquamousKsarcinomasZKCellj
ReportsWK2018WKbcWKaidYbabZef 10.6 146

198 PanYsancerKqnalysisKofKlncRγqKRegulationKSupportsKTheirKTargetingKofKsancerKwenesKinKuachKTumorK
sontextZKCelljReportsWK2018WKbcWKbigYcabZeab 10.6 147

197 TheKsancerKwenomeKqtlasKsomprehensiveKβolecularKsharacterizationKofKRenalKsellKsarcinomaZKCellj
ReportsWK2018WKbcWKcacYcbfZee 10.6 295

196 SpatialKOrganizationKandKβolecularKsorrelationKofKTumorYynfiltratingKαymphocytesKUsingKteepK
αearningKonKPathologyKymagesZKCelljReportsWK2018WKbcWKahaYaicZeg 10.6 366

195 TheKymmuneKαandscapeKofKsancerZKImmunityWK2018WKdhWKhabYhc]Zead 32.3 1754

194 βachineKαearningKtetectsKPanYcancerKRasKPathwayKqctivationKinKTheKsancerKwenomeKqtlasZKCellj
ReportsWK2018WKbcWKagbYah]Zec 10.6 66

193 yntegratedKwenomicKqnalysisKofKtheKUbiquitinKPathwayKacrossKsancerKTypesZKCelljReportsWK2018WKbcWKbacYbbfZec10.6 56

192 wenomicKandKβolecularKαandscapeKofKtγqKtamageKRepairKteficiencyKacrossKTheKsancerKwenomeK
qtlasZKCelljReportsWK2018WKbcWKbciYbedZef 10.6 405

191 βolecularKsharacterizationKandKslinicalKRelevanceKofKβetabolicKuxpressionKSubtypesKinKxumanK
sancersZKCelljReportsWK2018WKbcWKbeeYbfiZed 10.6 112

190 SystematicKqnalysisKofKSpliceYSiteYsreatingKβutationsKinKsancerZKCelljReportsWK2018WKbcWKbg]YbhaZec 10.6 121

189 qKtistinctKtγqKβethylationKShiftKinKaKSubsetKofKwliomaKspwKyslandKβethylatorKPhenotypesKduringK
TumorKRecurrenceZKCelljReportsWK2018WKbcWKfcgYfea 10.6 90

188 TheKyntegratedKwenomicKαandscapeKofKThymicKupithelialKTumorsZKCancerjCellWK2018WKccWKbddYbehZea] 24.3 150

187 ScalableKOpenKScienceKqpproachKforKβutationKsallingKofKTumorKuxomesKUsingKβultipleKwenomicK
PipelinesZKCelljSystemsWK2018WKfWKbgaYbhaZeg 10.6 320

186 PanYcancerKqlterationsKofKtheKβYsKOncogeneKandKytsKProximalKγetworkKacrossKtheKsancerKwenomeK
qtlasZKCelljSystemsWK2018WKfWKbhbYc]]Zeb 10.6 159

(2018-2018)
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185 lncRγqKupigeneticKαandscapeKqnalysisKydentifiesKuPysaKasKanKOncogenicKlncRγqKthatKynteractsKwithK
βYsKandKPromotesKsellYsycleKProgressionKinKsancerZKCancerjCellWK2018WKccWKg]fYgb]Zei 24.3 275

184 wenomicKandKvunctionalKqpproachesKtoKUnderstandingKsancerKqneuploidyZKCancerjCellWK2018WKccWKfgfYfhiZec24.3 377

183 somparativeKβolecularKqnalysisKofKwastrointestinalKqdenocarcinomasZKCancerjCellWK2018WKccWKgbaYgceZeh 24.3 228

182 qKsomprehensiveKPanYsancerKβolecularKStudyKofKwynecologicKandKrreastKsancersZKCancerjCellWK2018
WKccWKfi]Yg]eZei 24.3 277

181 tγqKmethylationKlossKinKlateYreplicatingKdomainsKisKlinkedKtoKmitoticKcellKdivisionZKNaturejGeneticsWK
2018WKe]WKeiaYf]b 36.3 133

180 somprehensiveKqnalysisKofKqlternativeKSplicingKqcrossKTumorsKfromKhWg]eKPatientsZKCancerjCellWK
2018WKcdWKbaaYbbdZef 24.3 327

179 SeSqβejKreducingKartifactualKdetectionKofKtγqKmethylationKbyKynfiniumKreadshipsKinKgenomicK
deletionsZKNucleicjAcidsjResearchWK2018WKdfWKeabc 20.1 94

178 yntegratedKβolecularKsharacterizationKofKTesticularKwermKsellKTumorsZKCelljReportsWK2018WKbcWKccibYcd]f10.6 200

177 qbstractKcc]bjKTheKmolecularKlandscapeKofKoncogenicKsignalingKpathwaysKinKTheKsancerKwenomeK
qtlasK2018WK 5

176 βethyαightKandKtigitalKβethyαightZKMethodsjinjMolecularjBiologyWK2018WKag]hWKdigYeac 1.4 7

175 qKPanYsancerKqnalysisKRevealsKxighYvrequencyKweneticKqlterationsKinKβediatorsKofKSignalingKbyKtheK
TwvY˛†KSuperfamilyZKCelljSystemsWK2018WKgWKdbbYdcgZeg 10.6 85

174 TheKchromatinKaccessibilityKlandscapeKofKprimaryKhumanKcancersZKScienceWK2018WKcfbWK 33.3 392

173 somprehensiveKβolecularKsharacterizationKofKtheKxippoKSignalingKPathwayKinKsancerZKCelljReportsWK
2018WKbeWKac]dYacagZee 10.6 152

