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A zebrafish model for C9orf72 ALS reveals RNA toxicity as a pathogenic mechanism. Acta
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RNA-Processing Protein TDP-43 Regulates FOXO-Dependent Protein Quality Control in Stress Response.
PLoS Genetics, 2014, 10, e1004693.

C90rf72 nucleotide repeat structures initiate molecular cascades of disease. Nature, 2014, 507, 195-200. 13.7 779
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Progressive aggregation despite chaperone associations of a mutant SOD1-YFP in transgenic mice that
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