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pllantophomopsisUI’atoruaUI–acrodiplodiopsisUI–acrohilumUI–ilospiumUIProtostegiaUIPyriculariaUI
×obillardaUI×otulaUIéeptoriellaUIëorulaUIandIWojnowiciaWIIMAcFungusUI2015UIeUIZebVhg

6.8 81

528 roniochaetaIQ’ecythophoraRUIrollophoraIgenWInovWIandIPhaeomoniellaIspeciesIassociatedIwithI
woodInecrosesIofIPrunusItreesWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2010UIacUIeYVgY 9 81

527 uungalIPlanetIdescriptionIsheetsiIddgVeacWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI
2017UIbgUIacYVbgc 9 80

526 uamiliesIofIbasedIonImorphologicalIandIphylogeneticIevidenceWIStudiescincMycologyUI2017UIgeUIaZfVahe 22.2 80

525 –ultiVgeneIanalysisIandImorphologyIrevealInovelIxlyonectriaIspeciesIassociatedIwithIblackIfootI
diseaseIofIgrapevinesWIFungalcBiologyUI2012UIZZeUIeaVgY 2.8 80

524 rharacterisationIofIPhomopsisIsppWIassociatedIwithIdieVbackIofIrooibosIQpspalathusIlinearisRIinI
éouthIpfricaWIStudiescincMycologyUI2006UIddUIedVfc 22.2 80

523 tyespotIofIrerealsI×evisitediIxëéIphylogenyI×evealsI—ewIépeciesI×elationshipsWIEuropeancJournalc
ofcPlantcPathologyUI2003UIZYhUIgcZVgdY 2.1 80

522 pIPhylogeneticI×edefinitionIofIpnamorphIveneraIinI–ycosphaerellaIqasedIonIxëéIrs—pIéequenceI
andI–orphologyWIMycologiaUI2001UIhbUIZYgZ 2.4 80

521 pImultiVgeneIphylogenyIforIspeciesIofI–ycosphaerellaIoccurringIonItucalyptusIleavesWIStudiescinc
MycologyUI2006UIddUIZcfVeZ 22.2 79

520 pIwithoutVprejudiceIlistIofIgenericInamesIofIfungiIforIprotectionIunderItheIxnternationalIrodeIofI
—omenclatureIforIalgaeUIfungiUIandIplantsWIIMAcFungusUI2013UIcUIbgZVccb 6.8 78

519 uungalIpathogensIofIProteaceaeWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2011UIafUIaYVcd 9 78

(2011-2010)
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518 wostsUIspeciesIandIgenotypesiIopinionsIversusIdataWIAustralasiancPlantcPathologyUI2005UIbcUIceb 1.4 78

517 –ycosphaerellaInubilosaUIaIsynonymIofI–WImollerianaWIMycologicalcResearchUI1991UIhdUIeagVeba 77

516 pIphylogeneticIreVevaluationIofIPhyllostictaIQqotryosphaerialesRWIStudiescincMycologyUI2013UIfeUIZVah 22.2 76

515 PhylogenyIandItaxonomyIofIobscureIgeneraIofImicrofungiWIPersoonia:cMolecularcPhylogenycandc
EvolutioncofcFungiUI2009UIaaUIZbhVeZ 9 76

514
–ultipleIgeneIgenealogiesIandIphenotypicIcharactersIdifferentiateIseveralInovelIspeciesIofI
–ycosphaerellaIandIrelatedIanamorphsIonIbananaWIPersoonia:cMolecularcPhylogenycandcEvolutioncofc
FungiUI2008UIaYUIZhVbf

9 76

513 xmportanceIofI×esolvingIuungalI—omenclatureiItheIraseIofI–ultipleIPathogenicIépeciesIinItheI
venusWIMSphereUI2017UIaUI 5 74

512 pImolecularUImorphologicalIandIecologicalIreVappraisalIofIVenturialesVaInewIorderIofI
sothideomycetesWIFungalcDiversityUI2011UIdZUIachVaff 17.6 74

511 sistinctIépeciesItxistIWithinItheIrercosporaIapiiI–orphotypeWIPhytopathologyUI2005UIhdUIhdZVh 3.8 74

510 pInewIapproachItoIspeciesIdelimitationIinIéeptoriaWIStudiescincMycologyUI2013UIfdUIaZbVbYd 22.2 73

509 rharacterizationIandIdistributionIofImatingItypeIgenesIinItheIdothistromaIneedleIblightI
pathogensWIPhytopathologyUI2007UIhfUIgadVbc 3.8 73

508 wowImanyIspeciesIofIfungiIareIthereIatItheItipIofIpfricanWIStudiescincMycologyUI2006UIddUIZbVbb 22.2 73

507 venericIhyperVdiversityIinIétachybotriaceaeWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI
2016UIbeUIZdeVace 9 73

506 ×ecommendedInamesIforIpleomorphicIgeneraIinIsothideomycetesWIIMAcFungusUI2015UIeUIdYfVab 6.8 72

505 rommonIbutIdifferentiIëheIexpandingIrealmIofIrladosporiumWIStudiescincMycologyUI2015UIgaUIabVfc 22.2 71

504 ’asiodiplodiaIspeciesIassociatedIwithIdiebackIdiseaseIofImangoIQ–angiferaIindicaRIinItgyptWI
AustralasiancPlantcPathologyUI2012UIcZUIechVeeY 1.4 71

503 épeciesIconceptsIinIralonectriaIQrylindrocladiumRWIStudiescincMycologyUI2010UIeeUIZVZb 22.2 71

502 –olecularIdiagnosticsIforItheIsigatokaIdiseaseIcomplexIofIbananaWIPhytopathologyUI2007UIhfUIZZZaVg 3.8 71

501 PhylogeneticIrelationshipsIamongIsomeIcercosporoidIanamorphsIofI–ycosphaerellaIbasedIonI
rs—pIsequenceIanalysisWIMycologicalcResearchUI1999UIZYbUIZchZVZchh 71
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500 Phyllostictaâ��anIoverviewIofIcurrentIstatusIofIspeciesIrecognitionWIFungalcDiversityUI2011UIdZUIcbVeZ 17.6 70

499 veneraIofIphytopathogenicIfungiiIv PwYIaWIStudiescincMycologyUI2019UIhaUIcfVZbb 22.2 69

498 –ultipleIgeneIsequencesIdelimitIqotryosphaeriaIaustralisIspWInovWIfromIqWIluteaWIMycologiaUI2004UI
heUIZYbYVZYcZ 2.4 69

497 diversityIandIpathogenicityIrevealedIfromIaIbroadIsurveyIofIgrapevineIdiseasesIinIturopeWI
Persoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2018UIcYUIZbdVZdb 9 68

496 ëheIrolletotrichumIorbiculareIspeciesIcomplexiIxmportantIpathogensIofIfieldIcropsIandIweedsWI
FungalcDiversityUI2013UIeZUIahVdh 17.6 68

495 PhylogeneticIreassessmentIofIiIβbiquitousIendophytesUIplantIandIhumanIpathogensWIPersoonia:c
MolecularcPhylogenycandcEvolutioncofcFungiUI2017UIbhUIZZgVZca 9 67

494 siversityIofIsaprobicImicrofungiWIBiodiversitycandcConservationUI2007UIZeUIfVbd 3.4 67

493
–ultiVgeneIphylogeniesIandIphenotypicIcharactersIdistinguishItwoIspeciesIwithinItheI
rolletogloeopsisIzuluensisIcomplexIassociatedIwithItucalyptusIstemIcankersWIStudiescincMycologyUI
2006UIddUIZbbVce

22.2 67

492 tpitypificationIofIVIclearingItheItaxonomicIchaosWIPersoonia:cMolecularcPhylogenycandcEvolutioncofc
FungiUI2019UIcbUIZVcf 9 67

491 speciesIinIindoorIenvironmentsWIStudiescincMycologyUI2018UIghUIZffVbYZ 22.2 66

490 venericInamesIinI–agnaporthalesWIIMAcFungusUI2016UIfUIZddVh 6.8 66

489 épeciesIofIrercosporaIassociatedIwithIgreyIleafIspotIofImaizeWIStudiescincMycologyUI2006UIddUIZghVhf 22.2 65

488 rircumscriptionIofIqotryosphaeriaIspeciesIassociatedIwithIProteaceaeIbasedIonImorphologyIandI
s—pIsequenceIdataWIMycologiaUI2003UIhdUIahcVbYf 2.4 64

487 ZYZIgenomesiIpItestIcaseIforIpredictingIlifestylesIandIemergenceIofIpathogensWIStudiescincMycology
UI2020UIheUIZcZVZdb 22.2 63

486 tucalyptusImicrofungiIknownIfromIcultureWIZWIrladoriellaIandIuulvoflammaIgeneraInovaUIwithInotesI
onIsomeIotherIpoorlyIknownItaxaWIStudiescincMycologyUI2006UIddUIdbVeb 22.2 63

485 xëéIandI˛†VtubulinIphylogenyIofIPhaeoacremoniumIandIPhaeomoniellaIspeciesWIMycologicalcResearch
UI2001UIZYdUIedZVedf 63

484 isIparaphyleticWIIMAcFungusUI2017UIgUIZdbVZgf 6.8 62

483 tmergingIcitrusIdiseasesIinIturopeIcausedIbyIspeciesIofWIIMAcFungusUI2017UIgUIbZfVbbc 6.8 62

(2017-2011)
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482 PhyllostictaIcapitalensisUIaIwidespreadIendophyteIofIplantsWIFungalcDiversityUI2013UIeYUIhZVZYd 17.6 62

481 s—pIbarcodingIofI–ycosphaerellaIspeciesIofIquarantineIimportanceItoIturopeWIPersoonia:c
MolecularcPhylogenycandcEvolutioncofcFungiUI2012UIahUIZYZVZd 9 62

480 PhylogenyIofItheIQuambalariaceaeIfamWInovWUIincludingIimportantItucalyptusIpathogensIinIéouthI
pfricaIandIpustraliaWIStudiescincMycologyUI2006UIddUIaghVhg 22.2 62

479 épeciesIofI–ycosphaerellaIandItheirIanamorphsIassociatedIwithIleafIblotchIdiseaseIofItucalyptusIinI
éouthIpfricaWIMycologiaUI1996UIggUIccZVcdg 2.4 62

478 roVoccurringIspeciesIofIëeratosphaeriaIonItucalyptusWIPersoonia:cMolecularcPhylogenycandcEvolutionc
ofcFungiUI2009UIaaUIbgVcg 9 61

477 ×edefiningIcommonIendophytesIandIplantIpathogensIinI—eofabraeaUIPeziculaUIandIrelatedIgeneraWI
FungalcBiologyUI2016UIZaYUIZahZVZbaa 2.8 60

476 rharacterisationIofIplternariaIspeciesVgroupsIassociatedIwithIcoreIrotIofIapplesIinIéouthIpfricaWI
MycologicalcResearchUI2002UIZYeUIdeZVdeh 60

475 uungalIPlanetIdescriptionIsheetsiIgegVhdYWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI
2019UIcaUIahZVcfb 9 59

474 ëogniniaIQralosphaerialesRIisIconfirmedIasIteleomorphIofIPhaeoacremoniumIbyImeansIofI
morphologyUIsexualIcompatibilityIandIs—pIphylogenyWIMycologiaUI2003UIhdUIeceVdh 2.4 59

473 –ycosphaerellaIpunctiformisIrevisitediImorphologyUIphylogenyUIandIepitypificationIofItheItypeI
speciesIofItheIgenusI–ycosphaerellaIQsothidealesUIpscomycotaRWIMycologicalcResearchUI2004UIZYgUIZafZVga 59

472 vlobalIfoodIandIfibreIsecurityIthreatenedIbyIcurrentIinefficienciesIinIfungalIidentificationWI
PhilosophicalcTransactionscofcthecRoyalcSocietycB:cBiologicalcSciencesUI2016UIbfZUI 5.8 58

471 ZymoseptoriaIardabiliaeIandIZWIpseudotriticiUItwoIprogenitorIspeciesIofItheIseptoriaItriticiIleafI
blotchIfungusIZWItriticiIQsynonymiI–ycosphaerellaIgraminicolaRWIMycologiaUI2012UIZYcUIZbhfVcYf 2.4 58

470 uungalIPlanetIdescriptionIsheetsiIhaVZYeWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI
2011UIafUIZbYVea 9 58

469 PhylogeneticIandImorphologicalIreVevaluationIofItheIqotryosphaeriaIspeciesIcausingIdiseasesIofI
–angiferaIindicaWIMycologiaUI2005UIhfUIhhVZZY 2.4 58

468 rolletotrichumIspeciesIassociatedIwithIchiliIanthracnoseIinIpustraliaWIPlantcPathologyUI2017UIeeUIadcVaef2.8 57

467 uungalIPlanetIdescriptionIsheetsiIZagVZdbWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI
2012UIahUIZceVaYZ 9 57

466 épeciesIofIPhomopsisIandIaI’ibertellaIspWI ccurringIonIvrapevinesIwithIépecificI×eferenceItoIéouthI
pfricaiI–orphologicalUIrulturalUI–olecularIandIPathologicalIrharacterizationWIMycologiaUI2001UIhbUIZce 2.4 57

465 ×ecommendationsIforIcompetingIsexualVasexuallyItypifiedIgenericInamesIinIéordariomycetesI
QexceptIsiaporthalesUIwypocrealesUIandI–agnaporthalesRWIIMAcFungusUI2016UIfUIZbZVdb 6.8 57
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464 ëheIrolletotrichumIgigasporumIspeciesIcomplexWIPersoonia:cMolecularcPhylogenycandcEvolutioncofc
FungiUI2014UIbbUIgbVhf 9 56

