
Simone Sidoli

ListiofiPublicationsibyiCitations

Source:ihttps://exalyycom/authorxpdf/1951791/simonexsidolixpublicationsxbyxcitationsypdf

Version:i2024x04x28i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyycomyiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovey

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticley

132
papers

3,636
citations

35
h-index

55
g-index

163
ext. papers

4,967
ext. citations

9.8
avg, IF

5.64
L-index



l Paper IF Citations

132 TwoNdistinctNmodesNforNpropagationNofNhistoneNPTMsNacrossNtheNcellNcyclebNGenesmandmDevelopmentZN
2015ZNfmZNiliamd 12.6 226

131 TranscriptionNfactorNcooperativityNinNearlyNadipogenicNhotspotsNandNsuperaenhancersbNCellmReportsZN
2014ZNkZNehhgaehii 10.6 163

130 αighaResolutionNMappingNofNRNuavindingNRegionsNinNtheNNuclearNProteomeNofNymbryonicNStemN
wellsbNMolecularmCellZN2016ZNjhZNhejahgd 17.6 161

129 ProteomicsNinNchromatinNbiologyNandNepigeneticsnNylucidationNofNpostatranslationalNmodificationsNofN
histoneNproteinsNbyNmassNspectrometrybNJournalmofmProteomicsZN2012ZNkiZNghemagg 3.9 105

128 –enomicNandNProteomicNResolutionNofNαeterochromatinNandNβtsNRestrictionNofNulternateNzateN–enesbN
MolecularmCellZN2017ZNjlZNedfgaedgkbeei 17.6 99

127 wharacterizationNofNhistoneNacylationsNlinksNchromatinNmodificationsNwithNmetabolismbNNaturem
CommunicationsZN2017ZNlZNeehe 17.4 95

126 wompleteNWorkflowNforNunalysisNofNαistoneNPostatranslationalNModificationsNUsingNvottomaupNMassN
SpectrometrynNzromNαistoneNyxtractionNtoNxataNunalysisbNJournalmofmVisualizedmExperimentsZN2016ZN 1.6 90

125 ucetylawouNMetabolismNSupportsNMultistepNPancreaticNTumorigenesisbNCancermDiscoveryZN2019ZNmZNhejahgi24.4 88

124 ulcoholNmetabolismNcontributesNtoNbrainNhistoneNacetylationbNNatureZN2019ZNikhZNkekakfe 50.4 86

123 xomainafocusedNwRβSPRNscreenNidentifiesNαRβNasNaNfetalNhemoglobinNregulatorNinNhumanNerythroidN
cellsbNScienceZN2018ZNgjeZNfliafmd 33.3 82

122 αgKmmegaheterochromatinNlossNatNproteinacodingNgenesNenablesNdevelopmentalNlineageN
specificationbNScienceZN2019ZNgjgZNfmhafmk 33.3 82

121
SequentialNWindowNucquisitionNofNallNTheoreticalNMassNSpectraNVSWuTαWNunalysisNforN
wharacterizationNandNQuantificationNofNαistoneNPostatranslationalNModificationsbNMolecularmandm
CellularmProteomicsZN2015ZNehZNfhfdal

7.6 76

120 ypiProfileNQuantifiesNαistoneNPeptidesNWithNModificationsNbyNyxtractingNRetentionNTimeNandN
βntensityNinNαigharesolutionNMassNSpectrabNMolecularmandmCellularmProteomicsZN2015ZNehZNejmjakdk 7.6 69

119 LossNofNαPeNcausesNdepletionNofNαgKfkmegNfromNfacultativeNheterochromatinNandNgainNofN
αgKfkmefNatNconstitutiveNheterochromatinbNGenomemResearchZN2016ZNfjZNmkaedk 9.7 68

118 MiddleadownNhybridNchromatographyctandemNmassNspectrometryNworkflowNforNcharacterizationNofN
combinatorialNpostatranslationalNmodificationsNinNhistonesbNProteomicsZN2014ZNehZNffddaee 4.8 68

117 QuantitativeNproteomicsNanalysisNofNplateletaderivedNmicroparticlesNrevealsNdistinctNproteinN
signaturesNwhenNstimulatedNbyNdifferentNphysiologicalNagonistsbNJournalmofmProteomicsZN2015ZNefeZNijajj 3.9 60

