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164 womputerLSimulationsLuimedLatLyxploringLProteinLuggregationLandLxissociationbbLMethodsiini
MoleculariBiologyYL2022YLfghdYLekiaemj 1.4 1

163 xynamicsLofLumyloidLzormationLfromLSimplifiedLRepresentationLtoLutomisticLSimulationsbbLMethodsi
iniMoleculariBiologyYL2022YLfhdiYLmiaeeg 1.4

162 yxposureLofLVonLWillebrandLzactorLwleavageLSiteLinLueufugazragmentLunderLyxtremeL
αydrodynamicLShearbLPolymersYL2021YLegYL 4.5 3

161 wholesterolLMoleculesLulterLtheLynergyLLandscapeLofLSmallLu˛†eahfLOligomersbLJournaliofiPhysicali
ChemistryiBYL2021YLefiYLffmmafgdk 3.4 5

160 βmpactLofLtheLRatLRi—YLYedzYLandLαegRLMutationsLonLTetramericLu˛†hfL˛†avarrelLinLaLLipidLvilayerL
MembraneLModelbLJournaliofiPhysicaliChemistryiBYL2021YLefiYLgediageeg 3.4 0

159 MolecularLMechanismLofLUltrasoundaβnducedLStructuralLxefectsLinLLiposomesnLuLNonequilibriumL
MolecularLxynamicsLSimulationLStudybLLangmuirYL2021YLgkYLkmhiakmih 4 1

158 MesoscaleLbiosimulationsLwithinLaLunifiedLframeworknLfromLproteinsLtoLplasmidsbLMoleculari
SimulationYL2021YLhkYLedeaeef 2 2

157 NonequilibriumLmolecularLdynamicsLsimulationsLofLinfraredLlaserainducedLdissociationLofLaL
tetramericLu˛†hfL˛†abarrelLinLaLneuronalLmembraneLmodelbLChemistryiandiPhysicsiofiLipidsYL2021YLfghYLedidgd3.7 2

156
umyloidLOligomersnLuLJointLyxperimentalcwomputationalLPerspectiveLonLulzheimerSsLxiseaseYL
ParkinsonSsLxiseaseYLTypeLββLxiabetesYLandLumyotrophicLLateralLSclerosisbLChemicaliReviewsYL2021YL
efeYLfihiafjhk

68.1 128

155 βnfraredLLaseraβnducedLumyloidLzibrilLxissociationnLuLJointLyxperimentalcTheoreticalLStudyLonLtheL
—NNQQNYLPeptidebLJournaliofiPhysicaliChemistryiBYL2020YLefhYLjfjjajfkk 3.4 10

154 TauLRgaRhLxomainLximerLofLtheLWildLTypeLandLPhosphorylatedLSergijLSequencesbLβbLβnLSolutionLbyL
utomisticLSimulationsbLJournaliofiPhysicaliChemistryiBYL2020YLefhYLfmkiafmlg 3.4 21

153 StructuresLofLtheLintrinsicallyLdisorderedLu˛†YLtauLandL˛–asynucleinLproteinsLinLaqueousLsolutionLfromL
computerLsimulationsbLBiophysicaliChemistryYL2020YLfjhYLedjhfe 3.5 49

152 βmpactLofLtheLustaxanthinYLvetaninYLandLy—w—LwompoundsLonLSmallLOligomersLofLumyloidLu˛†L
PeptidebLJournaliofiChemicaliInformationiandiModelingYL2020YLjdYLegmmaehdl 6.1 10

151
βmpactLofLufTLandLxfgNLMutationsLonLTetramericLu˛†hfLvarrelLwithinLaL
xipalmitoylphosphatidylcholineLLipidLvilayerLMembraneLbyLReplicaLyxchangeLMolecularLxynamicsbL
JournaliofiPhysicaliChemistryiBYL2020YLefhYLeekiaeelf

3.4 11

150
StabilityLofLu˛†eeahdLTrimersLwithLParallelLandLuntiparallelL˛†aSheetLOrganizationsLinLaL
MembraneaMimickingLynvironmentLbyLReplicaLyxchangeLMolecularLxynamicsLSimulationbLJournaliofi
PhysicaliChemistryiBYL2020YLefhYLjekajfj

3.4 12

149 uggregationLofLdiseasearelatedLpeptidesbLProgressiiniMoleculariBiologyiandiTranslationaliScienceYL
2020YLekdYLhgiahjd 4 14