463 revisitedWIStudiescincMycologyUI2017UIgfUIffVZYb 22.2 55

462 éequenceIdataIrevealsIphylogeneticIaffinitiesIofIfungalIanamorphsIqahusutrabeejaUIsiplococciumUI
—atarajaniaUIPaliphoraUIPolyschemaUI×attaniaIandIépadicoidesWIFungalcDiversityUI2010UIccUIZeZVZeh 17.6 55

461 –olecularIandIphenotypicIcharacterisationIofInovelIPhaeoacremoniumIspeciesIisolatedIfromIescaI
diseasedIgrapevinesWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2008UIaZUIZZhVbc 9 55

460 ×eVevaluatingItheItaxonomicIstatusIofIPhaeoisariopsisIgriseolaUItheIcausalIagentIofIangularIleafI
spotIofIbeanWIStudiescincMycologyUI2006UIddUIZebVfb 22.2 55

459 veneraIofIphytopathogenicIfungiiIv PwYIbWIStudiescincMycologyUI2019UIhcUIZVZac 22.2 54

458 —ovelIParaconiothyriumIspeciesIonIstoneIfruitItreesIandIotherIwoodyIhostsWIPersoonia:cMolecularc
PhylogenycandcEvolutioncofcFungiUI2008UIaYUIhVZf 9 54

457 PathogenicityItestingIofIlesserVknownIvascularIfungiIofIgrapevinesWIAustralasiancPlantcPathologyUI
2007UIbeUIaff 1.4 54

456 pIseriousIcankerIdiseaseIofItucalyptusIinIéouthIpfricaIcausedIbyIaInewIspeciesIofIroniothyriumWI
MycopathologiaUI1996UIZbeUIZbhVcd 2.9 54

455 uungalIPlanetIdescriptionIsheetsiIhdZVZYcZWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI
2019UIcbUIaabVcad 9 54

454 —ovelIrurvulariaIspeciesIfromIclinicalIspecimensWIPersoonia:cMolecularcPhylogenycandcEvolutioncofc
FungiUI2014UIbbUIcgVeY 9 53

453 rharacterizationIofIrolletotrichumIspeciesIassociatedIwithIdiseasesIofIProteaceaeWIMycologiaUI2004
UIheUIZaegVZafh 2.4 53

452 éymptomaticItreesIrevealIaInewIpathogenicIlineageIinIandItwoInewIspeciesWIPersoonia:cMolecularc
PhylogenycandcEvolutioncofcFungiUI2018UIcYUIZVad 9 53

451 épeciesIofItheIrolletotrichumIacutatumIcomplexIassociatedIwithIanthracnoseIdiseasesIofIfruitIinI
qrazilWIFungalcBiologyUI2016UIZaYUIdcfVdeZ 2.8 52

450 xnIvitroIantifungalIsusceptibilityIandImolecularIidentityIofIhhIclinicalIisolatesIofItheIopportunisticI
fungalIgenusIrurvulariaWIDiagnosticcMicrobiologycandcInfectiouscDiseaseUI2013UIfeUIZegVfc 2.9 52

449 éystematicIreappraisalIofIroniellaIandIPilidiellaUIwithIspecificIreferenceItoIspeciesIoccurringIonI
tucalyptusIandIVitisIinIéouthIpfricaWIMycologicalcResearchUI2004UIZYgUIagbVbYb 52

448 ëaxonomicIandIphylogeneticIreVevaluationIofI–icrodochiumUI–onographellaIandIxdriellaWIPersoonia:c
MolecularcPhylogenycandcEvolutioncofcFungiUI2016UIbeUIdfVga 9 52

447 UIaIfamilyIofIcoelomycetousIfungiIwithIappendageVbearingIconidiaWIStudiescincMycologyUI2019UIhaUIagfVcZd22.2 52

(2019-2014)
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446 —ewIandIxnterestingIuungiWIaWIFungalcSystematicscandcEvolutionUI2019UIbUIdfVZbc 2.6 51

445 PhylogeneticIreassessmentIofItheIrhaetomiumIglobosumIspeciesIcomplexWIPersoonia:cMolecularc
PhylogenycandcEvolutioncofcFungiUI2016UIbeUIgbVZbb 9 51

444 épeciesIofItheIrolletotrichumIgloeosporioidesIcomplexIassociatedIwithIanthracnoseIdiseasesIofI
ProteaceaeWIFungalcDiversityUI2013UIeZUIghVZYd 17.6 51

443 –ycosphaerellaIandIëeratosphaeriaIdiseasesIofItucalyptusjIeasilyIconfusedIandIwithIseriousI
consequencesWIFungalcDiversityUI2011UIdYUIZcdVZee 17.6 51

442 –ultigeneIphylogenyIandImatingItestsIrevealIthreeIcrypticIspeciesIrelatedItoIralonectriaI
pauciramosaWIStudiescincMycologyUI2010UIeeUIZdVbY 22.2 51

441 uirstIreportIofIandIdescriptionIofItwoInewIspeciesUIandIUIfromIcitrusIinIturopeWIStudiescincMycologyUI
2017UIgfUIZeZVZgd 22.2 50

440 PhylogenyIofIéarocladiumIQwypocrealesRWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI
2015UIbcUIZYVac 9 50

439 pI—ewIViewIofIéootyIqlotchIandIulyspeckWIPlantcDiseaseUI2011UIhdUIbegVbgb 1.5 50

438 pIcaseIforIreVinventoryIofIpustraliaPsIplantIpathogensWIPersoonia:cMolecularcPhylogenycandcEvolutionc
ofcFungiUI2010UIadUIdYVeY 9 50

437 PhylogenyIandIpathogenicityIofI’asiodiplodiaIspeciesIassociatedIwithIdiebackIofImangoIinIPeruWI
FungalcBiologyUI2017UIZaZUIcdaVced 2.8 49

436 ëheIveneraIofIuungiiIfixingItheIapplicationIofItypeIspeciesIofIgenericInamesWIIMAcFungusUI2014UIdUIZcZVeY6.8 49

435 wighIspeciesIdiversityIinIassociatedIwithIcitrusIdiseasesIinIturopeWIPersoonia:cMolecularcPhylogenyc
andcEvolutioncofcFungiUI2017UIbhUIbaVdY 9 49

434 —ovelIspeciesIofI–ycosphaerellaceaeIandIëeratosphaeriaceaeWIPersoonia:cMolecularcPhylogenycandc
EvolutioncofcFungiUI2009UIabUIZZhVce 9 49

433 PyrenophoraIteresIfWImaculataUItheIcauseIofIPyrenophoraIleafIspotIofIbarleyIinIéouthIpfricaWI
MycologicalcResearchUI1999UIZYbUIadfVaef 49

432 siversityIinItheIqotryosphaerialesiI’ookingIbackUIlookingIforwardWIFungalcBiologyUI2017UIZaZUIbYfVbaZ 2.8 48

431 speciesIassociatedIwithIanthracnoseIofIsppWIinIrhinaWIPersoonia:cMolecularcPhylogenycandcEvolutionc
ofcFungiUI2019UIcaUIZVbd 9 48

430 —eonectriaIliriodendriIspWInovWUItheImainIcausalIagentIofIblackIfootIdiseaseIofIgrapevinesWIStudiescinc
MycologyUI2006UIddUIaafVbc 22.2 48

429 ëheIrylindrocladiumIcandelabrumIspeciesIcomplexIincludesIfourIdistinctImatingIpopulationsWI
MycologiaUI1999UIhZUIageVahg 2.4 48

Pedro Willem Crous

14



428 tffectsIofIrulturalIronditionsIonIVesicleIandIronidiumI–orphologyIinIépeciesIofIrylindrocladiumI
andIrylindrocladiellaWIMycologiaUI1992UIgcUIchfVdYc 2.4 48

427 pllIthatIglittersIisInotI×amulariaWIStudiescincMycologyUI2016UIgbUIchVZeb 22.2 48

426 épeciesIofI–ycosphaerellaIandIëheirIpnamorphsIpssociatedIwithI’eafIqlotchIsiseaseIofItucalyptusI
inIéouthIpfricaWIMycologiaUI1996UIggUIccZ 2.4 46

425 qackItoItheIrootsiIaIreappraisalIofWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2019UIcbUIhYVZgd9 46

424 rombinedImultipleIgeneIgenealogiesIandIphenotypicIcharactersIdifferentiateIseveralIspeciesI
previouslyIidentifiedIasIqotryosphaeriaIdothideaWIMycologiaUI2004UIheUIgbVZYZ 2.4 46

423 étagonosporopsisIsppWIassociatedIwithIrayIblightIdiseaseIofIpsteraceaeWIAustralasiancPlantc
PathologyUI2012UIcZUIefdVege 1.4 45

422 uourIspeciesIofIZygophialaIQéchizothyriaceaeUIrapnodialesRIareIassociatedIwithItheIsootyIblotchI
andIflyspeckIcomplexIonIappleWIMycologiaUI2008UIZYYUIaceVadg 2.4 45

421 wostIspecificityIandIspeciationIofI–ycosphaerellaIandIëeratosphaeriaIspeciesIassociatedIwithIleafI
spotsIofIProteaceaeWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2008UIaYUIdhVge 9 45

420 qotryosphaeriaIeucalyptorumIspWInovWUIaInewIspeciesIinItheIqWIdothideaVcomplexIonItucalyptusIinI
éouthIpfricaWIMycologiaUI2001UIhbUIaffVagd 2.4 45

419 ëeratosphaeriaInubilosaUIaIseriousIleafIdiseaseIpathogenIofItucalyptusIsppWIinInativeIandI
introducedIareasWIMolecularcPlantcPathologyUI2009UIZYUIZVZc 5.7 44

418 –icrocyclosporaIandI–icrocyclosporellaiInovelIgeneraIaccommodatingIepiphyticIfungiIcausingI
sootyIblotchIonIappleWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2010UIacUIhbVZYd 9 44

417 épeciesIofI–ycosphaerellaIandIrelatedIanamorphsIonItucalyptusIleavesIfromIëhailandWIPersoonia:c
MolecularcPhylogenycandcEvolutioncofcFungiUI2008UIaZUIffVhZ 9 43

416 xëéIrs—pIphylogenyIofIselectedI–ycosphaerellaIspeciesIandItheirIanamorphsIoccurringIonI
–yrtaceaeWIMycologicalcResearchUI2001UIZYdUIcadVcbZ 43

415 siversityIofIqipolarisIspeciesIinIclinicalIsamplesIinItheIβnitedIétatesIandItheirIantifungalI
susceptibilityIprofilesWIJournalcofcClinicalcMicrobiologyUI2012UIdYUIcYeZVe 9.7 42

414 ×evisingItheIiIandIitsIsynonymsIandWIStudiescincMycologyUI2016UIgdUIZVbc 22.2 42

413 xdentificationUIprevalenceIandIpathogenicityIofIspeciesIcausingIanthracnoseIofIinIpsiaWIIMAcFungusUI
2019UIZYUIg 6.8 41

412 PestalotiopsisIspeciesIassociatedIwithIramelliaIsinensisIQteaRWIMycotaxonUI2013UIZabUIcfVeZ 0.5 41

411
sevelopmentIofItaxonVspecificIsequenceIcharacterizedIamplifiedIregionIQérp×RImarkersIbasedIonI
actinIsequencesIandIs—pIamplificationIfingerprintingIQspuRiIaIcaseIstudyIinItheIPhomaIexiguaI
speciesIcomplexWIMolecularcPlantcPathologyUI2009UIZYUIcYbVZc

5.7 41

(2009-1992)
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410 uirstIrecordIofIrolletogloeopsisIzuluenseIcombWInovWUIcausingIaIstemIcankerIofItucalyptusIinIrhinaWI
MycologicalcResearchUI2006UIZZYUIaahVbe 41

409 –ycoparasiticIspeciesIofIéphaerellopsisUIandIalliedIlichenicolousIandIotherIgeneraWIIMAcFungusUI
2014UIdUIbhZVcZc 6.8 40

408 PhyllostictaIspeciesIassociatedIwithIfreckleIdiseaseIofIbananaWIFungalcDiversityUI2012UIdeUIZfbVZgf 17.6 40

407 épeciesIofIqotryosphaeriaceaeIoccurringIonIProteaceaeWIPersoonia:cMolecularcPhylogenycandc
EvolutioncofcFungiUI2008UIaZUIZZZVg 9 40

406 ëheIpolyphyleticInatureIofIPleosporalesiIanIexampleIfromI–assariosphaeriaIbasedIonIrs—pIandI
×qPaIgeneIphylogeniesWIMycologicalcResearchUI2007UIZZZUIZaegVfe 40

405 rharacterizationIofIrolletotrichumIépeciesIpssociatedIwithIsiseasesIofIProteaceaeWIMycologiaUI
2004UIheUIZaeg 2.4 40

404 –ycosphaerellaIspeciesIcausingIleafIdiseaseIinIéouthIpfricanItucalyptusIplantationsWIMycologicalc
ResearchUI2004UIZYgUIefaVgZ 40

403 qotryosphaeriaIeucalyptorumIspWInovWUIaI—ewIépeciesIinItheIqWIsothideaVromplexIonItucalyptusIinI
éouthIpfricaWIMycologiaUI2001UIhbUIaff 2.4 40

402 zarnalIquntIofIWheatI—ewlyI×eportedIfromItheIpfricanIrontinentWIPlantcDiseaseUI2001UIgdUIdeZ 1.5 40

401 UIaInewIspeciesIcausingIwheatIblastWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2016UIbfUIZhhVaZe9 40

400 ×emovingIchaosIfromIconfusioniIassigningInamesItoIcommonIhumanIandIanimalIpathogensIinWI
Persoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2018UIcZUIZYhVZah 9 40

399 PhylogeneticIrevisionIofIQUIRIandIalliedIgeneraWIStudiescincMycologyUI2017UIgfUIaYfVade 22.2 39

398 wowIwellIdoIxëéIrs—pIsequencesIdifferentiateIspeciesIofItrueImorelsIQ–orchellaRnWIMycologiaUI2012UI
ZYcUIZbdZVeg 2.4 39

