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37 Conservation and historical distribution of two bumblebee species from the Atlantic Forest.
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40 Complete mitochondrial genome of the Florida manatee (Trichechus manatus latirotris, Sirenia).
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Neotropical birds. Journal of Zoological Systematics and Evolutionary Research, 2018, 56, 270-279. 1.4 8

48
Past vicariance promoting deep genetic divergence in an endemic frog species of the EspinhaÃ§o Range
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BT /Overlock 10 Tf 50 307 Td (Conopophagidae) reveals a contact zone in the Atlantic Forest. Journal of Ornithology, 2015, 156,

85-99.
1.1 37

85 Hitting an Unintended Target: Phylogeography of Bombus brasiliensis Lepeletier, 1836 and the First New
Brazilian Bumblebee Species in a Century (Hymenoptera: Apidae). PLoS ONE, 2015, 10, e0125847. 2.5 30

86 A Re-Appraisal of the Early Andean Human Remains from Lauricocha in Peru. PLoS ONE, 2015, 10, e0127141. 2.5 41

87 From cheek swabs to consensus sequences: an A to Z protocol for high-throughput DNA sequencing
of complete human mitochondrial genomes. BMC Genomics, 2014, 15, 68. 2.8 27

88
Historical and nonâ€•invasive samples: a study case of genotyping errors in newly isolated
microsatellites for the lesser anteater (<i>Tamandua tetradactyla</i> L., Pilosa). Molecular Ecology
Resources, 2014, 14, 531-540.

4.8 5

89
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