148 MolecularLmechanismLofLultrasoundLinteractionLwithLaLbloodLbrainLbarrierLmodelbLJournaliofi
ChemicaliPhysicsYL2020YLeigYLdhiedh 3.9 5
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147 βnteractionLmechanismLbetweenLtheLfocusedLultrasoundLandLlipidLmembraneLatLtheLmolecularLlevelbL
JournaliofiChemicaliPhysicsYL2019YLeidYLfeiede 3.9 7

146 udequateLpredictionLforLinhibitorLaffinityLofLu˛†LprotofibrilLusingLtheLlinearLinteractionLenergyL
methodbbLRSCiAdvancesYL2019YLmYLefhiiaefhje 3.7 10

145 OPyPjnLuLNewLwonstantapαLMolecularLxynamicsLSimulationLSchemeLwithLOPyPLwoarsea—rainedL
zorceLzieldbLJournaliofiChemicaliTheoryiandiComputationYL2019YLeiYLglkiaglll 6.4 15

144 MultiscaleLuggregationLofLtheLumyloidLu˛†LPeptidenLzromLxisorderedLwoagulationLandLLateralL
vranchingLtoLumorphousLPrefibrilsbLJournaliofiPhysicaliChemistryiLettersYL2019YLedYLeimhaeimm 6.4 19

143 ProbableLTransmembraneLumyloidL˛–aαelixLvundlesLwapableLofLwonductingLwaLβonsbLJournaliofi
PhysicaliChemistryiBYL2019YLefgYLfjhiafjig 3.4 19

142 TetramericLu˛†hdLandLu˛†hfL˛†avarrelLStructuresLbyLyxtensiveLutomisticLSimulationsbLβbLβnLaLvilayerL
MimickingLaLNeuronalLMembranebLJournaliofiPhysicaliChemistryiBYL2019YLefgYLgjhgagjhl 3.4 30

141 waTerminalLPlaysLasLtheLPossibleLNucleationLofLtheLSelfauggregationLofLtheLSaShapeLu˛†LTetramerLinL
SolutionnLβntensiveLMxLStudybLACSiOmegaYL2019YLhYLeedjjaeedkg 3.9 6

140 TetramericLu˛†hdLandLu˛†hfL˛†avarrelLStructuresLbyLyxtensiveLutomisticLSimulationsbLββbLβnLuqueousL
SolutionbLJournaliofiPhysicaliChemistryiBYL2019YLefgYLjkidajkij 3.4 21

139 NonequilibriumLatomisticLmolecularLdynamicsLsimulationLofLtubularLnanomotorLpropelledLbyL
bubbleLpropulsionbLJournaliofiChemicaliPhysicsYL2019YLeieYLdfhedg 3.9 2

138 umyloida˛†TfmahfULximericLwonformationsLinLMembranesLRichLinLOmegaagLandLOmegaajL
PolyunsaturatedLzattyLucidsbLJournaliofiPhysicaliChemistryiBYL2019YLefgYLfjlkafjmj 3.4 11

137 ModellingLlipidLsystemsLinLfluidLwithLLatticeLvoltzmannLMolecularLxynamicsLsimulationsLandL
hydrodynamicsbLScientificiReportsYL2019YLmYLejhid 4.9 11

136 yffectsLofLullautomLMolecularLMechanicsLzorceLzieldsLonLumyloidLPeptideLussemblynLTheLwaseLofL
u˛†LximerbLJournaliofiChemicaliTheoryiandiComputationYL2019YLeiYLehhdaehif 6.4 55

135 MolecularLMechanismLofLtheLwellLMembraneLPoreLzormationLβnducedLbyLvubbleLStableLwavitationbL
JournaliofiPhysicaliChemistryiBYL2019YLefgYLkeakl 3.4 17

134 βnfluenceLofLelectricLfieldLonLtheLamyloida˛†TfmahfULpeptidesLembeddedLinLaLmembraneLbilayerbL
JournaliofiChemicaliPhysicsYL2018YLehlYLdhiedi 3.9 13

133 MolecularLMechanismLofLProteinLUnfoldingLunderLShearnLuLLatticeLvoltzmannLMolecularLxynamicsL
StudybLJournaliofiPhysicaliChemistryiBYL2018YLeffYLeikgaeikm 3.4 17