397 rercosporoidIfungiIQ–ycosphaerellaceaeRIZWIépeciesIonIotherIfungiUIPteridophytaIandI
vymnospermaeWIIMAcFungusUI2013UIcUIaedVbcd 6.8 39

396 wowIimportantIareIconidialIappendagesnWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI
2012UIagUIZaeVbf 9 39

395 PhylogeneticIandImorphologicalIreVevaluationIofItheIqotryosphaeriaIspeciesIcausingIdiseasesIofI
–angiferaIindicaWIMycologiaUI2005UIhfUIhhVZZY 2.4 39

394
romparativeIvenomicsIofItheIéigatokaIsiseaseIromplexIonIqananaIéuggestsIaI’inkIbetweenI
ParallelItvolutionaryIrhangesIinIPseudocercosporaIfijiensisIandIPseudocercosporaIeumusaeIandI
xncreasedIVirulenceIonItheIqananaIwostWIPLoScGeneticsUI2016UIZaUIeZYYdhYc

6 39

393 ëakeVallIorInothingWIStudiescincMycologyUI2016UIgbUIZhVcg 22.2 39
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392 ralonectriaIspeciesIassociatedIwithIcuttingIrotIofItucalyptusWIPersoonia:cMolecularcPhylogenycandc
EvolutioncofcFungiUI2010UIacUIZVZZ 9 38

391 uourIspeciesIofIZygophialaIQéchizothyriaceaeUIrapnodialesRIareIassociatedIwithItheIsootyIblotchI
andIflyspeckIcomplexIonIappleWIMycologiaUI2008UIZYYUIaceVdg 2.4 38

390  phiostomaIgemellusIandIéporothrixIvariecibatusIfromImitesIinfestingIProteaIinfructescencesIinI
éouthIpfricaWIMycologiaUI2008UIZYYUIcheVdZY 2.4 38

389 –ultiVgeneIphylogenyIforI phiostomaIsppWIrevealsItwoInewIspeciesIfromIProteaIinfructescencesWI
StudiescincMycologyUI2006UIddUIZhhVaZa 22.2 38

388 PhylogeneticIanalysisIofIplternariaIsppWIassociatedIwithIappleIcoreIrotIandIcitrusIblackIrotIinIéouthI
pfricaWIMycologicalcResearchUI2002UIZYeUIZZdZVZZea 38

387 uungalIPlanetIdescriptionIsheetsiIZYcaVZZZZWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI
2020UIccUIbYZVcdh 9 38

386 s—pIphylogenyUImorphologyIandIpathogenicityIofIqotryosphaeriaIspeciesIonIgrapevinesWIMycologia
UI2004UIheUIfgZVhg 2.4 38

385 raulicolousIqotryosphaerialesIfromIëhailandWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI
2015UIbcUIgfVhh 9 37

384 tvaluationIofIfungicidesIasIpotentialIgrapevineIpruningIwoundIprotectantsIagainstIqotryosphaeriaI
speciesWIAustralasiancPlantcPathologyUI2007UIbeUIfb 1.4 37

383 ppplicationIofItheIconsolidatedIspeciesIconceptItoIrercosporaIsppWIfromIxranWIPersoonia:cMolecularc
PhylogenycandcEvolutioncofcFungiUI2015UIbcUIedVge 9 36

382 rylindrocarponIpauciseptatumIspWInovWUIwithInotesIonIrylindrocarponIspeciesIwithIwideUI
predominantlyIbVseptateImacroconidiaWIMycologicalcResearchUI2008UIZZaUIgaVha 36

381 uoliicolousImicrofungiIoccurringIonItncephalartosWIPersoonia:cMolecularcPhylogenycandcEvolutioncofc
FungiUI2008UIaZUIZbdVce 9 36

380 wostIrangeIofIrercosporaIapiiIandIrWIbeticolaIandIdescriptionIofIrWIapiicolaUIaInovelIspeciesIfromI
celeryWIMycologiaUI2006UIhgUIafdVgd 2.4 36

379 PhylogenyIandItaxonomyIofItheIscabIandIspotIanthracnoseIfungusIQUIRWIStudiescincMycologyUI2017UI
gfUIZVcZ 22.2 35

378 siversityIandIpotentialIimpactIofIralonectriaIspeciesIinItucalyptusIplantationsIinIqrazilWIStudiescinc
MycologyUI2015UIgYUIghVZbY 22.2 35

377 rercosporoidIfungiIQ–ycosphaerellaceaeRIaWIépeciesIonImonocotsIQpcoraceaeItoIXyridaceaeUI
excludingIPoaceaeRWIIMAcFungusUI2014UIdUIaYbVbhY 6.8 35

376 pIreVappraisalIofIwarknessiaIQsiaporthalesRUIandItheIintroductionIofIwarknessiaceaeIfamWInovWI
Persoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2012UIagUIchVed 9 35

375 rontrolIofIblackIfootIdiseaseIinIgrapevineInurseriesWIPlantcPathologyUI2007UIdeUIebfVecd 2.8 35

(2007-2010)
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374 –ultipleIveneIéequencesIselimitIqotryosphaeriaIaustralisIspWInovWIfromIqWIluteaWIMycologiaUI2004UI
heUIZYbY 2.4 35

373 –ultiVlocusIphylogenyIandItaxonomyIofWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI
2018UIcZUIfZVZYg 9 35

372 uamiliesIandIgeneraIofIdiaporthaleanIfungiIassociatedIwithIcankerIandIdiebackIofItreeIhostsWI
Persoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2018UIcYUIZZhVZbc 9 34

371 ×eVevaluationIofIrryptosporiopsisIeucalyptiIandIrryptosporiopsisVlikeIspeciesIoccurringIonI
tucalyptusIleavesWIFungalcDiversityUI2010UIccUIghVZYd 17.6 34

370 –atingVtypeIgenesIandItheIgeneticIstructureIofIaIworldVwideIcollectionIofItheItomatoIpathogenI
rladosporiumIfulvumWIFungalcGeneticscandcBiologyUI2007UIccUIcZdVah 3.9 34

369 tvidenceIofIrecombinationIbetweenInetVIandIspotVtypeIpopulationsIofIPyrenophoraIteresIasI
determinedIbyI×pPsIanalysisWIMycologicalcResearchUI2002UIZYeUIeYaVeYg 34

368 siscoveryIofItwoInorthernIhemisphereIprmillariaIspeciesIonIProteaceaeIinIéouthIpfricaWIPlantc
PathologyUI2003UIdaUIeYcVeZa 2.8 34

367 tffectsIofIrulturalIronditionsIonIVesicleIandIronidiumI–orphologyIinIépeciesIofIrylindrocladiumI
andIrylindrocladiellaWIMycologiaUI1992UIgcUIchf 2.4 34

366 —umbersItoInamesIVIrestylingItheIspeciesIcomplexWIPersoonia:cMolecularcPhylogenycandcEvolutioncofc
FungiUI2019UIcbUIZgeVaaZ 9 34

365 ×edefiningIandIrelatedIgeneraIinItheWIStudiescincMycologyUI2019UIhbUIedVZdb 22.2 34

364 ëheIveneraIofIuungiIVIvIciIandWIIMAcFungusUI2017UIgUIZbZVZda 6.8 33

363 —ewIandIxnterestingIuungiWIZWIFungalcSystematicscandcEvolutionUI2018UIZUIZehVaZe 2.6 33

362 WhyIeverlastingsIdonPtIlastWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2011UIaeUIfYVgc 9 33

361 –iteVmediatedIhyperphoreticIdispersalIofI phiostomaIsppWIfromItheIinfructescencesIofIéouthI
pfricanIProteaIsppWIEnvironmentalcEntomologyUI2009UIbgUIZcbVda 2.1 33

360 rolletogloeopsisUIaInewIcoelomyceteIgenusItoIaccommodateIanamorphsIofItwoIspeciesIofI
–ycosphaerellaIonItucalyptusWICanadiancJournalcofcBotanyUI1997UIfdUIeefVefc 33

359 vlobalImovementIandIpopulationIbiologyIofI–ycosphaerellaInubilosaIinfectingIleavesIofI
coldVtolerantItucalyptusIglobulusIandItWInitensWIPlantcPathologyUI2008UIdfUIabdVaca 2.8 33

358
—onhostIresistanceIofIbarleyIisIsuccessfullyImanifestedIagainstI–agnaportheIgriseaIandIaIcloselyI
relatedIPennisetumVinfectingIlineageIbutIisIovercomeIbyI–agnaportheIoryzaeWIMolecularc
PlantqMicrobecInteractionsUI2006UIZhUIZYZcVaa

3.6 33

357 —ovelIfungiIfromIanIancientInicheiIcercosporoidIandIrelatedIsexualImorphsIonIfernsWIPersoonia:c
MolecularcPhylogenycandcEvolutioncofcFungiUI2016UIbfUIZYeVZcZ 9 33

Pedro Willem Crous

18



356 VeterinaryIuusariosesIwithinItheIβnitedIétatesWIJournalcofcClinicalcMicrobiologyUI2016UIdcUIagZbVagZh 9.7 33

355 PhacidiumIandIreuthosporaIQPhacidiaceaeRIareIcongenericiItaxonomicIandInomenclaturalI
implicationsWIIMAcFungusUI2014UIdUIZfbVhb 6.8 32

354 ralonectriaIQrylindrocladiumRIspeciesIassociatedIwithIdyingIPinusIcuttingsWIPersoonia:cMolecularc
PhylogenycandcEvolutioncofcFungiUI2009UIabUIcZVf 9 32

353
épeciesIconceptsIinItheIrylindrocladiumIfloridanumIandIryWIspathiphylliIcomplexesIQwypocreaceaeRI
basedIonImultiVallelicIsequenceIdataUIsexualIcompatibilityIandImorphologyWISystematiccandcAppliedc
MicrobiologyUI2001UIacUIaYeVZf

4.2 32

352 zirramycesIdestructansIspWInovWUIaIseriousIleafIpathogenIofItucalyptusIinIxndonesiaWISouthcAfricanc
JournalcofcBotanyUI1996UIeaUIbadVbaf 2.9 32

351 uungalItaxonomyIandIsequenceVbasedInomenclatureWINaturecMicrobiologyUI2021UIeUIdcYVdcg 26.6 32

350 ëheIphomaVlikeIdilemmaWIStudiescincMycologyUI2020UIheUIbYhVbhe 22.2 31

349 —ewIspeciesUIhyperVdiversityIandIpotentialIimportanceIofIralonectriaIsppWIfromItucalyptusIinIéouthI
rhinaWIStudiescincMycologyUI2015UIgYUIZdZVgg 22.2 31

348 pIfissitunicateIascusImechanismIinItheIralosphaeriaceaeUIandInovelIspeciesIofIyattaeaIandI
ralosphaeriaIonIPrunusIwoodWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2008UIaYUIbhVda 9 31

347 –etulocladosporiellaIgenWInovWIforItheIcausalIorganismIofIrladosporiumIspeckleIdiseaseIofIbananaWI
MycologicalcResearchUI2006UIZZYUIaecVfd 31

346 PestalotioidIfungiIfromI×estionaceaeIinItheIrapeIuloralIzingdomWIStudiescincMycologyUI2006UIddUIZfdVgf 22.2 31

345 sevelopmentIofIsimpleIsequenceIrepeatImarkersIforIqotryosphaeriaIsppWIwithIuusicoccumI
anamorphsWIMolecularcEcologycNotesUI2004UIcUIefdVeff 31

344 ralonectriaIscopariaIandIralonectriaImorganiiIspWInovWUIandIvariationIamongIisolatesIofItheirI
rylindrocladiumIanamorphsWIMycologicalcResearchUI1993UIhfUIfYZVfYg 31

343 qezerromycetalesIandIWiesneriomycetalesIordWInovWIQclassIsothideomycetesRUIwithItwoInovelI
generaItoIaccommodateIendophyticIfungiIfromIqrazilianIcactusWIMycologicalcProgressUI2017UIZeUIahfVbYh1.9 30

342 uoliarIpathogensIofIeucalyptsWIStudiescincMycologyUI2019UIhcUIZadVahg 22.2 30

341 tvolutionIofIlifestylesIinWIStudiescincMycologyUI2020UIhdUIbgZVcZc 22.2 30

340 rircumscriptionIofItheIanthracnoseIpathogensIrolletotrichumIlindemuthianumIandIrWInigrumWI
MycologiaUI2013UIZYdUIgccVeY 2.4 30

339 tvolutionaryIdynamicsIofImatingVtypeIlociIofI–ycosphaerellaIsppWIoccurringIonIbananaWIEukaryoticc
CellUI2010UIhUIZecVfa 30

(2010-2016)
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338 —ewIfoliarIpathogensIofItucalyptusIfromIpustraliaIandIxndonesiaWIMycologicalcResearchUI1998UIZYaUIdafVdba 30

337 xsolationIandIcharacterizationIofItheImatingItypeIlocusIofI–ycosphaerellaIfijiensisUItheIcausalIagentI
ofIblackIleafIstreakIdiseaseIofIbananaWIMolecularcPlantcPathologyUI2007UIgUIZZZVaY 5.7 30

336 ëogniniaIQralosphaerialesRIxsIronfirmedIasIëeleomorphIofIPhaeoacremoniumIbyI–eansIofI
–orphologyUIéexualIrompatibilityIandIs—pIPhylogenyWIMycologiaUI2003UIhdUIece 2.4 30

335
uungiIoccurringIonIProteaceaeiInewIanamorphsIforIëeratosphaeriaUI–ycosphaerellaIandI’embosiaUI
andIotherIfungiIassociatedIwithIleafIspotsIandIcankersIofIproteaceousIhostsWIMycologicalcResearchUI
2000UIZYcUIeZgVebe

