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Dismutase 1 with a Disrupted Copper-Binding Site. Neurobiology of Disease, 2002, 10, 128-138.
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Differential regulation of small heat shock proteins in transgenic mouse models of
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38 severe lesions in mice: failure to clear the infection by the current standard of care treatment. 0.5 6
Discovery Medicine, 2019, 28, 7-16.
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