172 somparisonKofKrreastKsancerKβolecularKveaturesKandKSurvivalKbyKqfricanKandKuuropeanKqncestryKinK
TheKsancerKwenomeKqtlasZKJAMAjOncologyWK2017WKcWKafedYaffb 13.4 146

171 somprehensiveKandKyntegrativeKwenomicKsharacterizationKofKxepatocellularKsarcinomaZKCellWK2017WK
afiWKacbgYacdaZebc 56.2 1125

170 yntegratedKβolecularKsharacterizationKofKUterineKsarcinosarcomaZKCancerjCellWK2017WKcaWKdaaYdbc 24.3 210

169 TranscriptionalKheterogeneityKinKtheKlactaseKgeneKwithinKcellYtypeKisKlinkedKtoKtheKepigenomeZK
ScientificjReportsWK2017WKgWKdahdc 4.9 6

168 yntegrativeKwenomicKqnalysisKofKsholangiocarcinomaKydentifiesKtistinctKytxYβutantKβolecularK
ProfilesZKCelljReportsWK2017WKahWKbgh]Ybgid 10.6 247
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167 sombinationKupigeneticKTherapyKinKqdvancedKrreastKsancerKwithKeYqzacitidineKandKuntinostatjKqK
PhaseKyyKγationalKsancerKynstitute[StandKUpKtoKsancerKStudyZKClinicaljCancerjResearchWK2017WKbcWKbfiaYbg]a12.9 84

166 somprehensiveKβolecularKsharacterizationKofKβuscleYynvasiveKrladderKsancerZKCellWK2017WKagaWKed]YeefZebe56.2 961

165 TheKRuβOTuYcontrolKsystemjKaKsystemKforKreversibleKandKtunableKcontrolKofKendogenousKgeneK
expressionKinKmiceZKNucleicjAcidsjResearchWK2017WKdeWKabbefYabbfi 20.1 5

164 sombinationKepigeneticKtherapyKinKmetastaticKcolorectalKcancerKSmsRsTKwithKsubcutaneousK
eYazacitidineKandKentinostatjKaKphaseKbKconsortium[standKupKbKcancerKstudyZKOncotargetWK2017WKhWKcecbfYcecch3.3 52

163 somprehensiveKcharacterizationWKannotationKandKinnovativeKuseKofKynfiniumKtγqKmethylationK
readshipKprobesZKNucleicjAcidsjResearchWK2017WKdeWKebb 20.1 254

162 qKmutationalKsignatureKrevealsKalterationsKunderlyingKdeficientKhomologousKrecombinationKrepairK
inKbreastKcancerZKNaturejGeneticsWK2017WKdiWKadgfYadhf 36.3 255

161 yntegratedKwenomicKsharacterizationKofKPancreaticKtuctalKqdenocarcinomaZKCancerjCellWK2017WKcbWKaheYb]cZeac24.3 896

160 somprehensiveKandKyntegratedKwenomicKsharacterizationKofKqdultKSoftKTissueKSarcomasZKCellWK2017WK
agaWKie]YifeZebh 56.2 451

159 qssociationKofKhighKmicrovesselK˛–˛†KandKlowKPTuγKwithKpoorKoutcomeKinKstageKcKneuroblastomajK
rationaleKforKusingKfirstKinKclassKdualKPyc [rRtdKinhibitorWKSvaabfZKOncotargetWK2017WKhWKebaicYebba] 3.3 18

158 somprehensiveKmolecularKcharacterizationKandKanalysisKofKmuscleYinvasiveKurothelialKcarcinomasZZK
JournaljofjClinicaljOncologyWK2017WKceWKde]]Yde]] 2.2 4

157 QuantitativeKcomparisonKofKtγqKmethylationKassaysKforKbiomarkerKdevelopmentKandKclinicalK
applicationsZKNaturejBiotechnologyWK2016WKcdWKgbfYcg 44.5 204

156
uffectsKofKfolylpolyglutamateKsynthaseKmodulationKonKglobalKandKgeneYspecificKtγqKmethylationK
andKgeneKexpressionKinKhumanKcolonKandKbreastKcancerKcellsZKJournaljofjNutritionaljBiochemistryWK
2016WKbiWKbgYce

6.3 6

155 βolecularKProfilingKRevealsKriologicallyKtiscreteKSubsetsKandKPathwaysKofKProgressionKinKtiffuseK
wliomaZKCellWK2016WKafdWKee]Yfc 56.2 1140

154 PromoterKβethylationKqnalysisKRevealsKThatK sγqeKyonKshannelKSilencingKSupportsKuwingKSarcomaK
sellKProliferationZKMolecularjCancerjResearchWK2016WKadWKbfYcd 6.6 20

153 somprehensiveKβolecularKsharacterizationKofKPapillaryKRenalYsellKsarcinomaZKNewjEnglandjJournalj
ofjMedicineWK2016WKcgdWKaceYde 59.2 753

152 slinicopathologicKRiskKvactorKtistributionsKforKβαxaKPromoterKRegionKβethylationKinK
syβPYPositiveKTumorsZKCancerjEpidemiologyjBiomarkersjandjPreventionWK2016WKbeWKfhYge 4 16

151 somprehensiveKcharacterizationKofKdabKmuscleKinvasiveKurothelialKcarcinomasjKvinalKanalysisKofKTheK
sancerKwenomeKqtlasKSTswqTKprojectZZKJournaljofjClinicaljOncologyWK2016WKcdWKd]eYd]e 2.2 1