30

334 PhylogeneticIreVevaluationIofIwithItheIintroductionIofIaInewIfamilyWIStudiescincMycologyUI2019UIhbUIZddVada22.2 29

333 ëheyIseldomIoccurIaloneWIFungalcBiologyUI2016UIZaYUIZbhaVZcZd 2.8 29

332 —ovelIfungalIgeneraIandIspeciesIassociatedIwithItheIsootyIblotchIandIflyspeckIcomplexIonIappleIinI
rhinaIandItheIβépWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2010UIacUIahVbf 9 29

331 ëheIrylindrocladiumIcandelabrumIépeciesIromplexIxncludesIuourIsistinctI–atingIPopulationsWI
MycologiaUI1999UIhZUIage 2.4 29

330
PhylogeneticIrelationshipsIofIrylindrocladiumIpseudogracileIandIrylindrocladiumIrumohraeIwithI
morphologicallyIsimilarItaˆ�aUIbasedIonImorphologyIandIs—pIsequencesIofIinternalItranscribedI
spacersIandIbetaVtubulinWICanadiancJournalcofcBotanyUI1999UIffUIZgZbVZgaY

29

329 ëheIriseIofI×amulariaIfromItheI–ycosphaerellaIlabyrinthWIFungalcBiologyUI2015UIZZhUIgabVcb 2.8 28

328 yohnalcorniaIgenWIetWIcombWInovWUIandInineInewIcombinationsIinIrurvulariaIbasedIonImolecularI
phylogeneticIanalysisWIAustralasiancPlantcPathologyUI2014UIcbUIdghVeYb 1.4 28

327 uungalIradiationIinItheIrapeIuloristicI×egioniIanIanalysisIbasedIonIvondwanamycesIandI
 phiostomaWIMolecularcPhylogeneticscandcEvolutionUI2009UIdZUIZZZVh 4.1 28

326 PhylogeneticIandImorphologicalIassessmentIofItwoInewIspeciesIofIpmniculicolaIandItheirIalliesI
QPleosporalesRWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2009UIabUIcgVdc 9 28

325 pIcomparisonIofItheIfungalIgeneraIPhaeophleosporaIandIzirramycesIQcoelomycetesRWISouthcAfricanc
JournalcofcBotanyUI1997UIebUIZZZVZZd 2.9 28

324 rircumscriptionIofIqotryosphaeriaIépeciesIpssociatedIwithIProteaceaeIqasedIonI–orphologyIandI
s—pIéequenceIsataWIMycologiaUI2003UIhdUIahc 2.4 28

323 pIreVevaluationIofIrylindrocladiellaUIandIaIcomparisonIwithImorphologicallyIsimilarIgeneraWI
MycologicalcResearchUI1993UIhfUIcbbVccg 28

322 iImoreIthanIaInodeIorIaIfootVshapedIbasalIcellWIStudiescincMycologyUI2021UIhgUIZYYZZe 22.2 28

321 ëenIreasonsIwhyIaIsequenceVbasedInomenclatureIisInotIusefulIforIfungiIanytimeIsoonWIIMAcFungusUI
2018UIhUIZffVZgb 6.8 27
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320 ronsiderationsIandIconsequencesIofIallowingIs—pIsequenceIdataIasItypesIofIfungalItaxaWIIMAc
FungusUI2018UIhUIZefVZfd 6.8 27

319 siaporthaceaeIassociatedIwithIrootIandIcrownIrotIofImaizeWIIMAcFungusUI2011UIaUIZbVac 6.8 27

318 pdditionsItoItheI–ycosphaerellaIcomplexWIIMAcFungusUI2011UIaUIchVec 6.8 27

317 sissoconiaceaeIassociatedIwithIsootyIblotchIandIflyspeckIonIfruitsIinIrhinaIandItheIβnitedIétatesWI
Persoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2012UIagUIZZbVad 9 27

316 PreliminaryIstudiesIonIqotryosphaeriaIspeciesIfromIéouthernIwemisphereIconifersIinIpustralasiaI
andIéouthIpfricaWIAustralasiancPlantcPathologyUI2005UIbcUIaZb 1.4 27

315 PhylogenyIofIralonectriaIbasedIonIcomparisonsIofI˛†VtubulinIs—pIsequencesWIMycologicalcResearchUI
2001UIZYdUIZYcdVZYda 27

314 rylindrocladiumIparasiticumIspWInovWUIaInewInameIforIrWIcrotalariaeWIMycologicalcResearchUI1993UIhfUIgghVghe 27

313 uirstI×eportIofIéhootIqlightUIrankerUIandIvummosisIrausedIbyI—eoscytalidiumIdimidiatumIonI
ritrusIinIxtalyWIPlantcDiseaseUI2009UIhbUIZaZd 1.5 27

312  verlookedIcompetingIasexualIandIsexuallyItypifiedIgenericInamesIofIwithIrecommendationsIforI
theirIuseIorIprotectionWIIMAcFungusUI2016UIfUIaghVbYg 6.8 27

311 —eotypificationIofIsothistromaIseptosporumIandIepitypificationIofIsW´ piniUIcausalIagentsIofI
sothistromaIneedleIblightIofIpineWIForestcPathologyUI2016UIceUIbggVcYf 1.2 27

310 —ovelIprimersIimproveIspeciesIdelimitationIinWIIMAcFungusUI2018UIhUIahhVbba 6.8 27

309 ×eVevaluationIofIspeciesIandImorphologicallyIsimilarIfungiWIPersoonia:cMolecularcPhylogenycandc
EvolutioncofcFungiUI2019UIcaUIaYdVaaf 9 26

308 PhyllostictaIcitricarpaIandIsisterIspeciesIofIglobalIimportanceItoIritrusWIMolecularcPlantcPathologyUI
2019UIaYUIZeZhVZebd 5.7 26

307 –ultiVgeneIanalysisIofIPseudocercosporaIsppWIfromIxranWIPhytotaxaUI2014UIZgcUIacd 0.7 26

306 ëowardsIaIphylogeneticIreappraisalIofIParmulariaceaeIandIpsterinaceaeIQsothideomycetesRWI
Persoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2015UIbdUIabYVcZ 9 26

305
rymadotheaItrifoliiUIanIobligateIbiotrophicIleafIparasiteIofIërifoliumUIbelongsItoI
–ycosphaerellaceaeIasIshownIbyInuclearIribosomalIs—pIanalysesWIPersoonia:cMolecularcPhylogenyc
andcEvolutioncofcFungiUI2009UIaaUIchVdd

9 26

304 —icheIsharingIreflectsIaIpoorlyIunderstoodIbiodiversityIphenomenonWIPersoonia:cMolecularc
PhylogenycandcEvolutioncofcFungiUI2009UIaaUIgbVhc 9 26

303 éeasonalItrendsIinIcolonisationIofIProteaIinfructescencesIbyIvondwanamycesIandI phiostomaI
sppWWISouthcAfricancJournalcofcBotanyUI2005UIfZUIbYfVbZZ 2.9 26

(2005-2018)
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302 siscoveryIofIfungusVmiteImutualismIinIaIuniqueInicheWIEnvironmentalcEntomologyUI2007UIbeUIZaaeVbf 2.1 26

301 wowItoIpublishIaInewIfungalIspeciesUIorInameUIversionIbWYWIIMAcFungusUI2021UIZaUIZZ 6.8 26

300 PhylogenyIandItaxonomyIofItheIgenusWIFungalcSystematicscandcEvolutionUI2018UIZUIcZVhh 2.6 26

299 siversityIandImovementIofIindoorIplternariaIalternataIacrossItheImainlandIβépWIFungalcGeneticsc
andcBiologyUI2015UIgZUIeaVfa 3.9 24

298 veneraIofIdiaporthaleanIcoelomycetesIassociatedIwithIleafIspotsIofItreeIhostsWIPersoonia:c
MolecularcPhylogenycandcEvolutioncofcFungiUI2012UIagUIeeVfd 9 24

297 —ewIspeciesIofI–ycosphaerellaIoccurringIonItucalyptusIleavesIinIxndonesiaIandIpfricaWICanadianc
JournalcofcBotanyUI1997UIfdUIfgZVfhY 24

296 rharacterisationIandIepitypificationIofIPseudocercosporaIcladosporioidesUItheIcausalIorganismIofI
rercosporaIleafIspotIofIolivesWIMycologicalcResearchUI2005UIZYhUIggZVg 24

295 wostIrangeIofIrercosporaIapiiIandIrWIbeticolaIandIdescriptionIofIrWIapiicolaUIaInovelIspeciesIfromI
celeryWIMycologiaUI2006UIhgUIafdVagd 2.4 24

294 ëheIveneraIrylindrocladiumIandIrylindrocladiellaIinIéouthIpfricaUIwithIépecialI×eferenceItoIuorestI
—urseriesWISouthcAfricancForestrycJournalUI1991UIZdfUIehVgd 24

293 ×esolvingIëiarosporellaIsppWIalliedItoIqotryosphaeriaceaeIandIPhacidiaceaeWIPhytotaxaUI2015UIaYaUIfb 0.7 23

292 ×eassessingIVermisporiumIQpmphisphaeriaceaeRUIaIgenusIofIfoliarIpathogensIofIeucalyptsWI
Persoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2011UIafUIhYVZZg 9 23

291 s–xIsensitivityIandIcrossVresistanceIpatternsIofI×hynchosporiumIsecalisIisolatesIfromIéouthIpfricaWI
CropcProtectionUI2001UIaYUIhfVZYa 2.7 23

290 rharacterizationIofIéomeIrylindrocladiumIépeciesIwithIëhreeVéeptateIronidiaIβsingI–orphologyUI
xsozymeIqandingIPatternsIandIs—pIPolymorphismsWISystematiccandcAppliedcMicrobiologyUI1993UIZeUIaeeVafb4.2 23

289 ëheI ccurrenceIofIrharcoalIsiseaseIrausedIbyIqiscogniauxiaImediterraneaIonIrhestnutV’eavedI
 akIQQuercusIcastaneifoliaRIinItheIvolestanIuorestsIofIxranWIPlantcDiseaseUI2011UIhdUIgfe 1.5 23

288 uirstI×eportIofIPilidiellaIgranatiIrausingIsiebackIandIuruitI×otIofIPomegranateIQPunicaIgranatumRI
inIxranWIPlantcDiseaseUI2012UIheUIceZ 1.5 22

287 –orphologicalIplasticityIinIrladosporiumIsphaerospermumWIPersoonia:cMolecularcPhylogenycandc
EvolutioncofcFungiUI2008UIaZUIhVZe 9 22

286 uungiIoccurringIonIProteaceaeWIxWWISouthcAfricancJournalcofcBotanyUI1998UIecUIZbfVZcd 2.9 22

285 pInewIspeciesIofI phiostomaIwithIaI’eptographiumIanamorphIfromI’archIinIyapanWIMycologicalc
ResearchUI1995UIhhUIZbbcVZbbg 22
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284 wighIdiversityIofIspeciesIassociatedIwithIpearIshootIcankerIinIrhinaWIPersoonia:cMolecularcPhylogenyc
andcEvolutioncofcFungiUI2020UIcdUIZbaVZea 9 22

283 —ewIandIxnterestingIuungiWIbWIFungalcSystematicscandcEvolutionUI2020UIeUIZdfVabZ 2.6 22

282 —ewIendemicIspeciesIhitchVhikingIwithIpathogenicIstrainsIcausingIPanamaIdiseaseIinIsmallVholderI
bananaIplotsIinIxndonesiaWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2019UIcbUIcgVeh 9 22

281 ralonectriaIsppWIcausingIleafIspotUIcrownIandIrootIrotIofIornamentalIplantsIinIëunisiaWIPersoonia:c
MolecularcPhylogenycandcEvolutioncofcFungiUI2011UIafUIfbVh 9 21

280 écleroramulariaIgenWInovWIassociatedIwithIsootyIblotchIandIflyspeckIofIappleIandIpawpawIfromItheI
—orthernIwemisphereWIFungalcDiversityUI2011UIceUIdbVee 17.6 21

279 veneticIVariationIinIrylindrocladiumIfloridanumIandIotherI–orphologicallyIéimilarIrylindrocladiumI
épeciesWISystematiccandcAppliedcMicrobiologyUI1997UIaYUIaegVagd 4.2 21

278 s—pIhomologyIbetweenIPyrenophoraIjaponicaIandIPWIteresWIMycologicalcResearchUI1995UIhhUIZYhgVZZYa 21

277 pIéummaryIofIuungalI’eafIPathogensIofItucalyptusIandItheIsiseasesItheyIrauseIinIéouthIpfricaWI
SouthcAfricancForestrycJournalUI1989UIZchUIhVZe 21

276 QRIinIrhinaWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2020UIcdUIZVcd 9 21

275 xnsideWIStudiescincMycologyUI2019UIhaUIaafVage 22.2 21

274 abIyearsIofIresearchIonIëeratosphaeriaIleafIblightIofItucalyptusWIForestcEcologycandcManagementUI
2019UIccbUIZhVaf 3.9 20

273 pnalysisIofItheImatingVtypeIlociIofIcoVoccurringIandIphylogeneticallyIrelatedIspeciesIofIpscochytaI
andIPhomaWIMolecularcPlantcPathologyUI2012UIZbUIbdYVea 5.7 20

272 —ewIendophyticIspeciesIfromIcactiIinIqrazilUIandIdescriptionIofIgenWInovWIIMAcFungusUI2017UIgUIffVhf 6.8 20

271 xsImorphologyIinIrercosporaIaIreliableIreflectionIofIgenericIaffinitynWIPhytotaxaUI2015UIaZbUIaa 0.7 20

270 sevelopmentIofIpolymorphicImicrosatelliteIandIsingleInucleotideIpolymorphismImarkersIforI
rercosporaIbeticolaIQ–ycosphaerellaceaeRWIMolecularcEcologycNotesUI2007UIfUIghYVgha 20