116 PrecisionNmappingNofNcoexistingNmodificationsNinNhistoneNαgNtailsNfromNembryonicNstemNcellsNbyN
yTxaMScMSbNAnalyticalmChemistryZN2013ZNliZNlfgfam 7.8 60
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115 TheNPZPNxomainNofNuzedNSensesNUnmodifiedNαgKfkNtoNRegulateNxOTeLaMediatedNMethylationNofN
αgKkmbNMolecularmCellZN2015ZNjdZNgemafk 17.6 57

114 LargeNscaleNanalysisNofNcoaexistingNpostatranslationalNmodificationsNinNhistoneNtailsNrevealsNglobalN
fineNstructureNofNcrossatalkbNMolecularmandmCellularmProteomicsZN2014ZNegZNeliiaji 7.6 56

113 αistoneNucetyltransferaseNpgddNβnducesNxeNNovoNSuperaynhancersNtoNxriveNwellularNSenescencebN
MolecularmCellZN2019ZNkgZNjlhajmlbel 17.6 55

112 SystemsNLevelNunalysisNofNαistoneNαgNPostatranslationalNModificationsNVPTMsWNRevealsNzeaturesNofN
PTMNwrosstalkNinNwhromatinNRegulationbNMolecularmandmCellularmProteomicsZN2016ZNeiZNfkeiafm 7.6 53

111 MiddleadownNproteomicsnNaNstillNunexploitedNresourceNforNchromatinNbiologybNExpertmReviewmofm
ProteomicsZN2017ZNehZNjekajfj 4.2 53

110 unNintegratedNmultiaomicsNapproachNidentifiesNepigeneticNalterationsNassociatedNwithNulzheimerUsN
diseasebNNaturemGeneticsZN2020ZNifZNedfhaedgi 36.3 53

109 ypiProfileNfbdnNuNwomputationalNPlatformNforNProcessingNypiaProteomicsNMassNSpectrometryNxatabN
JournalmofmProteomemResearchZN2018ZNekZNfiggafihe 5.6 51

108 TimearesolvedN–lobalNandNwhromatinNProteomicsNduringNαerpesNSimplexNVirusNTypeNeNVαSVaeWN
βnfectionbNMolecularmandmCellularmProteomicsZN2017ZNejZNSmfaSedk 7.6 50

107 TheNwbNelegansNαgKfkNdemethylaseNUTXaeNisNessentialNforNnormalNdevelopmentZNindependentNofNitsN
enzymaticNactivitybNPLoSmGeneticsZN2012ZNlZNeeddfjhk 6 50

106 xefiningNheterochromatinNinNwbNelegansNthroughNgenomeawideNanalysisNofNtheNheterochromatinN
proteinNeNhomologNαPLafbNGenomemResearchZN2015ZNfiZNkjall 9.7 48

105 LowNResolutionNxataaβndependentNucquisitionNinNanNLTQaOrbitrapNullowsNforNSimplifiedNandNzullyN
UntargetedNunalysisNofNαistoneNModificationsbNAnalyticalmChemistryZN2015ZNlkZNeehhlaih 7.8 43

104 ProgressNinNepigeneticNhistoneNmodificationNanalysisNbyNmassNspectrometryNforNclinicalN
investigationsbNExpertmReviewmofmProteomicsZN2015ZNefZNhmmaiek 4.2 42

103
vottomaupNandNmiddleadownNproteomicsNhaveNcomparableNaccuraciesNinNdefiningNhistoneN
postatranslationalNmodificationNrelativeNabundanceNandNstoichiometrybNAnalyticalmChemistryZN2015ZN
lkZNgefmagg

7.8 41

102 TopadownNandNMiddleadownNProteinNunalysisNRevealsNthatNβntactNandNwlippedNαumanNαistonesN
xifferNinNPostatranslationalNModificationNPatternsbNMolecularmandmCellularmProteomicsZN2015ZNehZNgehfaig 7.6 41

101 αeNhistonesNcontrolNtheNepigeneticNlandscapeNbyNlocalNchromatinNcompactionbNNatureZN2021ZNilmZNfmgafml50.4 40

100 RolesNofNαgKfkmefNandNαgKfkmegNyxaminedNduringNzateNSpecificationNofNymbryonicNStemNwellsbN
CellmReportsZN2016ZNekZNegjmaeglf 10.6 39

99 unalysesNofNαistoneNProteoformsNUsingNzrontaendNylectronNTransferNxissociationaenabledNOrbitrapN
βnstrumentsbNMolecularmandmCellularmProteomicsZN2016ZNeiZNmkiall 7.6 37