150 qllKThingsKinKβoderationjKPreventionKofKyntestinalKqdenomasKbyKtγqKxypomethylationZKCancerj
PreventionjResearchWK2016WKiWKe]iYaa 3.2

(2016-2017)

5



149 tγqKdefectsWKepigeneticsWKandKgeneKexpressionKinKcancerYadjacentKbreastjKaKstudyKfromKTheKsancerK
wenomeKqtlasZKNpjjBreastjCancerWK2016WKbWKaf]]g 7.8 25

148
ydentificationKofKactivatedKenhancersKandKlinkedKtranscriptionKfactorsKinKbreastWKprostateWKandK
kidneyKtumorsKbyKtracingKenhancerKnetworksKusingKepigeneticKtraitsZKEpigeneticsjandjChromatinWK
2016WKiWKe]

5.8 40

147 ˛‡YwlutamylKhydrolaseKmodulationKsignificantlyKinfluencesKglobalKandKgeneYspecificKtγqKmethylationK
andKgeneKexpressionKinKhumanKcolonKandKbreastKcancerKcellsZKGenesjandjNutritionWK2015WKa]WKddd 4.3 9

146 somprehensiveWKyntegrativeKwenomicKqnalysisKofKtiffuseKαowerYwradeKwliomasZKNewjEnglandj
JournaljofjMedicineWK2015WKcgbWKbdhaYih 59.2 1828

145 somprehensiveKβolecularKPortraitsKofKynvasiveKαobularKrreastKsancerZKCellWK2015WKafcWKe]fYai 56.2 1055

144 qssociationKbetweenKmolecularKsubtypesKofKcolorectalKcancerKandKpatientKsurvivalZKGastroenterology
WK2015WKadhWKggYhgZeb 13.3 273

143 ynferringKregulatoryKelementKlandscapesKandKtranscriptionKfactorKnetworksKfromKcancerK
methylomesZKGenomejBiologyWK2015WKafWKa]e 18.3 123

142 TumorKruddingKinKsolorectalKsarcinomajKsonfirmationKofKPrognosticKSignificanceKandKxistologicK
sutoffKinKaKPopulationYbasedKsohortZKAmericanjJournaljofjSurgicaljPathologyWK2015WKciWKacd]Yf 6.7 72

141 WholeYgenomeKandKmultisectorKexomeKsequencingKofKprimaryKandKpostYtreatmentKglioblastomaK
revealsKpatternsKofKtumorKevolutionZKGenomejResearchWK2015WKbeWKcafYbg 9.7 240

140 qssociationKofKtheKcolorectalKspwKislandKmethylatorKphenotypeKwithKmolecularKfeaturesWKriskK
factorsWKandKfamilyKhistoryZKCancerjEpidemiologyjBiomarkersjandjPreventionWK2015WKbdWKeabYeai 4 59

139 qbstractKSbY]djKsomprehensiveKmolecularKcharacterizationKofKinvasiveKlobularKbreastKtumorsK2015WK 7

138 qbstractKbifijKProgressKinKTheKsancerKwenomeKqtlasKbladderKcancerKprojectK2015WK 2

137 TheKsomaticKgenomicKlandscapeKofKchromophobeKrenalKcellKcarcinomaZKCancerjCellWK2014WKbfWKcaiYcc] 24.3 521

136 βultiplatformKanalysisKofKabKcancerKtypesKrevealsKmolecularKclassificationKwithinKandKacrossKtissuesK
ofKoriginZKCellWK2014WKaehWKibiYidd 56.2 935

135 βultiscaleKrepresentationKofKgenomicKsignalsZKNaturejMethodsWK2014WKaaWKfhiYid 21.6 21

134 γonYspecificKfilteringKofKbetaYdistributedKdataZKBMCjBioinformaticsWK2014WKaeWKaii 3.6 11

133 somprehensiveKmolecularKprofilingKofKurothelialKbladderKcancerKatKtheKtγqWKRγqWKandKproteinK
levelsjKqKTswqKprojectZZKJournaljofjClinicaljOncologyWK2014WKcbWKde]iYde]i 2.2 1

132 βolecularKsubtypesKofKcolorectalKcancerKinKrelationKtoKdiseaseKsurvivalZZKJournaljofjClinicaljOncologyWK
2014WKcbWKdeaYdea 2.2
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131 ynferringKtumourKpurityKandKstromalKandKimmuneKcellKadmixtureKfromKexpressionKdataZKNaturej
CommunicationsWK2013WKdWKbfab 17.4 2572

130 qlterationsKinKdeoxyribonucleicKacidKStγqTKmethylationKpatternsKofKsalcaWKTimpcWKβmpbWKandKygfbrK
areKassociatedKwithKchronicKcystitisKinKaKcyclophosphamideYinducedKmouseKmodelZKUrologyWK2013WKhbWKbecZeiYae1.6 4

129 TheKsomaticKgenomicKlandscapeKofKglioblastomaZKCellWK2013WKaeeWKdfbYgg 56.2 2900

128 TheKlandscapeKofKmicrosatelliteKinstabilityKinKcolorectalKandKendometrialKcancerKgenomesZKCellWK2013
WKaeeWKhehYfh 56.2 247

127 PanYcancerKpatternsKofKsomaticKcopyKnumberKalterationZKNaturejGeneticsWK2013WKdeWKaacdYd] 36.3 1198

126 qssociationsKbetweenKcolorectalKcancerKmolecularKmarkersKandKpathwaysKwithKclinicopathologicK
featuresKinKolderKwomenZKGastroenterologyWK2013WKadeWKcdhYefZeaYb 13.3 45