132 ProbingLtheLqualityLcontrolLmechanismLofLtheLtwinaarginineLtranslocaseLwithLfoldingLvariantsLofLaL
adesignedLhemeLproteinbLJournaliofiBiologicaliChemistryYL2018YLfmgYLjjkfajjle 5.4 14

131 RayleighaPlessetLequationLofLtheLbubbleLstableLcavitationLinLwaternLuLnonequilibriumLallaatomL
molecularLdynamicsLsimulationLstudybLJournaliofiChemicaliPhysicsYL2018YLehlYLdmhidi 3.9 18

130 ProteinaRNuLcomplexationLdrivenLbyLtheLchargeLregulationLmechanismbLBiochemicaliandiBiophysicali
ResearchiCommunicationsYL2018YLhmlYLfjhafkg 3.4 17

(2018-2019)
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129 MultiascaleLsimulationsLofLbiologicalLsystemsLusingLtheLOPyPLcoarseagrainedLmodelbLBiochemicaliandi
BiophysicaliResearchiCommunicationsYL2018YLhmlYLfmjagdh 3.4 19

128 vreakingLdownLcelluloseLfibrilsLwithLaLmidainfraredLlaserbLCelluloseYL2018YLfiYLiiigaiijl 5.5 5

127 ThreeLWeaknessesLforLThreeLPerturbationsnLwomparingLProteinLUnfoldingLUnderLShearYLzorceYLandL
ThermalLStressesbLJournaliofiPhysicaliChemistryiBYL2018YLeffYLeemffaeemgd 3.4 15

126 umyloida˛†cxrugLβnteractionsLfromLwomputerLSimulationsLandLwellavasedLussaysbLJournaliofi
AlzheimerrsiDiseaseYL2018YLjhYLSjimaSjkf 4.3 4

125 zastLcoarseagrainedLmodelLforLRNuLtitrationbLJournaliofiChemicaliPhysicsYL2017YLehjYLdgiede 3.9 11

124 wonformationalLynsemblesLofLtheLWildaTypeLandLSlwLu˛†eahfLximersbLJournaliofiPhysicaliChemistryi
BYL2017YLefeYLfhghafhhf 3.4 26

123 SmallLstaticLelectricLfieldLstrengthLpromotesLaggregationaproneLstructuresLinLamyloida˛†TfmahfUbL
JournaliofiChemicaliPhysicsYL2017YLehjYLehiede 3.9 12

122 WhatLwanLαumana—uidedLSimulationsLvringLtoLRNuLzoldingsbLBiophysicaliJournalYL2017YLeegYLgdfagef 2.9 4

121 WhyLβsLResearchLonLumyloida˛†LzailingLtoL—iveLNewLxrugsLforLulzheimerSsLxiseasesbLACSiChemicali
NeuroscienceYL2017YLlYLehgiaehgk 5.7 137

120 αighaResolutionLStructuresLofLtheLumyloida˛†LeahfLximersLfromLtheLwomparisonLofLzourLutomisticL
zorceLzieldsbLJournaliofiPhysicaliChemistryiBYL2017YLefeYLimkkaimlk 3.4 92

119 VLβTLLisLaLmajorLcrossa˛†asheetLsignalLforLfibrinogenLu˛–achainLframeshiftLvariantsbLBloodYL2017YLegdYLfkmmafldk2.2 15

118 uLwomputationalLMethodologyLtoLOvercomeLtheLwhallengesLussociatedLWithLtheLSearchLforL
SpecificLynzymeLTargetsLtoLxevelopLxrugsLugainstbLBioinformaticsiandiBiologyiInsightsYL2017YLeeYLeekkmgffekkefhke5.3 3

117 woarseagrainedLandLullaatomLSimulationsLtowardsLtheLyarlyLandLLateLStepsLofLumyloidLzibrilL
zormationbLIsraeliJournaliofiChemistryYL2017YLikYLijhaikg 3.4 20

116
ximerizationLMechanismLofLulzheimerLu˛†LPeptidesnLTheLαighLwontentLofLβntrapeptideaStabilizedL
wonformationsLinLufVLandLufTLαeterozygousLximersLRetardsLumyloidLzibrilLzormationbLJournaliofi
PhysicaliChemistryiBYL2016YLefdYLefeeeaefefj

3.4 31

115
woarsea—rainedLSimulationsLwomplementedLbyLutomisticLMolecularLxynamicsLProvideLNewLβnsightsL
intoLzoldingLandLUnfoldingLofLαumanLTelomericL—aQuadruplexesbLJournaliofiChemicaliTheoryiandi
ComputationYL2016YLefYLjdkkajdmk