269 siscoveryIofIaIfunctionalI–ycosphaerellaIteleomorphIinItheIpresumedIasexualIbarleyIpathogenI
éeptoriaIpasseriniiWIFungalcGeneticscandcBiologyUI2007UIccUIbghVhf 3.9 20

268 rryptovalsaIampelinaUIaIforgottenIshootIandIcaneIpathogenIofIgrapevinesWIAustralasiancPlantc
PathologyUI2004UIbbUIahd 1.4 20

267 pIphylogeneticIanalysisIofI–ycosphaerellaceaeIleafIspotIpathogensIofIProteaceaeWIMycologicalc
ResearchUI2003UIZYfUIedbVg 20

(2003-2020)
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266 rharacterisationIandIpathogenicityIofI×hizoctoniaIisolatesIassociatedIwithIblackIrootIrotIofI
strawberriesIinItheIWesternIrapeIProvinceUIéouthIpfricaWIAustralasiancPlantcPathologyUI2003UIbaUIZhd 1.4 20

265 xsozymeIvariabilityIamongIisolatesIofIPhaeoisariopsisIgriseolaIinIsouthernIpfricaWIPlantcPathologyUI
1996UIcdUIbccVbch 2.8 20

264 —ewInematicidalIandIantimicrobialIsecondaryImetabolitesIfromIaInewIspeciesIinItheInewIgenusUWI
MycoKeysUI2018UIZVab 2.4 20

263 ’eafIqlightIofIquxusIsempervirensIinI—orthernIuorestsIofIxranIrausedIbyIralonectriaI
pseudonaviculataWIPlantcDiseaseUI2013UIhfUIZZaZ 1.5 20

262 ëheIforgottenIcollectioniIPouringIoldIwineIintoInewIbagsWIStudiescincMycologyUI2016UIgdUIZdhVZhg 22.2 20

261 ëheIProteanIWIiI×evisionUIuoodIrontaminantUIandIwumanIsiseaseWIMicroorganismsUI2018UIeUI 4.9 20

260 xntroducingIrhaetothyriotheciumUIaInewIgenusIofI–icrothyrialesWIPhytotaxaUI2014UIZeZUIZdf 0.7 19

259 xlyonectriaIblackIfootIrotIassociatedIwithIProteaceaeWIAustralasiancPlantcPathologyUI2013UIcaUIbbfVbch 1.4 19

258 tlucidatingItheI×amulariaIeucalyptiIspeciesIcomplexWIPersoonia:cMolecularcPhylogenycandcEvolutionc
ofcFungiUI2015UIbcUIdYVec 9 19

257 rercosporoidIfungiIQ–ycosphaerellaceaeRIbWIépeciesIonImonocotsIQPoaceaeUItrueIgrassesRWIIMAc
FungusUI2015UIeUIadVhf 6.8 19

256 ’ecanostictopsisIgenWInovWUIandIrelatedIleafVspottingIfungiIonIéyzygiumIspeciesWIMycologicalc
ResearchUI1997UIZYZUIaZdVaad 19

255 épeciesIofI–ycosphaerellaIandIrelatedIanamorphsIoccurringIonI–yrtaceaeIQexcludingItucalyptusRWI
MycologicalcResearchUI1999UIZYbUIeYfVeaZ 19

254 –ycosphaerellaIéuberosaIpssociatedIwithIrorkyI’eafIépotsIonItucalyptusIinIqrazilWIMycologiaUI1993
UIgdUIfYdVfZY 2.4 19

253 éporothrixIeucalyptiIQspWInovWRUIaIshootIandIleafIpathogenIoftucalyptusIinIéouthIpfricaWI
MycopathologiaUI1993UIZabUIZdhVZec 2.9 19

252 rrypticIspeciesIofIinItheIcultureIcollectionIofItheIQueenslandIPlantIPathologyIwerbariumWIMycoKeys
UI2018UIZVad 2.4 19

251 rhaetomiumVlikeIfungiIcausingIopportunisticIinfectionsIinIhumansiIaIpossibleIroleIforI
extremotoleranceWIFungalcDiversityUI2016UIfeUIZZVae 17.6 18

250 speciesIisolatedIfromIplantationsIandInurseriesIinIéouthIrhinaWIIMAcFungusUI2017UIgUIadhVage 6.8 18

249 –ycologicalIsiversityIsescriptionIxWIActacBotanicacBrasilicaUI2018UIbaUIedeVeee 1 18
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248 ×ootIandIrollarI×otIofI–ilkwortIrausedIbyIrylindrocladiumIpauciramosumUIaI—ewI×ecordIforI
turopeWIEuropeancJournalcofcPlantcPathologyUI1999UIZYdUIcYfVcZZ 2.1 18

247 –ycosphaerellaIsuberosaIpssociatedIwithIrorkyI’eafIépotsIonItucalyptusIinIqrazilWIMycologiaUI1993
UIgdUIfYd 2.4 18

246 rharacterizationIofIPyrenophoraIxsolatesIpssociatedIwithIépotIandI—etIëypeI’esionsIonIqarleyIinI
éouthIpfricaWIJournalcofcPhytopathologyUI1995UIZcbUIZahVZbc 1.8 18

245 tndophyticIfungiIisolatedIfromIPelargoniumIsidoidesIsriIpntimicrobialIinteractionIandIisolationIofI
aIbioactiveIcompoundWISouthcAfricancJournalcofcBotanyUI2019UIZaaUIdbdVdca 2.9 18

244 PhyllostictaIspeciesIonIcitrusiI×iskIestimationIofIresistanceItoIQoxIfungicidesIandIidentificationIofI
speciesIwithIcytochromeIbIgeneIsequencesWICropcProtectionUI2013UIcgUIeVZa 2.7 17

243 PorocercosporaIseminalisIgenWIetIcombWInovWUItheIcausalIorganismIofIbuffalograssIfalseIsmutWI
MycologiaUI2014UIZYeUIffVgd 2.4 17

242 aWIëheIpmsterdamIseclarationIonIfungalInomenclatureWIMycotaxonUI2011UIZZeUIchZVdYY 0.5 17

241 xdentificationIofI–ycosphaerellaIspeciesIassociatedIwithItucalyptusInitensIleafIdefoliationIinIéouthI
pfricaWIAustralasiancPlantcPathologyUI2004UIbbUIbch 1.4 17

240 pdheringItoIvoodIrulturalIPracticeIQvrPRWIMycologicalcResearchUI2002UIZYeUIZbfgVZbfh 17

239 veneticIstabilityIofInetIˆ�IspotIhybridIprogenyIofItheIbarleyIpathogenIPyrenophoraIteresWI
AustralasiancPlantcPathologyUI2003UIbaUIagb 1.4 17

238 éystematicsIofIselectedIfoliicolousIfungiIassociatedIwithIleafIspotsIofIProteaceaeWIMycologicalc
ResearchUI1999UIZYbUIZahhVZbYc 17

237 ëheIveneraIofIuungiâ��vbiIpleurocystisUIqlastacervulusUIrlypeophysalosporaUI’icrostromaUI
—eohendersoniaIandIépumatoriaWIMycologicalcProgressUI2017UIZeUIbadVbcg 1.9 16

236 ×esolvingItheIphylogeneticIplacementIofIPorobeltraniellaIandIalliedIgeneraIinItheIqeltraniaceaeWI
MycologicalcProgressUI2016UIZdUIZZZhVZZbe 1.9 16

235 ëheIuungalIëreeIofI’ifeiIuromI–olecularIéystematicsItoIvenomeVécaleIPhylogeniesI2017UIZVbc 16

234 PhylogenyIandItaxonomyIofItheIgenusIrylindrocladiellaWIMycologicalcProgressUI2012UIZZUIgbdVgeg 1.9 16

233 veneticIdiversityIamongIisolatesIofIPhaeomoniellaIchlamydosporaIonIgrapevinesWIAustralasianc
PlantcPathologyUI2006UIbdUIcdb 1.4 16

232 xmpactIofImolecularIphylogeneticsIonItheItaxonomyIandIdiagnosticsIofIfungiSWIEPPOcBulletinUI2005UI
bdUIcfVdZ 1 16

231 uemaleIuertilityIandIéingleI—ucleotideIPolymorphismIromparisonsIinIrylindrocladiumI
pauciramosumWIPlantcDiseaseUI2001UIgdUIhcZVhce 1.5 16

(2001-1999)

25



230 pItaxonomicIreassessmentIofIPhyllachoraIproteaeUIaIleafIpathogenIofIProteaceaeWIMycologiaUI1999UI
hZUIdZYVdZe 2.4 16

229 –ycosphaerellaIparkiiIandIPhyllostictaIeucalyptorumUItwoInewIspeciesIfromItucalyptusIleavesIinI
qrazilWIMycologicalcResearchUI1993UIhfUIdgaVdgc 16

228 —onVconspecificityIofIrylindrocladiumIquinqueseptatumIandIralonectriaIquinqueseptataIbasedIonI
aI˛†VtubulinIgeneIphylogenyIandImorphologyWICanadiancJournalcofcBotanyUI2001UIfhUIZacZVZacf 16

227 ëanIspotIofIpyrethrumIisIcausedIbyIaIsidymellaIspeciesIcomplexWIPlantcPathologyUI2016UIedUIZZfYVZZgc 2.8 16

226 QRiIanIimportantIgenusIofIplantIpathogenicIfungiWIPersoonia:cMolecularcPhylogenycandcEvolutioncofc
FungiUI2018UIcYUIheVZZg 9 16

225 tightInovelIqipolarisIspeciesIidentifiedIfromIyohnI’WIplcornâ��sIcollectionsIatItheIQueenslandIPlantI
PathologyIwerbariumIQq×xPRWIMycologicalcProgressUI2016UIZdUIZaYbVZaZc 1.9 15

224 siversityIofIyeastIspeciesIfromIsutchIgardenIsoilIandItheIdescriptionIofIsixInovelIpscomycetesWI
FEMScYeastcResearchUI2018UIZgUI 3.1 15

223 ëaxonomyIandIphylogenyIofIrercosporaIsppWIfromI—orthernIëhailandWIPhytotaxaUI2015UIabbUIaf 0.7 15

222 ×eappraisalIofItheIgenusIplternariasterIQsothideomycetesRWIPersoonia:cMolecularcPhylogenycandc
EvolutioncofcFungiUI2013UIbZUIffVgd 9 15

221 pInewIspeciesIofIralonectriaIcausingIleafIblightIandIcuttingIrotIofIthreeIforestItreeIspeciesIinI
qrazilWITropicalcPlantcPathologyUI2013UIbgUIdZbVdaZ 2.5 15

220 —ewIfoliicolousIspeciesIofIrladosporiumIfromIéouthIpmericaWIPersoonia:cMolecularcPhylogenycandc
EvolutioncofcFungiUI2009UIaaUIZZZVaa 9 15

219 ëheIenigmaIofIralonectriaIspeciesIoccurringIonIleavesIofIxlexIaquifoliumIinIturopeWIIMAcFungusUI
2010UIZUIZYZVg 6.8 15

218 PopulationIdiversityIamongIqrazilianIisolatesIofIrryphonectriaIcubensisWIForestcEcologycandc
ManagementUI1998UIZZaUIcZVcf 3.9 15

217 rladosporiumIleafVblotchIandIstemIrotIofIPaeoniaIsppWIcausedIbyIsichocladosporiumI
chlorocephalumIgenWInovWIStudiescincMycologyUI2007UIdgUIhdVZYc 22.2 15

216 warknessiaIépeciesI ccurringIinIéouthIpfricaWIMycologiaUI1993UIgdUIZYgVZZg 2.4 15

215 uungalIPlanetIdescriptionIsheetsiIZZZaVZZgZWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI
2020UIcdUIadZVcYh 9 15

214 —ewIspeciesIfromItheIzrugerI—ationalIParkUIéouthIpfricaWIMycoKeysUI2018UIebVha 2.4 15

213 –ultigeneIphylogenyIrevealsInewIfungicolousIspeciesIinItheIuusariumItricinctumIspeciesIcomplexI
andInovelIhostsIinItheIgenusIuusariumIfromIxranWIMycologicalcProgressUI2019UIZgUIZZhVZbb 1.9 15
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212 épeciesIrausingIpnthracnoseIofIritrusIinIpustraliaWIJournalcofcFungiclBaselpcSwitzerlandmUI2021UIfUI 5.6 15

211 –ultipleIgeneIsequencesIdelimitIqotryosphaeriaIaustralisIspWInovWIfromIqWIluteaWIMycologiaUI2004UI
heUIZYbYVcZ 2.4 15

210 rircumscriptionIofIqotryosphaeriaIspeciesIassociatedIwithIProteaceaeIbasedIonImorphologyIandI
s—pIsequenceIdataWIMycologiaUI2003UIhdUIahcVbYf 2.4 15

209 qotryosphaeriaceaeIassociatedIwithIdiseasesIofImangoIQ–angiferaIindicaRWIAustralasiancPlantc
PathologyUI2014UIcbUIcad 1.4 14

208 rercosporoidIfungiIQ–ycosphaerellaceaeRIcWIépeciesIonIdicotsIQpcanthaceaeItoIpmaranthaceaeRWI
IMAcFungusUI2015UIeUIbfbVceh 6.8 14

207 –ultilocusIxéé×ImarkersIrevealItwoImajorIgeneticIgroupsIinIépanishIandIéouthIpfricanIpopulationsI
ofItheIgrapevineIfungalIpathogenIradophoraIluteoVolivaceaWIPLoScONEUI2014UIhUIeZZYcZf 3.7 14

206 selineationIofIrylindrocladiumIspeciesIwithIZVbVseptateIconidiaIandIclavateIvesiclesIbasedIonI
morphologyIandIrs—pI×u’PsWIMycologicalcResearchUI1997UIZYZUIaZYVaZc 14