125 ynterplayKbetweenKtheKcancerKgenomeKandKepigenomeZKCellWK2013WKaecWKchYee 56.2 588

124 yntegratedKgenomicKcharacterizationKofKendometrialKcarcinomaZKNatureWK2013WKdigWKfgYgc 50.4 2800

123 wenomicKandKepigenomicKlandscapesKofKadultKdeKnovoKacuteKmyeloidKleukemiaZKNewjEnglandj
JournaljofjMedicineWK2013WKcfhWKb]eiYgd 59.2 3137

122 weneKdysregulationKbyKhistoneKvariantKxbqZZKinKbladderKcancerZKEpigeneticsjandjChromatinWK2013WKfWKcd 5.8 61

121 qnKepidemiologicKandKgenomicKinvestigationKintoKtheKobesityKparadoxKinKrenalKcellKcarcinomaZK
JournaljofjthejNationaljCancerjInstituteWK2013WKa]eWKahfbYg] 9.7 161

120 αowYlevelKprocessingKofKylluminaKynfiniumKtγqKβethylationKreadqrraysZKNucleicjAcidsjResearchWK
2013WKdaWKei] 20.1 393

119 upigeneticKanalysisKleadsKtoKidentificationKofKxγvarKasKaKsubtypeYspecificKsusceptibilityKgeneKforK
ovarianKcancerZKNaturejCommunicationsWK2013WKdWKafbh 17.4 124

118 qlterationsKofKimmuneKresponseKofKγonYSmallKsellKαungKsancerKwithKqzacytidineZKOncotargetWK2013WK
dWKb]fgYgi 3.3 285

117 risYSγPjKcombinedKtγqKmethylationKandKSγPKcallingKforKrisulfiteYseqKdataZKGenomejBiologyWK2012WK
acWKRfa 18.3 179

116 ynKepigeneticKtherapyWKlessKisKmoreZKCelljStemjCellWK2012WKa]WKcecYd 18 23

115 PostmenopausalKhormoneKtherapyKandKcolorectalKcancerKriskKbyKmolecularlyKdefinedKsubtypesK
amongKolderKwomenZKGutWK2012WKfaWKabiiYc]e 19.2 34

114 unvironmentalKepigeneticsjKprospectsKforKstudyingKepigeneticKmediationKofKexposureYresponseK
relationshipsZKHumanjGeneticsWK2012WKacaWKaefeYhi 6.3 258

(2012-2013)
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113 qbsoluteKquantificationKofKsomaticKtγqKalterationsKinKhumanKcancerZKNaturejBiotechnologyWK2012WK
c]WKdacYba 44.5 1229

112 uxploringKtheKcancerKmethylomeZKBMCjProceedingsWK2012WKfWK 2.3 78

111 qssociationsKbetweenKintakeKofKfolateKandKrelatedKmicronutrientsKwithKmolecularlyKdefinedK
colorectalKcancerKrisksKinKtheKyowaKWomenRsKxealthKStudyZKNutritionjandjCancerWK2012WKfdWKhiiYia] 2.8 27

110 qKblueprintKforKanKinternationalKcancerKepigenomeKconsortiumZKqKreportKfromKtheKqqsRKsancerK
upigenomeKTaskKvorceZKCancerjResearchWK2012WKgbWKfcaiYbd 10.1 21

109 wenomeYscaleKanalysisKofKaberrantKtγqKmethylationKinKcolorectalKcancerZKGenomejResearchWK2012WK
bbWKbgaYhb 9.7 466

108 tiscoveryKofKmultiYdimensionalKmodulesKbyKintegrativeKanalysisKofKcancerKgenomicKdataZKNucleicj
AcidsjResearchWK2012WKd]WKicgiYia 20.1 225

107 sancerKrisksKforKtheKrelativesKofKcolorectalKcancerKcasesKwithKaKmethylatedKβαxaKpromoterKregionjK
dataKfromKtheKsolorectalKsancerKvamilyKRegistryZKCancerjPreventionjResearchWK2012WKeWKcbhYce 3.2 9

106 wenomeYscaleKdiscoveryKofKtγqYmethylationKbiomarkersKforKbloodYbasedKdetectionKofKcolorectalK
cancerZKPLoSjONEWK2012WKgWKee]bff 3.7 88

105 RegionsKofKfocalKtγqKhypermethylationKandKlongYrangeKhypomethylationKinKcolorectalKcancerK
coincideKwithKnuclearKlaminaYassociatedKdomainsZKNaturejGeneticsWK2011WKddWKd]Yf 36.3 474

104 qlcoholKintakeKandKcolorectalKcancerKriskKbyKmolecularlyKdefinedKsubtypesKinKaKprospectiveKstudyKofK
olderKwomenZKCancerjPreventionjResearchWK2011WKdWKb]ceYdc 3.2 16

103 RepeatedKassessmentKbyKhighYthroughputKassayKdemonstratesKthatKspermKtγqKmethylationKlevelsK
are´ highlyKreproducibleZKFertilityjandjSterilityWK2011WKifWKacbeYc] 4.8 6

102 upigeneticKsubgroupsKofKesophagealKandKgastricKadenocarcinomaKwithKdifferentialKwqTqeKtγqK
methylationKassociatedKwithKclinicalKandKlifestyleKfactorsZKPLoSjONEWK2011WKfWKebeihe 3.7 10