98 RecentNuchievementsNinNwharacterizingNtheNαistoneNwodeNandNupproachesNtoNβntegratingN
ypigenomicsNandNSystemsNviologybNMethodsminmEnzymologyZN2017ZNiljZNgimagkl 1.7 36

(2017-2015)
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97 PaternalNcocaineNtakingNelicitsNepigeneticNremodelingNandNmemoryNdeficitsNinNmaleNprogenybN
MolecularmPsychiatryZN2017ZNffZNejheaejid 15.1 35

96
QuantitativeNchromatinNproteomicsNrevealsNaNdynamicNhistoneNpostatranslationalNmodificationN
landscapeNthatNdefinesNasexualNandNsexualNPlasmodiumNfalciparumNparasitesbNScientificmReportsZN
2017ZNkZNjdk

4.9 34

95 αistoneNαhNacetylationNandNtheNepigeneticNreaderNvrdhNareNcriticalNregulatorsNofNpluripotencyNinN
embryonicNstemNcellsbNBMCmGenomicsZN2016ZNekZNmi 4.5 34

94 ProteomeawideNacetylationNdynamicsNinNhumanNcellsbNScientificmReportsZN2017ZNkZNedfmj 4.9 34

93 unNαxuwgaPROXeNcorepressorNmoduleNactsNonNαNzh˛–NtoNcontrolNhepaticNtriglyceridesbNNaturem
CommunicationsZN2017ZNlZNihm 17.4 32

92 PhosphoproteomicsNrevealsNthatNglycogenNsynthaseNkinaseagNphosphorylatesNmultipleNsplicingN
factorsNandNisNassociatedNwithNalternativeNsplicingbNJournalmofmBiologicalmChemistryZN2017ZNfmfZNelfhdaelfii5.4 32

91
wharacterizationNofNβndividualNαistoneNPosttranslationalNModificationsNandNTheirNwombinatorialN
PatternsNbyNMassNSpectrometryavasedNProteomicsNStrategiesbNMethodsminmMolecularmBiologyZN2017ZN
eiflZNefeaehl

1.4 31

90 xrawbacksNinNtheNuseNofNunconventionalNhydrophobicNanhydridesNforNhistoneNderivatizationNinN
bottomaupNproteomicsNPTMNanalysisbNProteomicsZN2015ZNeiZNehimajm 4.8 30

89 TheNTumorNSuppressorNwβwNxirectlyNRegulatesNMuPKNPathwayN–enesNviaNαistoneNxeacetylationbN
CancermResearchZN2018ZNklZNheehahefi 10.1 30

88
uNRapidNSizeayxclusionNSolidaPhaseNyxtractionNStepNforNynhancedNSensitivityNinNMultiaullergenN
xeterminationNinNxarkNwhocolateNandNviscuitsNbyNLiquidNwhromatographyâ��TandemNMassN
SpectrometrybNFoodmAnalyticalmMethodsZN2013ZNjZNeehhaeeif

3.4 29

87 αgKfgmefNisNaNnewNheterochromaticNmarkNinNwaenorhabditisNelegansbNNucleicmAcidsmResearchZN2015ZN
hgZNmjmhaked 20.1 28

86 TumorNsuppressorNuSXLeNisNessentialNforNtheNactivationNofNβNKhvNexpressionNinNresponseNtoN
oncogeneNactivityNandNantiaproliferativeNsignalsbNCellmResearchZN2015ZNfiZNefdiael 24.7 28

85 βdentificationNofNNidogenNeNasNaNlungNmetastasisNproteinNthroughNsecretomeNanalysisbNGenesmandm
DevelopmentZN2017ZNgeZNehgmaehii 12.6 28

84 MetabolicNlabelingNinNmiddleadownNproteomicsNallowsNforNinvestigationNofNtheNdynamicsNofNtheN
histoneNcodebNEpigeneticsmandmChromatinZN2017ZNedZNgh 5.8 25

83 αistoneNmodificationNprofilingNrevealsNdifferentialNsignaturesNassociatedNwithNhumanNembryonicN
stemNcellNselfarenewalNandNdifferentiationbNProteomicsZN2016ZNejZNhhlail 4.8 25

82 OneNminuteNanalysisNofNfddNhistoneNposttranslationalNmodificationsNbyNdirectNinjectionNmassN
spectrometrybNGenomemResearchZN2019ZNfmZNmklamlk 9.7 24

81 βdentificationNandNQuantificationNofNαistoneNPTMsNUsingNαighaResolutionNMassNSpectrometrybN
MethodsminmEnzymologyZN2016ZNikhZNgafm 1.7 24