205 tvaluationIofIfungicidesIforItheIcontrolIofIqotryosphaeriaIprotearumIonIProteaImagnificaIinItheI
WesternIrapeIProvinceIofIéouthIpfricaWIAustralasiancPlantcPathologyUI2004UIbbUIhf 1.4 14

204 sematiocladiumIceltidisIgenWIspWInovWIQ—ectriaceaeUIwypocrealesRUIaInewIgenusIfromIreltisIleafIlitterI
inIprgentinaWIMycologicalcResearchUI2005UIZYhUIgbbVcY 14

203 ×ecombinationIinIralonectriaImorganiiIandIphylogenyIwithIotherIheterothallicIsmallVsporedI
ralonectriaIspeciesWIMycologiaUI2000UIhaUIeedVefb 2.4 14

202 —ewIandIinterestingIrecordsIofIéouthIpfricanIfungiWIXxWItucalyptusIleafIfungiWISouthcAfricancJournalc
ofcBotanyUI1993UIdhUIbYYVbYc 2.9 14

201 —uclearIs—pIPolymorphismsIofIrylindrocladiumIépeciesIwithIZVseptateIronidiaIandIrlavateI
VesiclesWISystematiccandcAppliedcMicrobiologyUI1995UIZgUIaccVadY 4.2 14

200 pI’istIofItucalyptusI’eafIuungiIandItheirIPotentialIxmportanceItoIéouthIpfricanIuorestryWISouthc
AfricancForestrycJournalUI1989UIZchUIZfVah 14

199 PseudocercosporaIeucalyptorumIspWInovWIonItucalyptusIleavesWIMycologicalcResearchUI1989UIhbUIbhcVbhg 14

198 ritizenIscienceIprojectIrevealsIhighIdiversityIinIsidymellaceaeIQPleosporalesUIsothideomycetesRWI
MycoKeysUI2020UIedUIchVhh 2.4 14

197 txploringIfungalImegaVdiversityiIfromIqrazilWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI
2016UIbfUIZcaVZfa 9 14

196 épeciesIdiversityIofIPseudocercosporaIfromIuarItastIpsiaWIMycologicalcProgressUI2016UIZdUIZYhbVZZZf 1.9 14

195 spWInovWUIcausingItrunkIcankersIonIavocadoIinIxtalyWIFungalcSystematicscandcEvolutionUI2018UIZUIZbZVZcY 2.6 14

(2018-2021)
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194 —eocordanaIgenWInovWUItheIcausalIorganismIofIrordanaIleafIspotIonIbananaWIPhytotaxaUI2015UIaYdUIaah 0.7 13

193 ralonectriaImetrosideriUIaIhighlyIaggressiveIpathogenIcausingIleafIblightUIrootIrotUIandIwiltIofI
–etrosiderosIsppWIinIqrazilWIForestcPathologyUI2013UIcbUIadfVaed 1.2 13

192 womortomycesIgenWInovWUIaInewIdothidealeanIpycnidialIfungusIfromItheIrradleIofIwumankindWIIMAc
FungusUI2012UIbUIZYhVZd 6.8 13

191 PhylogenyIandItaxonomyIofItheIgenusIvliocladiopsisWIPersoonia:cMolecularcPhylogenycandcEvolutionc
ofcFungiUI2012UIagUIadVbb 9 13

190 —ewIspeciesIofIpnthostomellaIonIfynbosUIwithIaIkeyItoItheIgenusIinIéouthIpfricaWIMycologicalc
ResearchUI2003UIZYfUIbeYVfY 13

189 xdentificationIofItheIpathogenIassociatedIwithIéigatokaIdiseaseIofIbananaIinIéouthIpfricaWI
AustralasiancPlantcPathologyUI2003UIbaUIaf 1.4 13

188 sifferentiationIofIépeciesIofItlsinoeIpssociatedIwithIécabIsiseaseIofIProteaceaeIqasedIonI
–orphologyUIéymptomatologyUIandIxëéIéequenceIPhylogenyWIMycologiaUI2001UIhbUIbee 2.4 13

187 uungiIoccurringIonIProteaceaeIinIpustraliaiIselectedIfoliicolousIspeciesWIAustralasiancPlantc
PathologyUI2000UIahUIaef 1.4 13

186 sifferentiationIofIspeciesIofItlsinoˆ«IassociatedIwithIscabIdiseaseIofIProteaceaeIbasedIonI
morphologyUIsymptomatologyUIandIxëéIsequenceIphylogenyWIMycologiaUI2001UIhbUIbeeVbfh 2.4 13

185 –ycosphaerellaIgracilisIandIotherIspeciesIofI–ycosphaerellaIassociatedIwithIleafIspotsIofI
tucalyptusIinIxndonesiaWIMycologiaUI1995UIgfUIZaZVZae 2.4 13

184 uoliicolousIdematiaceousIhyphomycetesIfromIéyzygiumIcordatumWICanadiancJournalcofcBotanyUI
1995UIfbUIaacVabc 13

183 ’eptographiumIelegansiIaInewIspeciesIfromIëaiwanWIMycologicalcResearchUI1994UIhgUIfgZVfgd 13

182 épeciesIofIQtrythrogloeaceaeUIsiaporthalesRIassociatedIwithIchestnutIandIoakIcankerIdiseasesIinI
rhinaWIMycoKeysUI2019UIcgUIefVhe 2.4 13

181 pI—ewI×ootIandIrrownI×otIsiseaseIofIweathIinIraliforniaIrausedIbyIrylindrocladiumI
pauciramosumWIPlantcDiseaseUI1999UIgbUIdgh 1.5 13

180 ParaphomaIrrownI×otIofIPyrethrumIQëanacetumIcinerariifoliumRWIPlantcDiseaseUI2016UIZYYUIabebVabeh 1.5 13

179 ëenInewIspeciesIofIralonectriaIfromIxndonesiaIandIVietnamWIMycologiaUI2019UIZZZUIfgVZYa 2.4 13

178 rharacterizationIofIrolletotrichumIspeciesIassociatedIwithIdiseasesIofIProteaceaeWIMycologiaUI2004
UIheUIZaegVfh 2.4 13

177 genWInovWIandIaInewIspeciesIofIcausingIbasalIrotIofIinIxtalyWIIMAcFungusUI2017UIgUIedVfe 6.8 12
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176 rercosporoidIfungiIQ–ycosphaerellaceaeRIdWIépeciesIonIdicotsIQpnacardiaceaeItoIpnnonaceaeRWIIMAc
FungusUI2016UIfUIZeZVaZe 6.8 12

175 ParastagonosporellaIfallopiaeIgenWIetIspWInovWIQPhaeosphaeriaceaeRIonIuallopiaIconvolvulusIfromI
xranWIMycologicalcProgressUI2019UIZgUIaYbVaZc 1.9 12

174 venomeVscaleIdataIresolveIancestralIrockVinhabitingIlifestyleIinIsothideomycetesIQpscomycotaRWI
IMAcFungusUI2019UIZYUIZh 6.8 12

173 PhylogeneticIcircumscriptionIofIprthrographisIQtremomycetaceaeUIsothideomycetesRWIPersoonia:c
MolecularcPhylogenycandcEvolutioncofcFungiUI2014UIbaUIZYaVZc 9 12

172 rytosporaIfromIβlmusIpumilaIinI—orthernIrhinaWIMycologicalcProgressUI2015UIZcUIZ 1.9 12

171 PyrigemmulaUIaInovelIhyphomyceteIgenusIonIgrapevineIandItreeIbarkWIMycologicalcProgressUI2011UI
ZYUIbYfVbZc 1.9 12

170 uungalIphoenixIrisingIfromItheIashesnWIIMAcFungusUI2010UIZUIZchVdb 6.8 12

169 —ewIspeciesIofIhyphomycetesIassociatedIwithItucalyptusWISouthcAfricancJournalcofcBotanyUI1997UI
ebUIageVahY 2.9 12

168 —ewIspeciesIofIralonectriaIandIrylindrocladiumIisolatedIfromIsoilIinItheItropicsWIMycologiaUI1997UI
ghUIedbVeeY 2.4 12

167 pIPr×VbasedImethodItoIdetectIspeciesIofIvondwanamycesIandI phiostomaIonIsurfacesIofIinsectsI
colonizingIProteaIflowersWICanadiancJournalcofcBotanyUI2006UIgcUIhghVhhc 12

166 pIëaxonomicI×eassessmentIofIPhyllachoraIproteaeUIaI’eafIPathogenIofIProteaceaeWIMycologiaUI
1999UIhZUIdZY 2.4 12

165 uoliicolousIuungiIofItucalyptusIsppWIfromItasternI–adagascariIxmplicationsIforIéouthIpfricaWISouthc
AfricancForestrycJournalUI1995UIZfaUIZVd 12

164 éettingIscientificInamesIatIallItaxonomicIranksIinIitalicsIfacilitatesItheirIquickIrecognitionIinI
scientificIpapersWIIMAcFungusUI2020UIZZUIad 6.8 12

163 uindingItheImissingIlinkiI×esolvingItheIwithinWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungi
UI2016UIbfUIbfVde 9 12

162 rercosporoidIdiseasesIofIritrusWIMycologiaUI2015UIZYfUIZZdZVfZ 2.4 11

161 ëheIprchitectureIofI–etabolismI–aximizesIqiosyntheticIsiversityIinItheI’argestIrlassIofIuungiWI
MolecularcBiologycandcEvolutionUI2020UIbfUIagbgVagde 8.3 11

160 ëheIveneraIofIuungiIVIvdiIUIandWIFungalcSystematicscandcEvolutionUI2020UIdUIffVhg 2.6 11

159 ×eevaluatingIrryphonectriaceaeIandIalliedIfamiliesIinIsiaporthalesWIMycologiaUI2020UIZZaUIaefVaha 2.4 11

(2020-2016)
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158 xlyonectriaIpalmarumIspWInovWIcausingIdryIbasalIstemIrotIofIprecaceaeWIEuropeancJournalcofcPlantc
PathologyUI2014UIZbgUIbcfVbdh 2.1 11

157 rhocolateIspotIdiseaseIofItucalyptusWIMycologicalcProgressUI2012UIZZUIeZVeh 1.9 11

156 éeptoriaVlikeIpathogensIcausingIleafIandIfruitIspotIofIpistachioWIIMAcFungusUI2013UIcUIZgfVhh 6.8 11

155 QYZeâ��YaYRIProposalsItoIamendItheIrodeItoImakeIclearIthatIitIcoversItheInomenclatureIofIfungiUIandI
toImodifyIitsIgovernanceIwithIrespectItoInamesIofIorganismsItreatedIasIfungiWITaxonUI2009UIdgUIedgVedh0.8 11

154 PilidiellaItibouchinaeIspWInovWIassociatedIwithIfoliageIblightIofIëibouchinaIgranulosaIQquaresmeiraRI
inIqrazilWIIMAcFungusUI2012UIbUIZVf 6.8 11

153 PopulationIstructureIofIrylindrocladiumIparasiticumIinfectingIpeanutsIQprachisIhypogaeaRIinI
veorgiaUIβépWIEuropeancJournalcofcPlantcPathologyUI2010UIZafUIZhhVaYe 2.1 11

152 uungicideIsensitivityIofIéouthIpfricanInetVIandIspotVtypeIisolatesIofIPyrenophoraIteresItoI
ergosterolIbiosynthesisIinhibitorsWIAustralasiancPlantcPathologyUI2002UIbZUIZdZ 1.4 11

151 rharacterisationIandIpathogenicityIofIrylindrocladiellaIsppWIassociatedIwithIrootIandIcuttingIrotI
symptomsIofIgrapevinesIinInurseriesWIAustralasiancPlantcPathologyUI2005UIbcUIcgh 1.4 11

150 PhylogeneticIconfirmationIofIralonectriaIspathulataIandIrylindrocladiumIleucothoesIbasedIonI
morphologyUIandIsequenceIdataIofItheI˛†VtubulinIandIxëéIr×—pIgenesWIMycoscienceUI2001UIcaUIdZVdf 1.2 11

149 rurvicladiumIgenWInovWUIaInewIhyphomyceteIgenusIfromIurenchIvuianaWIMycologiaUI1998UIhYUIafeVagZ 2.4 11

148 x–xIsescriptionsIofIuungiIandIqacteriaUIéetIZacUI—osWIZabZVZacYWIMycopathologiaUI1995UIZbYUIcbVec 2.9 11

147 warknessiaIépeciesI ccurringIinIéouthIpfricaWIMycologiaUI1993UIgdUIZYg 2.4 11

146 —ewIandIinterestingIrecordsIofIéouthIpfricanIfungiWIXxVWIrercosporoidIfungiIfromIweedsWISouthc
AfricancJournalcofcBotanyUI1994UIeYUIbadVbba 2.9 11

145 –atingIgenesIinIandIevidenceIforIaIheterothallicIancestralIstateWIPersoonia:cMolecularcPhylogenyc
andcEvolutioncofcFungiUI2020UIcdUIZebVZfe 9 11

144
siketopiperazinesIfromIqatnamycesIglobulariicolaUIgenWIOIspWInovWIQrhaetomiaceaeRUIaIfungusI
associatedIwithIrootsIofItheImedicinalIplantIvlobulariaIalypumIinIplgeriaWIMycologicalcProgressUI
2020UIZhUIdghVeYb

1.9 10

143
ëheIdevelopmentIofIaIvalidatedIrealVtimeIQëaq–anRIPr×IforIdetectionIofIétagonosporopsisI
andigenaIandIéWIcrystalliniformisIinIinfectedIleavesIofIpotatoIandItomatoWIEuropeancJournalcofcPlantc
PathologyUI2012UIZbcUIbYZVbZb

2.1 10

142 —ectriaIserpensIspWInovWIandIitsIhyphomycetousIanamorphIXenocylindrocladiumIgenWInovWWI
MycologicalcResearchUI1997UIZYZUIfgeVfhY 10