101 wenomeYscaleKscreenKforKtγqKmethylationYbasedKdetectionKmarkersKforKovarianKcancerZKPLoSjONEWK
2011WKfWKebhada 3.7 45

100 βodelingKmeasurementKerrorKinKtumorKcharacterizationKstudiesZKBMCjBioinformaticsWK2011WKabWKbhd 3.6 2

99 vrequencyKofKdeletionsKofKuPsqβKSTqsSTtaTKinKβSxbYassociatedKαynchKsyndromeKcasesZKJournaljofj
MolecularjDiagnosticsWK2011WKacWKicYi 5.1 71

98 ScreeningKethnicallyKdiverseKhumanKembryonicKstemKcellsKidentifiesKaKchromosomeKb]KminimalK
ampliconKconferringKgrowthKadvantageZKNaturejBiotechnologyWK2011WKbiWKaacbYdd 44.5 406

97 qlteredKfolateKavailabilityKmodifiesKtheKmolecularKenvironmentKofKtheKhumanKcolorectumjK
implicationsKforKcolorectalKcarcinogenesisZKCancerjPreventionjResearchWK2011WKdWKec]Ydc 3.2 35

96 ReductionKofKpancreaticKacinarKcellKtumorKmultiplicityKinKtnmtaKhypomorphicKmiceZKCarcinogenesisWK
2011WKcbWKhbiYce 4.6 16
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95 qbstractKαrYagcjKwenomeYscaleKanalysisKofKaberrantKtγqKmethylationKinKcolorectalKcancerK2011WK 4

94 PrinciplesKandKchallengesKofKgenomewideKtγqKmethylationKanalysisZKNaturejReviewsjGeneticsWK2010WK
aaWKaiaYb]c 30.1 1226

93 tγqKmethylationKprofilesKofKovarianKepithelialKcarcinomaKtumorsKandKcellKlinesZKPLoSjONEWK2010WKeWKeicei3.7 68

92 tγqKmethylationKasKaKbiomarkerKforKcardiovascularKdiseaseKriskZKPLoSjONEWK2010WKeWKeifib 3.7 247

91 upigenomicsYbasedKdiagnosticsZKClinicaljChemistryWK2010WKefWKabafYi 5.5 7

90 sigaretteKsmokingKandKcolorectalKcancerKriskKbyKmolecularlyKdefinedKsubtypesZKJournaljofjthej
NationaljCancerjInstituteWK2010WKa]bWKa]abYbb 9.7 224

89 UniqueKtγqKmethylationKpatternsKdistinguishKnoninvasiveKandKinvasiveKurothelialKcancersKandK
establishKanKepigeneticKfieldKdefectKinKpremalignantKtissueZKCancerjResearchWK2010WKg]WKhafiYgh 10.1 133

88 upigeneticKanalysisKofK SxVKlatentKandKlyticKgenomesZKPLoSjPathogensWK2010WKfWKea]]a]ac 7.6 175

87 xormoneKtherapyWKtγqKmethylationKandKcolonKcancerZKCarcinogenesisWK2010WKcaWKa]f]Yg 4.6 28

86 βicrocellYmediatedKchromosomeKtransferKidentifiesKuPrdaαcKasKaKfunctionalKsuppressorKofK
epithelialKovarianKcancersZKNeoplasiaWK2010WKabWKegiYhi 6.4 32

85 qgeYdependentKtγqKmethylationKofKgenesKthatKareKsuppressedKinKstemKcellsKisKaKhallmarkKofKcancerZK
GenomejResearchWK2010WKb]WKdd]Yf 9.7 638

84 ydentificationKofKaKspwKislandKmethylatorKphenotypeKthatKdefinesKaKdistinctKsubgroupKofKgliomaZK
CancerjCellWK2010WKagWKea]Ybb 24.3 1754

83 VitaminKsKpromotesKwidespreadKyetKspecificKtγqKdemethylationKofKtheKepigenomeKinKhumanK
embryonicKstemKcellsZKStemjCellsWK2010WKbhWKahdhYee 5.8 131

82 SpecificKvariantsKinKtheKβαxaKgeneKregionKmayKdriveKtγqKmethylationWKlossKofKproteinKexpressionWK
andKβSyYxKcolorectalKcancerZKPLoSjONEWK2010WKeWKeaccad 3.7 32

81 tγqKhypermethylationKofKuSRaKandKPwRKinKbreastKcancerjKpathologicKandKepidemiologicK
associationsZKCancerjEpidemiologyjBiomarkersjandjPreventionWK2009WKahWKc]cfYdc 4 56

80 upigeneticKprofilingKofKsomaticKtissuesKfromKhumanKautopsyKspecimensKidentifiesKtissueYKandK
individualYspecificKtγqKmethylationKpatternsZKHumanjMolecularjGeneticsWK2009WKahWKdh]hYag 5.6 206

79 TheKUSsKupigenomeKsenterZKEpigenomicsWK2009WKaWKbiYca 4.4 6

78 tγqKβethylationKinKsolorectalKsancerjKβultipleKvacetsKofKTumorigenesisK2009WKgcYie

(2009-2011)
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77
TheKmethylenetetrahydrofolateKreductaseKsfggTKmutationKinducesKcellYspecificKchangesKinKgenomicK
tγqKmethylationKandKuracilKmisincorporationjKaKpossibleKmolecularKbasisKforKtheKsiteYspecificKcancerK
riskKmodificationZKInternationaljJournaljofjCancerWK2009WKabdWKaiiiYb]]e