6.4 35

114 αydrodynamicLeffectsLonL˛†aamyloidLTejaffULpeptideLaggregationbLJournaliofiChemicaliPhysicsYL2016YL
ehiYLdgiedf 3.9 37

113 ylectrostaticsLanalysisLofLtheLmutationalLandLpαLeffectsLofLtheLNaterminalLdomainLselfaassociationL
ofLtheLmajorLampullateLspidroinbLSoftiMatterYL2016YLefYLijddaef 3.6 24

112 PyPazOLxgnLfasterLdeLnovoLstructureLpredictionLforLlinearLpeptidesLinLsolutionLandLinLcomplexbL
NucleiciAcidsiResearchYL2016YLhhYLWhhmaih 20.1 399
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111 yvaluationLofLtheLcoarseagrainedLOPyPLforceLfieldLforLproteinaproteinLdockingbLBMCiBiophysicsYL
2016YLmYLh 0 19

110 PicosecondLinfraredLlaserainducedLallaatomLnonequilibriumLmolecularLdynamicsLsimulationLofL
dissociationLofLvirusesbLPhysicaliChemistryiChemicaliPhysicsYL2016YLelYLeemieal 3.6 7

109 LatticeLmodelLforLamyloidLpeptidesnLOPyPLforceLfieldLparametrizationLandLapplicationsLtoLtheL
nucleusLsizeLofLulzheimerSsLpeptidesbLJournaliofiChemicaliPhysicsYL2016YLehhYLfdiedg 3.9 19

108 NonequilibriumLallaatomLmolecularLdynamicsLsimulationLofLtheLbubbleLcavitationLandLapplicationLtoL
dissociateLamyloidLfibrilsbLJournaliofiChemicaliPhysicsYL2016YLehiYLekheeg 3.9 20

107 βmpactLofLtheLufVLMutationLonLtheLαeterozygousLandLαomozygousLu˛†eahdLximerLStructuresLfromL
utomisticLSimulationsbLACSiChemicaliNeuroscienceYL2016YLkYLlfgagf 5.7 42

106 βnLsilicoLstructuralLcharacterizationLofLproteinLtargetsLforLdrugLdevelopmentLagainstLTrypanosomaL
cruzibLJournaliofiMoleculariModelingYL2016YLffYLfhh 2 6

105 MultiscaleLsimulationLofLmolecularLprocessesLinLcellularLenvironmentsbLPhilosophicaliTransactionsi
SeriesiAwiMathematicalwiPhysicalwiandiEngineeringiSciencesYL2016YLgkhYL 3 19

104 woarsea—rainedLαiRyaRNuLModelLforLabLβnitioLRNuLzoldingLbeyondLSimpleLMoleculesYLβncludingL
NoncanonicalLandLMultipleLvaseLPairingsbLJournaliofiChemicaliTheoryiandiComputationYL2015YLeeYLgiedaff6.4 35

103 StructuresLofLtheLulzheimerSsLWildaTypeLu˛†eahdLximerLfromLutomisticLSimulationsbLJournaliofi
PhysicaliChemistryiBYL2015YLeemYLedhklalk 3.4 66

102 ProteinLSimulationsLinLzluidsnLwouplingLtheLOPyPLwoarsea—rainedLzorceLzieldLwithLαydrodynamicsbL
JournaliofiChemicaliTheoryiandiComputationYL2015YLeeYLelhgaig 6.4 46

101 umyloidL˛†LProteinLandLulzheimerSsLxiseasenLWhenLwomputerLSimulationsLwomplementL
yxperimentalLStudiesbLChemicaliReviewsYL2015YLeeiYLgielajg 68.1 426

100 PicosecondLmeltingLofLpeptideLnanotubesLusingLanLinfraredLlasernLaLnonequilibriumLsimulationL
studybLPhysicaliChemistryiChemicaliPhysicsYL2015YLekYLfkfkiald 3.6 12

99 wommunicationnLMultipleLatomisticLforceLfieldsLinLaLsingleLenhancedLsamplingLsimulationbLJournaliofi
ChemicaliPhysicsYL2015YLehgYLdfeede 3.9 9

98 ureLcoarseagrainedLmodelsLaptLtoLdetectLproteinLthermalLstabilitysLTheLcaseLofLOPyPLforceLfieldbL
JournaliofiNonyCrystallineiSolidsYL2015YLhdkYLhmhaide 3.9 16