141 –orphologicalIandImolecularIcharacterizationIofItndophyllumIspeciesIonIperennialIasteraceousI
plantsIinIéouthIpfricaWIMycologicalcResearchUI2005UIZYhUIbgfVcYY 10
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140 qiodiversityIinItheIrapeIuloralIzingdomiIfungiIoccurringIonIProteaceaeWIMycologicalcResearchUI2001UI
ZYdUIZcgYVZcgc 10

139 ×ecombinationIinIralonectriaImorganiiIandIPhylogenyIwithI therIweterothallicIémallVéporedI
ralonectriaIépeciesWIMycologiaUI2000UIhaUIeed 2.4 10

138 –ycosphaerellaIgracilisIandI therIépeciesIofI–ycosphaerellaIpssociatedIwithI’eafIépotsIofI
tucalyptusIinIxndonesiaWIMycologiaUI1995UIgfUIZaZ 2.4 10

137 éensitivityIofIéouthIpfricanI×amulisporaIherpotrichoidesIisolatesItoIcarbendazimIandIergosterolI
biosynthesisIinhibitorsWIPlantcPathologyUI1996UIcdUIafYVafd 2.8 10

136 —ewIandIinterestingIrecordsIofIéouthIpfricanIfungiWIXxxxWIuoliicolousImicrofungiWISouthcAfricanc
JournalcofcBotanyUI1993UIdhUIeYaVeZY 2.9 10

135
prnaudiellaIeucalyptorumIspWnovWIQsothidealesUIpscomycetesRUIandIitsIhyphomycetousIanamorphI
XenogliocladiopsisIgenWnovWUIfromItucalyptusIleafIlitterIinIéouthIpfricaWICanadiancJournalcofcBotanyUI
1994UIfaUIdhVec

10

134 —ewIandIinterestingIrecordsIofIéouthIpfricanIfungiWIXWI—ewIrecordsIofItucalyptusIleafIfungiWISouthc
AfricancJournalcofcBotanyUI1990UIdeUIdgbVdge 2.9 10

133 uungalIéystematicsIandItvolutioniIuβétIbI2017UIehUIaahVaec 10

132 uirstI×eportIofI’asiodiplodiaIcrassisporaIasIaIPathogenIofIvrapevineIërunksIinIéouthIpfricaWIPlantc
DiseaseUI2010UIhcUIZYeb 1.5 10

131 —ewIandIxnterestingIuungiWIcWIFungalcSystematicscandcEvolutionUI2021UIfUIaddVbcb 2.6 10

130 pncestralIstateIreconstructionIinfersIphytopathogenicIoriginsIofIsootyIblotchIandIflyspeckIfungiIonI
appleWIMycologiaUI2016UIZYgUIahaVbYa 2.4 10

129 —eotypificationIofIVIaIreappraisalIofIaIclinicallyIimportantIspeciesIcomplexWIFungalcSystematicscandc
EvolutionUI2019UIcUIZgbVaYY 2.6 10

128
xntronVencodedIribosomalIproteinsIandI—VacetyltransferasesIwithinItheImitochondrialIgenomesIofI
fungiiIhereItodayUIgoneItomorrownWIMitochondrialcDNAcPartcA:cDNAcMappingpcSequencingpcandc
AnalysisUI2019UIbYUIdfbVdgc

1.3 9

127 VenturialesWIStudiescincMycologyUI2020UIheUIZgdVbYg 22.2 9

126 ParaphomaIchlamydocopiosaIspWInovWIandIParaphomaIpyeIspWInovWUItwoInewIspeciesIassociatedIwithI
leafIandIcrownIinfectionIofIpyrethrumWIPlantcPathologyUI2018UIefUIZacVZbd 2.8 9

125 uungalIvenomesIandIxnsightsIintoItheItvolutionIofItheIzingdomI2017UIeZhVebb 9

124
QZZfâ��ZZhRIProposalsItoImakeItheIpreâ��publicationIdepositIofIkeyInomenclaturalIinformationIinIaI
recognizedIrepositoryIaIrequirementIforIvalidIpublicationIofIorganismsItreatedIasIfungiIunderItheI
rodeWITaxonUI2010UIdhUIeeYVeea

0.8 9

123 rercosporoidIleafIpathogensIfromIwhorledImilkweedIandIspinelessIsafflowerIinIraliforniaWIIMAc
FungusUI2011UIaUIfVZa 6.8 9

(2011-2001)
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122 PathogenicityIofIrolletotrichumIspeciesItoIProteaIcultivarsWIAustralasiancPlantcPathologyUI2006UIbdUIbf 1.4 9

121 QZfbaRIProposalItoIconserveItheInameIPseudocercosporaIagainstIétigminaIandIPhaeoisariopsisI
QwyphomycetesRWITaxonUI2006UIddUIgYbVgYb 0.8 9

120 uoliarIendophytesIandItheirIinteractionsIwithIhostIplantsUIwithIspecificIreferenceItoItheI
gymnospermaeWIAdvancescincBotanicalcResearchUI2000UIbbUIZVbc 2.2 9

119  phiostomaIeurophioidesIandIreratocystisIpseudoeurophioidesUIsynonymsIofI WIpiceaperdumWI
MycologicalcResearchUI2000UIZYcUIabgVacb 9

118 sescriptionIandIpathogenicityIofIrylindrocladiumIovatumIspWnovWWICanadiancJournalcofcBotanyUI1993
UIfZUIceeVcfY 9

117 ëapesiaIyallundaeIcollectedIfromIwheatIstubbleIinIéouthIpfricaWIMycopathologiaUI1994UIZadUIabVag 2.9 9

116 —ewIrecordsIofIrylindrocladiumIandIrylindrocladiellaIsppWIinIéouthIpfricaWIPlantcPathologyUI1993UI
caUIbYaVbYd 2.8 9

115 siversityIandItoxigenicityIofIfungiIandIdescriptionIofIspWInovWIfromIcerealsUIlegumesIandIsoilsIinI
northVcentralI—igeriaWIMycoKeysUI2020UIefUIhdVZac 2.4 9

114 —ewIplectosphaerellaceousIspeciesIfromIsutchIgardenIsoilWIMycologicalcProgressUI2019UIZgUIZZbdVZZdc 1.9 8

113 ×idingIwithItheIantsWIPersoonia:cMolecularcPhylogenycandcEvolutioncofcFungiUI2017UIbgUIgZVhh 9 8

112 WhatIisIécirrhianWIIMAcFungusUI2011UIaUIZafVbb 6.8 8

111 éystematicIappraisalIofIspeciesIcomplexesIwithinIrylindrocladiellaWIMycologicalcResearchUI1998UIZYaUIafbVafh 8

110 XenochalaraUIaInewIgenusIofIdematiaceousIhyphomycetesIforIchalaraVlikeIfungiIwithIapicalIwallI
buildingIconidialIdevelopmentWISouthcAfricancJournalcofcBotanyUI2000UIeeUIhhVZYb 2.9 8

109 éelenophomaIeucalyptiIandIétigminaIrobbenensisIsppWInovWIfromItucalyptusIleavesIonI×obbenI
xslandWIMycologicalcResearchUI1995UIhhUIecgVeda 8

108 uungalIPathogensIinIPinusIandItucalyptusIéeedlingI—urseriesIinIéouthIpfricaiIpI×eviewWISouthc
AfricancForestrycJournalUI1992UIZeZUIcdVdZ 8

107 éhootIandI—eedleIsiseasesIofIPinusIsppWIinIéouthIpfricaWISouthcAfricancForestrycJournalUI1990UIZdcUIeYVee 8

106 ×econsiderationIofIspeciesIboundariesIandIproposedIs—pIbarcodesIforWIStudiescincMycologyUI2020UI
hfUIZYYZYe 22.2 8

105 rladosporiumIlebrasiaeUIaInewIfungalIspeciesIisolatedIfromImilkIbreadIrollsIinIuranceWIFungalc
BiologyUI2016UIZaYUIZYZfVZYah 2.8 8
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104 pInewIspeciesIofIralonectriaIcausingIrotIonIripeIstrawberryIfruitIinIqrazilWIAustralasiancPlantc
PathologyUI2018UIcfUIZVZZ 1.4 8

103 PhylogeneticIandImorphologicalIanalysesIofItheImycoparasiticIgenus´ IPiptocephalisWIMycologiaUI
2019UIZZZUIdcVeg 2.4 7

102 βsingIstandardIkeywordsIinIpublicationsItoIfacilitateIupdatesIofInewIfungalItaxonomicInamesWIIMAc
FungusUI2017UIgUIpfYVpfb 6.8 7

101 éixIzeyIëraitsIofIuungiiIëheirItvolutionaryI riginsIandIveneticIqasesI2017UIbdVde 7

100 —ovelIxntronerV’ikeItlementsIinIfungiIpreIxnvolvedIinIParallelIvainsIofIépliceosomalIxntronsWIPLoSc
ONEUI2015UIZYUIeYZahbYa 3.7 7

99 –atsushimamycesUIaInewIgenusIofIkeratinophilicIfungiIfromIsoilIinIcentralIxndiaWIIMAcFungusUI2015UI
eUIbbfVcb 6.8 7

98 uoliicolousIfungiIfromIprctostaphylosIpungensIinI–exicoWIIMAcFungusUI2014UIdUIfVZd 6.8 7

97
PredictingItheIdistributionIofItndophyllumIosteospermiIQβredinalesUIPucciniaceaeRIinIpustraliaI
basedIonIitsIclimaticIrequirementsIandIdistributionIinIéouthIpfricaWIAustralasiancPlantcPathologyUI
2004UIbbUIdch

1.4 7

96 uusariumIwiltiIpInewIdiseaseIofIcultivatedIProteaIinIéouthernIpfricaWIAustralasiancPlantcPathologyUI
1999UIagUIZde 1.4 7

95 qatcheloromycesIspeciesIoccurringIonIProteaceaeIinIéouthIpfricaWIMycologicalcResearchUI1999UIZYbUIZcfgVZcgc 7

94 PestalotiopsisIleafIspotIdiseaseIofIProteaceaeIinIZimbabweWISouthcAfricancJournalcofcBotanyUI1999UI
edUIabhVaca 2.9 7

93 PyrenophoraIjaponicaIoccurringIonIbarleyIinIéouthIpfricaWIPlantcPathologyUI1994UIcbUIcaYVcab 2.8 7

92 rylindrocladiumI’eafIépotUIqlightUIandIrrownI×otUI—ewIsiseasesIofI–asticIëreeIéeedlingsIrausedI
byIrylindrocladiumIscopariumWIPlantcDiseaseUI2006UIhYUIZZZY 1.5 7

91 uirstI×eportIofIrercosporaIbeticolaIasIaIPathogenIofIvermanIétaticeIQvoniolimonItataricumRIinI
qulgariaWIPlantcDiseaseUI2009UIhbUIddb 1.5 7

90 PestalotiopsisIpiniIspWInovWUIanItmergingIPathogenIonIétoneIPineIQPinusIpineaI’WRWIForestsUI2020UIZZUIgYd 2.8 7

89 —amesIofIPhytopathogenicIuungiiIpIPracticalIvuideWIPhytopathologyUI2021UIPwYë ZZaYYdZaPt× 3.8 7

88 –ultiVlocusIphylogenyIofItheIgenusIrurvulariaIandIdescriptionIofItenInewIspeciesWIMycologicalc
ProgressUI2020UIZhUIddhVdgg 1.9 6

87 PhylogenyIandItaxonomyIofItheIgenusIvliocephalotrichumWIPersoonia:cMolecularcPhylogenycandc
EvolutioncofcFungiUI2014UIbaUIZafVcY 9 6

(2014-2018)
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86 —eotypificationIandIphylogenyIofIzalmusia´ WIPhytotaxaUI2014UIZfeUIZec 0.7 6

85 éexIandItheIxmperfectIuungiI2017UIZhbVaZc 6

84 qraunomycesIdictyosporusIgenWIspWInovWIfromIVietnamWIIMAcFungusUI2014UIdUIZVd 6.8 6

83 PseudovirgariaUIaIfungicolousIhyphomyceteIgenusWIIMAcFungusUI2011UIaUIedVh 6.8 6

82 xsolationIandIcharacterizationIofImicrosatelliteIlociIinIrylindrocladiumIparasiticumWIMolecularc
EcologycNotesUI2006UIeUIZZYVZZa 6

81 sevelopmentIofIpolymorphicImicrosatelliteImarkersIforItheItucalyptusIleafIpathogenI
–ycosphaerellaInubilosaWIMolecularcEcologycNotesUI2006UIeUIhYYVhYb 6

80 Pr×â��×u’PIandIéequenceIsataIselineateIëhreeIsiaportheIépeciesIpssociatedIwithIétoneIandIPomeI
uruitIëreesIinIéouthIpfricaWIEuropeancJournalcofcPlantcPathologyUI2002UIZYgUIhYhVhZa 2.1 6

79 uirstIreportIofIrylindrocladiumIrootIandIpetioleIrotIofIépathiphyllumIinIéouthIpfricaWISouthcAfricanc
JournalcofcBotanyUI1999UIedUIaYgVaZZ 2.9 6

78 pIPreliminaryUIpnnotatedI’istIofIuoliarIPathogensIofItucalyptusIsppUIinIrhileWISouthcAfricancForestryc
JournalUI1995UIZfbUIdbVdf 6

77 rercosporaIspeciesIandIsimilarIfungiIofIéouthIpfricaWIMycologicalcResearchUI1995UIhhUIbZVbe 6

76 spWInovWUItheIcausalIagentIofIpistachioIcankersIandIdeclineIinIxtalyWIMycoKeysUI2018UIahVdZ 2.4 6

75 uungiIassociatedIwithIblackImouldIonIbaobabItreesIinIsouthernIpfricaWIAntoniecVancLeeuwenhoekUI
2015UIZYgUIgdVhd 2.1 5