7.5 73

76 αockingKinKonKtheKhumanKmethylomeZKNaturejBiotechnologyWK2009WKbgWKcdaYb 44.5 18

75 βethyαightZKMethodsjinjMolecularjBiologyWK2009WKe]gWKcbeYcg 1.4 94

74 qnalysisKofKtheKassociationKbetweenKsyβPKandKrRqvKinKcolorectalKcancerKbyKtγqKmethylationK
profilingZKPLoSjONEWK2009WKdWKehceg 3.7 116

73 tγqKmethylationKprofilesKofKgastricKcarcinomaKcharacterizedKbyKquantitativeKtγqKmethylationK
analysisZKLaboratoryjInvestigationWK2008WKhhWKafaYg] 5.9 139

72 ydentificationKofKaKpanelKofKsensitiveKandKspecificKtγqKmethylationKmarkersKforKsquamousKcellKlungK
cancerZKMolecularjCancerWK2008WKgWKfb 42.1 91

71 tγqKmethylationKanalysisKbyKdigitalKbisulfiteKgenomicKsequencingKandKdigitalKβethyαightZKNucleicj
AcidsjResearchWK2008WKcfWKdfhiYih 20.1 118

70 bRYteoxyYγdY[bYSdYnitrophenylTethoxycarbonyl]YeYazacytidinejKaKnovelKinhibitorKofKtγqK
methyltransferaseKthatKrequiresKactivationKbyKhumanKcarboxylesteraseKaZKCancerjLettersWK2008WKbffWKbchYdh9.9 41

69
βolecularKcharacterizationKofKβSyYxKcolorectalKcancerKbyKβαxyKpromoterKmethylationWK
immunohistochemistryWKandKmismatchKrepairKgermlineKmutationKscreeningZKCancerjEpidemiologyj
BiomarkersjandjPreventionWK2008WKagWKcb]hYae

4 171

68 αongYtermKepigeneticKtherapyKwithKoralKzebularineKhasKminimalKsideKeffectsKandKpreventsKintestinalK
tumorsKinKmiceZKCancerjPreventionjResearchWK2008WKaWKbccYd] 3.2 76

67 OvarianKcancerKearlyKdetectionKclaimsKareKbiasedZKClinicaljCancerjResearchWK2008WKadWKgegdkKauthorK
replyKgeggYi 12.9 30

66  aisoKcontributesKtoKtγqKmethylationYdependentKsilencingKofKtumorKsuppressorKgenesKinKcolonK
cancerKcellKlinesZKCancerjResearchWK2008WKfhWKgbehYfc 10.1 83

65 tγqKmethylationKprofileKofKbhKpotentialKmarkerKlociKinKmalignantKmesotheliomaZKLungjCancerWK2007WK
ehWKbb]Yc] 5.9 59

64 ydentificationKofKaKpanelKofKsensitiveKandKspecificKtγqKmethylationKmarkersKforKlungK
adenocarcinomaZKMolecularjCancerWK2007WKfWKg] 42.1 85

63 RoleKofKmethionineKadenosyltransferaseKbqKandKSYadenosylmethionineKinKmitogenYinducedKgrowthK
ofKhumanKcolonKcancerKcellsZKGastroenterologyWK2007WKaccWKb]gYah 13.3 72

62 TheKroleKofKtγqKmethylationKinKtheKdevelopmentKandKprogressionKofKlungKadenocarcinomaZKDiseasej
MarkersWK2007WKbcWKeYc] 3.2 70

61 βildKdepletionKofKdietaryKfolateKcombinedKwithKotherKrKvitaminsKaltersKmultipleKcomponentsKofKtheK
WntKpathwayKinKmouseKcolonZKJournaljofjNutritionWK2007WKacgWKbg]aYh 4.1 32

60 upigeneticKstemKcellKsignatureKinKcancerZKNaturejGeneticsWK2007WKciWKaegYh 36.3 909
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59 PromoterKhypermethylationKofKtumorKsuppressorKgenesKinKurineKfromKpatientsKwithKcervicalK
neoplasiaZKCancerjEpidemiologyjBiomarkersjandjPreventionWK2007WKafWKaaghYhd 4 38

58 tγqKmethylationKinKtheKhumanKcerebralKcortexKisKdynamicallyKregulatedKthroughoutKtheKlifeKspanK
andKinvolvesKdifferentiatedKneuronsZKPLoSjONEWK2007WKbWKehie 3.7 330

57 WidespreadKepigeneticKabnormalitiesKsuggestKaKbroadKtγqKmethylationKerasureKdefectKinKabnormalK
humanKspermZKPLoSjONEWK2007WKbWKeabhi 3.7 215

56 slusterKanalysisKforKtγqKmethylationKprofilesKhavingKaKdetectionKthresholdZKBMCjBioinformaticsWK
2006WKgWKcfa 3.6 7

55 βodelingKexposuresKforKtγqKmethylationKprofilesZKCancerjEpidemiologyjBiomarkersjandjPreventionWK
2006WKaeWKefgYgb 4 5

54 SmadcKdeficiencyKpromotesKtumorigenesisKinKtheKdistalKcolonKofKqpcβin[VKmiceZKCancerjResearchWK
2006WKffWKhdc]Yh 10.1 78

53 PrecisionKandKperformanceKcharacteristicsKofKbisulfiteKconversionKandKrealYtimeKPsRKSβethyαightTK
forKquantitativeKtγqKmethylationKanalysisZKJournaljofjMolecularjDiagnosticsWK2006WKhWKb]iYag 5.1 336