97 MolecularLstructureLofLtheLNQTrpLinhibitorLwithLtheLulzheimerLu˛†eaflLmonomerbLEuropeaniJournali
ofiMedicinaliChemistryYL2015YLmeYLhgaid 6.8 28

96 PicosecondLdissociationLofLamyloidLfibrilsLwithLinfraredLlasernLuLnonequilibriumLsimulationLstudybL
JournaliofiChemicaliPhysicsYL2015YLehgYLeiiede 3.9 30

95 ubLinitioLRNuLfoldingbLJournaliofiPhysicsiCondensediMatterYL2015YLfkYLfggedf 1.8 12

94 ypocknLrapidLanalysisLofLproteinLpocketLdynamicsbLBioinformaticsYL2015YLgeYLehklald 7.2 53

(2015-2016)
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93 zoldingLutomisticLProteinsLinLyxplicitLSolventLUsingLSimulatedLTemperingbLJournaliofiPhysicali
ChemistryiBYL2015YLeemYLjmheaie 3.4 34

92 wombinedLexperimentalLandLsimulationLstudiesLsuggestLaLrevisedLmodeLofLactionLofLtheL
antiaulzheimerLdiseaseLdrugLNQaTrpbLChemistryiyiAiEuropeaniJournalYL2015YLfeYLefjikajj 4.8 18

91 βnhibitionLofLproteinLaggregationLandLamyloidLformationLbyLsmallLmoleculesbLCurrentiOpinioniini
StructuraliBiologyYL2015YLgdYLidaij 8.1 210

90 ReplicaaexchangeLmolecularLdynamicsLsimulationLforLunderstandingLtheLinitialLprocessLofLamyloidL
peptideLaggregationbLMoleculariSimulationYL2015YLheYLedheaedhh 2 7

89 UnderstandingLamyloidLfibrilLnucleationLandLa˛†LoligomercdrugLinteractionsLfromLcomputerL
simulationsbLAccountsiofiChemicaliResearchYL2014YLhkYLjdgaee 24.3 100

88 zamilialLulzheimerLufLVLmutationLreducesLtheLintrinsicLdisorderLandLcompletelyLchangesLtheLfreeL
energyLlandscapeLofLtheLu˛†eaflLmonomerbLJournaliofiPhysicaliChemistryiBYL2014YLeelYLideaed 3.4 56

87
utomicLandLdynamicLinsightsLintoLtheLbeneficialLeffectLofLtheLeYhanaphthoquinonafaylaLatryptophanL
inhibitorLonLulzheimerSsLu˛†eahfLdimerLinLtermsLofLaggregationLandLtoxicitybLACSiChemicali
NeuroscienceYL2014YLiYLehlaim

5.7 59

86 TheLOPyPLproteinLmodelnLfromLsingleLmoleculesYLamyloidLformationYLcrowdingLandLhydrodynamicsL
toLxNucRNuLsystemsbLChemicaliSocietyiReviewsYL2014YLhgYLhlkeamg 58.5 118

85 yffectLofLtheLynglishLfamilialLdiseaseLmutationLTαjRULonLtheLmonomersLandLdimersLofLu˛†hdLandL
u˛†hfbLACSiChemicaliNeuroscienceYL2014YLiYLjhjaik 5.7 41

84 βmprovedLPyPazOLxLupproachLforLPeptideLandLMiniproteinLStructureLPredictionbLJournaliofi
ChemicaliTheoryiandiComputationYL2014YLedYLhkhiail 6.4 373

83 umyloidLoligomerLstructureLcharacterizationLfromLsimulationsnLaLgeneralLmethodbLJournaliofi
ChemicaliPhysicsYL2014YLehdYLdmhedi 3.9 21

82 βmportanceLofLtheLionapairLinteractionsLinLtheLOPyPLcoarseagrainedLforceLfieldnLparametrizationLandL
validationbLJournaliofiChemicaliTheoryiandiComputationYL2013YLmYLhikhahilh 6.4 35

81 yffectLofLtheLTottoriLfamilialLdiseaseLmutationLTxkNULonLtheLmonomersLandLdimersLofLu˛†hdLandL
u˛†hfbLACSiChemicaliNeuroscienceYL2013YLhYLehhjaik 5.7 77

80 MolecularLmechanismLofLtheLinhibitionLofLy—w—LonLtheLulzheimerLu˛†TeahfULdimerbLJournaliofi
PhysicaliChemistryiBYL2013YLeekYLgmmgahddf 3.4 149