74  rrβ××t—rtUI– ’trβ’p×Irwp×prët×xépëx —UIp—sIPpëw vt—xrxëYI uI—t érYëp’xsxβ–I
sx–xsxpëβ–I —Irxë×βéIx—Ixëp’YWIActacHorticulturaeUI2011UIabfVacb 0.3 5

73 WhatIisIyohansonianWIIMAcFungusUI2010UIZUIZZfVaa 6.8 5

72 —ewIépeciesIofIralonectriaIandIrylindrocladiumIxsolatedIfromIéoilIinItheIëropicsWIMycologiaUI1997UI
ghUIedb 2.4 5

71 —ewIcercosporoidIfungiIfromIsouthernIpfricaWISouthcAfricancJournalcofcBotanyUI1997UIebUIagYVagd 2.9 5

70 ×eassessmentIofI–ycosphaerellaIsppWIandItheirIanamorphsIoccurringIonIPlatanusWICanadiancJournalc
ofcBotanyUI1998UIfeUIZdabVZdba 5

69 ×hynchostomatoidIuungiI ccurringIonIProteaceaeWIMycologiaUI2003UIhdUIhYa 2.4 5
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68 rurvicladiumIvenWInovWUIaI—ewIwyphomyceteIvenusIfromIurenchIvuianaWIMycologiaUI1998UIhYUIafe 2.4 5

67 —otesIonIcercosporoidIfungiIoccurringIonIsodonaeaIsppWWISouthcAfricancJournalcofcBotanyUI1996UIeaUIacfVach2.9 5

66 ëwoIleafIpathogensIofI×ibesIsppWIinI—orthIpmericaUIQuasiphloeosporaIsaximontanensisIandI
PhloeosporellaIribisWIMycologicalcResearchUI1996UIZYYUIhfhVhgb 5

65 zionochaetaIpiniIspWInovWIandIVerrucophragmiaIsplendensIgenWInovWIfromIleafIlitterIinIéouthIpfricaWI
MycologiaUI1994UIgeUIccfVcdY 2.4 5

64 ëhreeInewI’eptographiumIspeciesIassociatedIwithIconiferIrootsIinItheIβnitedIétatesWICanadianc
JournalcofcBotanyUI1994UIfaUIaafVabg 5

63 xnfectionIétudiesIwithIPhaeoseptoriaIeucalyptiIandIroniothyriumIovatumIonItucalyptusIsppWWISouthc
AfricancForestrycJournalUI1989UIZchUIbYVbd 5

62 —ovelIfungiIfromIanIancientInicheiIlachnoidIandIchalaraVlikeIfungiIonIfernsWIMycologicalcProgressUI
2016UIZdUIZabhVZaef 1.9 5

61 WIQRUIassociatedIwithIleafIspotIandIfruitIrotIofIpomegranateIQRWIFungalcSystematicscandcEvolutionUI2019
UIcUIbbVcZ 2.6 5

60 uungiIinfectingIwoodyIplantsiIemergingIfrontiersWIPersoonia:cMolecularcPhylogenycandcEvolutioncofc
FungiUI2018UIcYUIiViii 9 5

59 venomicIcharacterizationIofIthreeImarineIfungiUIincludingItmericellopsisIatlanticaIspWInovWIwithI
signaturesIofIaIgeneralistIlifestyleIandImarineIbiomassIdegradationWIIMAcFungusUI2021UIZaUIaZ 6.8 5

58 QacZdRIProposalItoIconserveItheInameIrercosporaIQpscomycotaiI–ycosphaerellaceaeRIwithIaI
conservedItypeWITaxonUI2016UIedUIZgdVZgd 0.8 4

57 —ewIspeciesIofIassociatedIwithIleafIspotIdiseasesIinIxranWIMycologiaUI2019UIZZZUIZYdeVZYfZ 2.4 4

56 xndirectIevidenceIforIsexualIreproductionIinIrercosporaIbeticolaIpopulationsIfromIsugarIbeetWI
PlantcPathologyUI2007UIdfUIYfYhZgaZZeZaYYZVnnn 2.8 4

55 PlantIvermplasmIrentersIandI–icrobialIrultureIrollectionsiIpIβserPsIvuideItoIzeyIveneticI
×esourcesIforIPlantIPathologyWIPlantcDiseaseUI2007UIhZUIcfeVcgc 1.5 4

54 ëaxonomyIandIbiodiversityIofIhysteriaceousIascomycetesIinIfynbosWISouthcAfricancJournalcofcBotany
UI2003UIehUIcgYVcgg 2.9 4

53 –uribasidiosporaIindicaIcausingIaIprominentIleafIspotIdiseaseIonI×husIlanceaIinIéouthIpfricaWI
AustralasiancPlantcPathologyUI2003UIbaUIbZb 1.4 4

52 ëwoInewIPhaeophleosporaIspeciesIassociatedIwithIleafIspotsIofIProteaceaeWISouthcAfricancJournalc
ofcBotanyUI2001UIefUIbhVcb 2.9 4

51 –ycosphaerellaImarasasiiIspWInovWIandIitsIPseudocercosporaIanamorphIonIleavesIofIéyzygiumI
cordatumWIMycologicalcResearchUI1991UIhdUIZZYgVZZZa 4

(1991-1998)
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50 QRiIpigmentationIlostIandIgainedWIFungalcSystematicscandcEvolutionUI2018UIaUIafbVbYh 2.6 4

49 uirstI×eportIofIaI×ootIandIrrownI×otIsiseaseIofI–yrtleIinIraliforniaIrausedIbyIrylindrocladiumI
pauciramosumWIPlantcDiseaseUI2001UIgdUIccgVccg 1.5 4

48 ëheIveneraIofIuungiIVIveiIUIUIUIUIandWIFungalcSystematicscandcEvolutionUI2020UIeUIZVac 2.6 4

47 —ovelIrryphonectriaceaeIfromI’aI×ˆ'unionIandIéouthIpfricaUIandItheirIpathogenicityIonItucalyptusWI
MycologicalcProgressUI2018UIZfUIhdbVhee 1.9 3

46 xsolationIandIcharacterizationIofImicrosatelliteIlociIinIrylindrocladiumIpauciramosumWIMolecularc
EcologycNotesUI2007UIfUIbcbVbcd 3

45 uirstIreportIofIrladosporiumImusaeIonIbananaIinIéouthIpfricaWIAustralasiancPlantcPathologyUI2003UI
baUIchh 1.4 3

44 tpidemicIincreaseIofItndophyllumIosteospermiIQβredinalesUIPucciniaceaeRIonIrhrysanthemoidesI
moniliferaWIBiocontrolcSciencecandcTechnologyUI2005UIZdUIZZfVZad 1.7 3

43 —onVconspecificityIofrylindrocladiumIquinqueseptatumandralonectriaIquinqueseptatabasedIonIaI
˛†VtubulinIgeneIphylogenyIandImorphologyWICanadiancJournalcofcBotanyUI2001UIfhUIZacZVZacf 3

42 XenocylindrocladiumIguianenseIandIXWIsubverticillatumUItwoInewIspeciesIofIhyphomycetesIfromI
plantIdebrisIinItheItropicsWIMycoscienceUI2001UIcaUIddhVdee 1.2 3

41 zionochaetaIpiniIspWInovWIandIVerrucophragmiaIsplendensIgenWInovWIfromI’eafI’itterIinIéouthIpfricaWI
MycologiaUI1994UIgeUIccf 2.4 3

40 rylindrocladiumIleucothoesIandIrWIhederaeUIsynonymsIofIrWIreteaudiiWISouthcAfricancJournalcofc
BotanyUI1992UIdgUIbhfVcYY 2.9 3

39 uirstI×eportIofIralonectriaIhongkongensisIrausingIuruitI×otIofI×ambutanIQ—epheliumIlappaceumRWI
PlantcDiseaseUI2013UIhfUIZZZf 1.5 3

38 PyriculariaIgraminisVtriticiIspWInovWUIaInewIPyriculariaIspeciesIcausingIwheatIblast 3

37 andIalliedIgeneraIassociatedIwithIleafIspotsIofIbananaIQIsppWRWIFungalcSystematicscandcEvolutionUI
2021UIfUIZVZh 2.6 3

36 pInewIspeciesIpathogenicIonIinIitsInativeIhabitatWIFungalcSystematicscandcEvolutionUI2018UIaUIbfVcb 2.6 3

35 ptheliaIrolfsiiIQlIéclerotiumIrolfsiiRIinfectsIbananaIinItheIPhilippinesWIAustralasiancPlantcDiseasec
NotesUI2019UIZcUIZ 0.8 2

34 qotryosphaeriaceaeIassociatedIwithIpcaciaIheterophyllaIQ’aI×ˆ'unionRIandIpcaciaIkoaIQwawaiiRWI
FungalcBiologyUI2019UIZabUIfgbVfhY 2.8 2

33 uirstIreportIofIéclerotiumIrolfsiiIinItheI’aoIPs×WIAustralasiancPlantcDiseasecNotesUI2013UIgUIZbVZd 0.8 2
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32 uirstI×eportIofIëubakiaIseoraksanensisIParasitizingIQuercusImongolicaIinI’esserIzhinganI
–ountainsUIrhinaWIPlantcDiseaseUI2015UIhhUIghZVghZ 1.5 2

31 pInewIspeciesIofItheIlenticelIfungalIgenusIrlaviradulomycesIQ stropalesRIfromItheIqrazilianI
ptlanticIforestItreeIXylopiaIsericeaIQpnnonaceaeRWIIMAcFungusUI2012UIbUIZbdVcZ 6.8 2

30 –ycosphaerellaIpodagrariaeâ��aInecrotrophicIphytopathogenIformingIaIspecialIcellularIinteractionI
withIitsIhostIpegopodiumIpodagrariaWIMycologicalcProgressUI2010UIhUIchVde 1.9 2

29 PathogenicityIofItheI×hynchosporiumIsecalisIpopulationIinItheIWesternIrapeIprovinceIofIéouthI
pfricaWIEuphyticaUI2000UIZZdUIfdVga 2.1 2

28 –ycosphaerellaIlupiniIspWInovWUIaIéeriousI’eafIépotIsiseaseIofIPerennialI’upinIinIéouthcentralI
xdahoUIβépWIMycologiaUI1998UIhYUIfae 2.4 2

27 –ycosphaerellaIlupiniIspWInovWUIaIseriousIleafIspotIdiseaseIofIperennialIlupinIinIsouthcentralIxdahoUI
βépWIMycologiaUI1998UIhYUIfaeVfbZ 2.4 2

26 –atingVtypeIlocusIrearrangementsIandIshiftsIinIthallismIstatesIinIritrusVassociatedIPhyllostictaI
speciesWIFungalcGeneticscandcBiologyUI2020UIZccUIZYbccc 3.9 2

25 ×edefiningIgeneraIofIcerealIpathogensiIUIandWIFungalcSystematicscandcEvolutionUI2021UIfUIefVhg 2.6 2

24 uungiIofIquarantineIconcernIforIrhinaIxiIsothideomycetesWIPersoonia:cMolecularcPhylogenycandc
EvolutioncofcFungiUI2021UI 9 2

23 zeyItcologicalI×olesIforIZoosporicIërueIuungiIinIpquaticIwabitatsI2017UIbhhVcZe 1

22 tmoryIvuyIéimmonsIZhaYVaYZbWIMycologiaUI2014UIZYeUIeZYVc 2.4 1

21 uirstIreportIofIPseudocercosporaIjahniiIinItheIPhilippinesWIAustralasiancPlantcDiseasecNotesUI2014UIhUIZ 0.8 1

20 x–xIsescriptionsIofIuungiIandIqacteriaUIéetIZZeUI—osIZZdZâ��ZZeYWIMycopathologiaUI1993UIZaaUIcbVec 2.9 1

19 tcologyIofIuungalIPlantIPathogensbgfVbhf 1

18 ’ichenizedIuungiIandItheItvolutionIofIéymbioticI rganizationfchVfed 1

17 ëheIarchitectureIofImetabolismImaximizesIbiosyntheticIdiversityIinItheIlargestIclassIofIfungi 1

16 ëowardIaI—aturalIrlassificationIofIiIpIétudyIofItheIëypeIépecimensIofWIFrontierscincMicrobiologyUI
2021UIZaUIfbfdcZ 5.7 1

15 uirstI×eportIofIqlackI×otIrausedIbyIqoeremiaIexiguaIvarWIpseudolilacisIonIprtichokeIinIraliforniaWI
PlantcDiseaseUI2016UIZYYUIdac 1.5 1

(2016-2015)
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14 ’eafIandIétemIépotIrausedIbyI×amulariaIsphaeroideaIonIPurpleIandI’anaIWoollypodIVetchIQViciaI
sppWRIroverIrropsIinIraliforniaWIPlantcDiseaseUI2004UIggUIaaZ 1.5 1

13 rercosporaI’eafIépotIrausedIbyIrercosporaIarmoraciaeIonIWatercressIinIraliforniaWIPlantcDiseaseUI
2016UIZYYUIgdfVgdf 1.5 1

12 Qbeaâ��bebRIProposalsItoIamendItheIrodeItoImodifyIitsIgovernanceIwithIrespectItoInamesIofI
organismsItreatedIasIfungiWITaxonUI2016UIedUIhZgVhaY 0.8 1

11 —ewIspeciesIofIfromIplantationIsoilsIinIéouthVtastIpsiaWIMycoKeysUI2018UIZVac 2.4 1

10
PhylogeneticIrelationshipsIofrylindrocladiumIpseudogracileandrylindrocladiumIrumohraewithI
morphologicallyIsimilarItaxaUIbasedIonImorphologyIandIs—pIsequencesIofIinternalItranscribedI
spacersIandIbetaVtubulinWICanadiancJournalcofcBotanyUI2000UIffUIZgZbVZgaY
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