52 rreastKcancerKtγqKmethylationKprofilesKinKcancerKcellsKandKtumorKstromajKassociationKwithK
xuRYb[neuKstatusKinKprimaryKbreastKcancerZKCancerjResearchWK2006WKffWKbiYcc 10.1 153

51 RapidKandKquantitativeKmethodKofKalleleYspecificKtγqKmethylationKanalysisZKBioTechniquesWK2006WKdaWKgcdYi2.5 39

50 sorrelationKofKpathologicKfeaturesKwithKspwKislandKmethylatorKphenotypeKSsyβPTKbyKquantitativeK
tγqKmethylationKanalysisKinKcolorectalKcarcinomaZKAmericanjJournaljofjSurgicaljPathologyWK2006WKc]WKaageYhc6.7 77

49 spwKislandKmethylatorKphenotypeKunderliesKsporadicKmicrosatelliteKinstabilityKandKisKtightlyK
associatedKwithKrRqvKmutationKinKcolorectalKcancerZKNaturejGeneticsWK2006WKchWKghgYic 36.3 1514

48 sancerKepigeneticsZKHumanjMolecularjGeneticsWK2005WKadKSpecKγoKaWKRfeYgf 5.6 384

47 qnalysisKofKrepetitiveKelementKtγqKmethylationKbyKβethyαightZKNucleicjAcidsjResearchWK2005WKccWKfhbcYcf20.1 588

46 tistinctKtγqKmethylationKprofilesKinKmalignantKmesotheliomaWKlungKadenocarcinomaWKandK
nonYtumorKlungZKLungjCancerWK2005WKdgWKaicYb]d 5.9 71

45 SexKdifferentialKinKmethylationKpatternsKofKselectedKgenesKinKSingaporeKshineseZKHumanjGeneticsWK
2005WKaagWKd]bYc 6.3 66

44 TheKmutagenicKpotentialKofKduodenoesophagealKrefluxZKAnnalsjofjSurgeryWK2005WKbdaWKfcYh 7.8 74

43 upiKβeetsKwenomicsjKTechnologiesKforKvindingKandKReadingKtheKethKraseK2005WKciYfd 2

42 PromoterKhypermethylationjKaKnewKtherapeuticKtargetKemergesKinKurothelialKcancerZKJournaljofj
ClinicaljOncologyWK2005WKbcWKbhgiYha 2.2 16

(2005-2007)
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41 weneYspecificKmethylationKandKsubsequentKriskKofKcolorectalKadenomasKamongKparticipantsKofKtheK
polypKpreventionKtrialZKCancerjEpidemiologyjBiomarkersjandjPreventionWK2005WKadWKabaiYbc 4 15

40 tnmtaKdeficiencyKleadsKtoKenhancedKmicrosatelliteKinstabilityKinKmouseKembryonicKstemKcellsZK
NucleicjAcidsjResearchWK2004WKcbWKegdbYi 20.1 69

39 qssociationKofKbreastKcancerKtγqKmethylationKprofilesKwithKhormoneKreceptorKstatusKandKresponseK
toKtamoxifenZKCancerjResearchWK2004WKfdWKch]gYac 10.1 284

38 qKcomparisonKofKclusterKanalysisKmethodsKusingKtγqKmethylationKdataZKBioinformaticsWK2004WKb]WKahifYi]d7.2 76

37 tγqKhypomethylationKandKovarianKcancerKbiologyZKCancerjResearchWK2004WKfdWKddgbYh] 10.1 193

36 SensitivityKandKreproducibilityKofKstandardizedYcompetitiveKRTYPsRKforKtranscriptKquantificationKandK
itsKcomparisonKwithKrealKtimeKRTYPsRZKMolecularjCancerWK2004WKcWKe 42.1 22

35 tistinctKmethylationKprofilesKofKgliomaKsubtypesZKInternationaljJournaljofjCancerWK2003WKa]fWKebYi 7.5 86

34 TheKpowerKandKtheKpromiseKofKtγqKmethylationKmarkersZKNaturejReviewsjCancerWK2003WKcWKbecYff 31.3 1260

33 SensitiveKdetectionKofKtγqKmethylationZKAnnalsjofjthejNewjYorkjAcademyjofjSciencesWK2003WKihcWKab]Yc] 6.5 94

32 ThymidylateKsynthasejKaKnovelKgeneticKdeterminantKofKplasmaKhomocysteineKandKfolateKlevelsZK
HumanjGeneticsWK2002WKaaaWKbiiYc]b 6.3 108

31 xypomethylationKandKhypermethylationKofKtγqKinKWilmsKtumorsZKOncogeneWK2002WKbaWKffidYg]b 9.2 154

30 sombinedKbisulfiteKrestrictionKanalysisKSsOrRqTZKMethodsjinjMolecularjBiologyWK2002WKb]]WKgaYhe 1.4 49

29 tietWKcancerKandKagingKinKtγqKmismatchKrepairKdeficientKmiceZKCarcinogenesisWK2002WKbcWKah]gYa] 4.6 23

28 RebuildingKaKdamagedKheartjKlongYtermKsurvivalKofKtransplantedKneonatalKratKcardiomyocytesKafterK
myocardialKinfarctionKandKeffectKonKcardiacKfunctionZKCirculationWK2002WKa]eWKagb]Yf 16.7 204

27 tγqKmethyltransferaseKdeficiencyKmodifiesKcancerKsusceptibilityKinKmiceKlackingKtγqKmismatchK
repairZKMolecularjandjCellularjBiologyWK2002WKbbWKbi]fYag 4.8 90