79 yxploringLtheLStructuresLofL˛†aumyloidLOligomersLinLuqueousLSolutionLUsingLwoarsea—rainedLProteinL
ModelsbLModeculariMedicineiandiMedicinalYL2013YLflgagdg

78 wonformationalLensembleLandLpolymorphismLofLtheLallaatomLulzheimerSsLu˛†TgkahfULamyloidL
peptideLoligomersbLJournaliofiPhysicaliChemistryiBYL2013YLeekYLilgeahd 3.4 26

77 woarseagrainedLsimulationsLofLRNuLandLxNuLduplexesbLJournaliofiPhysicaliChemistryiBYL2013YLeekYLldhkajd3.4 60

76 woarseagrainedLmodelsLforLproteinLfoldingLandLaggregationbLMethodsiiniMoleculariBiologyYL2013YL
mfhYLiliajdd 1.4 6
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75 wommunicationnLSimulatedLtemperingLwithLfastLonatheaflyLweightLdeterminationbLJournaliofi
ChemicaliPhysicsYL2013YLeglYLdjeedf 3.9 39

74 yxploringLamyloidLaggregatesLwithLcoarseagrainedLproteinLsimulationsbLMaterialsiResearchiSocietyi
SymposiaiProceedingsYL2013YLeigiYLjdde

73 TheLcoarseagrainedLOPyPLforceLfieldLforLnonaamyloidLandLamyloidLproteinsbLJournaliofiPhysicali
ChemistryiBYL2012YLeejYLlkheaif 3.4 80

72 StructuresLofLu˛†ekahfLtrimersLinLisolationLandLwithLfiveLsmallamoleculeLdrugsLusingLaLhierarchicalL
computationalLprocedurebLJournaliofiPhysicaliChemistryiBYL2012YLeejYLlhefaff 3.4 92

71 xistinctLdimerizationLforLvariousLalloformsLofLtheLamyloidabetaLproteinnLu˛†TeahdUYLu˛†TeahfUYLandL
u˛†TeahdUTxfgNUbLJournaliofiPhysicaliChemistryiBYL2012YLeejYLhdhgaii 3.4 90

70
zlexibilityLandLbindingLaffinityLinLproteinaligandYLproteinaproteinLandLmultiacomponentLproteinL
interactionsnLlimitationsLofLcurrentLcomputationalLapproachesbLJournaliofitheiRoyaliSocietyiInterface
YL2012YLmYLfdagg

4.1 64

69 PyPazOLxnLanLupdatedLdeLnovoLstructureLpredictionLserverLforLbothLlinearLandLdisulfideLbondedL
cyclicLpeptidesbLNucleiciAcidsiResearchYL2012YLhdYLWfllamg 20.1 400

68 StructuralYLthermodynamicalYLandLdynamicalLpropertiesLofLoligomersLformedLbyLtheLamyloidLNNQQL
peptidenLinsightsLfromLcoarseagrainedLsimulationsbLJournaliofiChemicaliPhysicsYL2012YLegkYLdfiede 3.9 18

67
SubstitutionsLatLresidueLfeeLinLtheLprionLproteinLdriveLaLswitchLbetweenLwJxLandL—SSLsyndromeYLaL
newLmechanismLgoverningLinheritedLneurodegenerativeLdisordersbLHumaniMoleculariGeneticsYL2012
YLfeYLihekafl

5.6 26

66 warbonLnanotubeLinhibitsLtheLformationLofL˛†asheetarichLoligomersLofLtheLulzheimerSsL
amyloida˛†TejaffULpeptidebLBiophysicaliJournalYL2011YLedeYLffjkakj 2.9 140

65 yffectsLofLallaatomLforceLfieldsLonLamyloidLoligomerizationnLreplicaLexchangeLmolecularLdynamicsL
simulationsLofLtheLu˛†TejaffULdimerLandLtrimerbLPhysicaliChemistryiChemicaliPhysicsYL2011YLegYLmkklall 3.6 138

64 βntrinsicLdeterminantsLofLu˛†TefafhULpαadependentLselfaassemblyLrevealedLbyLcombinedL
computationalLandLexperimentalLstudiesbLPLoSiONEYL2011YLjYLefhgfm 3.7 25