26 SurvivalKandKdevelopmentKofKneonatalKratKcardiomyocytesKtransplantedKintoKadultKmyocardiumZK
JournaljofjMolecularjandjCellularjCardiologyWK2002WKcdWKa]gYaf 5.8 403

25 sooperativityKbetweenKtγqKmethyltransferasesKinKtheKmaintenanceKmethylationKofKrepetitiveK
elementsZKMolecularjandjCellularjBiologyWK2002WKbbWKdh]Yia 4.8 452

24 qnalysisKofKcomplexKmethylationKdataZKMethodsWK2002WKbgWKag]Yh 4.6 24
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23 sompleteKgeneticKsuppressionKofKpolypKformationKandKreductionKofKspwYislandKhypermethylationKinK
qpcSβin[VTKtnmtaYhypomorphicKβiceZKCancerjResearchWK2002WKfbWKabifYi 10.1 120

22 xierarchicalKclusteringKofKlungKcancerKcellKlinesKusingKtγqKmethylationKmarkersZKCancerj
EpidemiologyjBiomarkersjandjPreventionWK2002WKaaWKbiaYg 4 32

21 ReducedKratesKofKgeneKlossWKgeneKsilencingWKandKgeneKmutationKinKtnmtaYdeficientKembryonicKstemK
cellsZKMolecularjandjCellularjBiologyWK2001WKbaWKgehgYf]] 4.8 59

20 tγqKmethylationKanalysisKbyKβethyαightKtechnologyZKMethodsWK2001WKbeWKdefYfb 4.6 103

19 tγqKmethylationjKanKalternativeKpathwayKtoKcancerZKAnnalsjofjSurgeryWK2001WKbcdWKa]Yb] 7.8 191

18 tγqKmethylatorKandKmismatchKrepairKphenotypesKareKnotKmutuallyKexclusiveKinKcolorectalKcancerK
cellKlinesZKOncogeneWK2000WKaiWKidcYeb 9.2 16

17 βethyαightjKaKhighYthroughputKassayKtoKmeasureKtγqKmethylationZKNucleicjAcidsjResearchWK2000WK
bhWKucb 20.1 1083

16 sancerKepigeneticsKcomesKofKageZKNaturejGeneticsWK1999WKbaWKafcYg 36.3 1927

15 αossKofKfunctionKofKTrpecWKbutKnotKqpcWKleadsKtoKtheKdevelopmentKofKesophagealKadenocarcinomaKinK
miceKwithKjejunoesophagealKrefluxZKJournaljofjSurgicaljResearchWK1999WKhcWKdhYee 2.5 29

14 tγqKβethylationK1999WKcieYd]e

13 sOrRqjKaKsensitiveKandKquantitativeKtγqKmethylationKassayZKNucleicjAcidsjResearchWK1997WKbeWKbecbYd 20.1 1020

12 OncogenicKmechanismsKmediatedKbyKtγqKmethylationZKTrendsjinjMolecularjMedicineWK1997WKcWKbbcYi 56

11 TheKroleKofKtγqKmethylationKinKcancerKgeneticKandKepigeneticsZKAnnualjReviewjofjGeneticsWK1996WKc]WKddaYfd14.5 419

10 TransgenicKmiceKforKtheKpreparationKofKhygromycinYresistantKprimaryKembryonicKfibroblastKfeederK
layersKforKembryonicKstemKcellKselectionsZKNucleicjAcidsjResearchWK1995WKbcWKabgcYe 20.1 20

9 SuppressionKofKintestinalKneoplasiaKbyKtγqKhypomethylationZKCellWK1995WKhaWKaigYb]e 56.2 636

8 SimplifiedKmammalianKtγqKisolationKprocedureZKNucleicjAcidsjResearchWK1991WKaiWKdbic 20.1 1202

7 qKpgkjjhprtKfusionKasKaKselectableKmarkerKforKtargetingKofKgenesKinKmouseKembryonicKstemKcellsjK
disruptionKofKtheKTYcellKreceptorKdeltaYchainYencodingKgeneZKGeneWK1991WKa]eWKbfcYg 3.8 36

6 TransKsplicingKinKtrypanosomesYYarchaismKorKadaptationoZKTrendsjinjGeneticsWK1989WKeWKb]dYh 8.5 97

(1989-2002)
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5 TranscriptionKofKtheKintergenicKregionsKofKtheKtubulinKgeneKclusterKofKTrypanosomaKbruceijKevidenceK
forKaKpolycistronicKtranscriptionKunitKinKaKeukaryoteZKNucleicjAcidsjResearchWK1987WKaeWKgcegYfh 20.1 80

4 sontrolledKturnoverKandKcRKtrimmingKofKtheKtransKsplicingKprecursorKofKTrypanosomaKbruceiZKNucleicj
AcidsjResearchWK1987WKaeWKa]]hgYa]c 20.1 23

3 βatureKmRγqsKofKTrypanosomaKbruceiKpossessKaKeRKcapKacquiredKbyKdiscontinuousKRγqKsynthesisZK
NucleicjAcidsjResearchWK1985WKacWKdbecYff 20.1 102

2 retaKregressionKimprovesKtheKdetectionKofKdifferentialKtγqKmethylationKforKepigeneticKepidemiology 6

1 tistinctKepigeneticKshiftKinKaKsubsetKofKwliomaKspwKislandKmethylatorKphenotypeKSwYsyβPTKduringK
tumorKrecurrence 1
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