63 ussessingLtheLQualityLofLtheLOPyPLwoarsea—rainedLzorceLzieldbLJournaliofiChemicaliTheoryiandi
ComputationYL2011YLkYLemflagh 6.4 25

62
yffectsLofL—gguLandL—ggβLmutationsLonLtheLstructuresLofLmonomerLandLdimerLofLtheLamyloida˛†L
fragmentLfmahfLbyLreplicaLexchangeLmolecularLdynamicsLsimulationsbLJournaliofiPhysicaliChemistryi
BYL2011YLeeiYLeflfal

3.4 29

61 xistinctLMorphologiesLforLumyloidLvetaLProteinLMonomernLu˛†eahdYLu˛†eahfYLandLu˛†eahdTxfgNUbL
JournaliofiChemicaliTheoryiandiComputationYL2011YLkYLfilhamf 6.4 71

60
βmpactLofLThermostatsLonLzoldingLandLuggregationLPropertiesLofLPeptidesLUsingLtheLOptimizedL
PotentialLforLyfficientLStructureLPredictionLwoarsea—rainedLModelbLJournaliofiChemicaliTheoryiandi
ComputationYL2011YLkYLeidfaed

6.4 20

59 uLmultiscaleLapproachLtoLcharacterizeLtheLearlyLaggregationLstepsLofLtheLamyloidaformingLpeptideL
—NNQQNYLfromLtheLyeastLprionLsupagibLPLoSiComputationaliBiologyYL2011YLkYLeeddfdie 5 68

58 αiRyaRNunLaLhighLresolutionLcoarseagrainedLenergyLmodelLforLRNubLJournaliofiPhysicaliChemistryiBYL
2010YLeehYLeemikajj 3.4 81

(2010-2013)
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57 yffectsLofLtheLR—Tzy—KzLinhibitorLonLtheLstructuresLofLtheLtransmembraneLfragmentLkdaljLofL
glycophorinLunLanLallaatomLmolecularLdynamicsLstudybLJournaliofiPhysicaliChemistryiBYL2010YLeehYLeddham 3.4 3

56 LowLmolecularLweightLoligomersLofLamyloidLpeptidesLdisplayLbetaabarrelLconformationsnLaLreplicaL
exchangeLmolecularLdynamicsLstudyLinLexplicitLsolventbLJournaliofiChemicaliPhysicsYL2010YLegfYLejiedg 3.9 58

55 uLfastLmethodLforLlargeascaleLdeLnovoLpeptideLandLminiproteinLstructureLpredictionbLJournaliofi
ComputationaliChemistryYL2010YLgeYLkfjagl 3.5 140

54 StructuralLdiversityLofLtheLsolubleLtrimersLofLtheLhumanLamylinTfdafmULpeptideLrevealedLbyL
molecularLdynamicsLsimulationsbLJournaliofiChemicaliPhysicsYL2009YLegdYLefiede 3.9 39

53 TargetingLtheLearlyLstepsLofLubetaejaffLprotofibrilLdisassemblyLbyLNamethylatedLinhibitorsnLaL
numericalLstudybLProteins:iStructurewiFunctioniandiBioinformaticsYL2009YLkiYLhhfaif 4.2 63

52 ThermodynamicsLandLdynamicsLofLamyloidLpeptideLoligomerizationLareLsequenceLdependentbL
Proteins:iStructurewiFunctioniandiBioinformaticsYL2009YLkiYLmihajg 4.2 102

51
StructuresLandLthermodynamicsLofLulzheimerSsLamyloidabetaLubetaTejagiULmonomerLandLdimerLbyL
replicaLexchangeLmolecularLdynamicsLsimulationsnLimplicationLforLfullalengthLubetaLfibrillationbL
JournaliofiPhysicaliChemistryiBYL2009YLeegYLkjjlaki

3.4 92

50 ReplicaLexchangeLmolecularLdynamicsLsimulationsLofLcoarseagrainedLproteinsLinLimplicitLsolventbL
JournaliofiPhysicaliChemistryiBYL2009YLeegYLfjkakh 3.4 67

49 TheLconversionLofLhelixLαfLtoLbetaasheetLisLacceleratedLinLtheLmonomerLandLdimerLofLtheLprionL
proteinLuponLTelguLmutationbLJournaliofiPhysicaliChemistryiBYL2009YLeegYLjmhfal 3.4 38

48 βnducedLbetaabarrelLformationLofLtheLulzheimerSsLubetafiagiLoligomersLonLcarbonLnanotubeL
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