80 ypigenomicNReorderingNβnducedNbyNPolycombNLossNxrivesNOncogenesisNbutNLeadsNtoNTherapeuticN
VulnerabilitiesNinNMalignantNPeripheralNNerveNSheathNTumorsbNCancermResearchZN2019ZNkmZNgfdiagfem 10.1 23
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79 βnterrogatingNαistoneNucetylationNandNvRxhNasNMitoticNvookmarksNofNTranscriptionbNCellmReportsZN
2019ZNfkZNhddaheibei 10.6 22

78 uNmassNspectrometryabasedNassayNusingNmetabolicNlabelingNtoNrapidlyNmonitorNchromatinN
accessibilityNofNmodifiedNhistoneNproteinsbNScientificmReportsZN2019ZNmZNegjeg 4.9 21

77 MulticellularNTumorNSpheroidsNwombinedNwithNMassNSpectrometricNαistoneNunalysisNToNyvaluateN
ypigeneticNxrugsbNAnalyticalmChemistryZN2017ZNlmZNfkkgafkle 7.8 20

76 WhyNproteomicsNisNnotNtheNnewNgenomicsNandNtheNfutureNofNmassNspectrometryNinNcellNbiologybN
JournalmofmCellmBiologyZN2017ZNfejZNfeafh 7.3 19

75 SingleNwellNProteomicsNbyNxataaβndependentNucquisitionNToNStudyNymbryonicNusymmetryNinbN
AnalyticalmChemistryZN2019ZNmeZNllmeallmm 7.8 19

74 αistoneNαgKfgaspecificNacetylationNbyNMORzNisNcoupledNtoNαgKehNacylationbNNaturemCommunications
ZN2019ZNedZNhkfh 17.4 18

73 QSyReNprotectsNxNuNmethylationNvalleysNfromNdeNnovoNmethylationbNScienceZN2021ZNgkfZN 33.3 18

72 MultiplexedNdataNindependentNacquisitionNVMSXaxβuWNappliedNbyNhighNresolutionNmassNspectrometryN
improvesNquantificationNqualityNforNtheNanalysisNofNhistoneNpeptidesbNProteomicsZN2016ZNejZNfdmiaedi 4.8 18

71 βntegratedNunalysisNofNucetylawouNandNαistoneNModificationNviaNMassNSpectrometryNtoNβnvestigateN
MetabolicallyNxrivenNucetylationbNMethodsminmMolecularmBiologyZN2019ZNemflZNefiaehk 1.4 17

70 LysineNhNofNhistoneNαgbgNisNrequiredNforNembryonicNstemNcellNdifferentiationZNhistoneNenrichmentNatN
regulatoryNregionsNandNtranscriptionNaccuracybNNaturemGeneticsZN2020ZNifZNfkgaflf 36.3 16

69 yxtensiveNwharacterizationNofNαeavilyNModifiedNαistoneNTailsNbyNemgNnmNUltravioletN
PhotodissociationNMassNSpectrometryNviaNaNMiddleaxownNStrategybNAnalyticalmChemistryZN2018ZNmdZNedhfiaedhgg7.8 16

68 xistinctNRolesNofNTwoNαistoneNMethyltransferasesNinNTransmittingNαgKgjmegavasedNypigeneticN
MemoryNucrossN–enerationsNinbNGeneticsZN2018ZNfedZNmjmamlf 4 16

67 βntegratingNProteomicsNandNTargetedNMetabolomicsNtoNUnderstandN–lobalNwhangesNinNαistoneN
ModificationsbNProteomicsZN2018ZNelZNeekddgdm 4.8 15

66 PRaxUvNmaintainsNtheNexpressionNofNcriticalNgenesNthroughNzOXKecfaNandNuSXLecfcgadependentN
recruitmentNtoNchromatinNandNαfuKeemubeNdeubiquitinationbNGenomemResearchZN2020ZNgdZNeeemaeegd 9.7 15

65 LongatermNbehavioralNandNcellatypeaspecificNmolecularNeffectsNofNearlyNlifeNstressNareNmediatedNbyN
αgKkmmefNdynamicsNinNmediumNspinyNneuronsbNNaturemNeuroscienceZN2021ZNfhZNjjkajkj 25.5 15

64 ubnormalNlevelsNofNhistoneNmethylationNinNtheNretinasNofNdiabeticNratsNareNreversedNbyNminocyclineN
treatmentbNScientificmReportsZN2017ZNkZNhiedg 4.9 14

63 womparativeNproteomicNanalysisNofNhistoneNpostatranslationalNmodificationsNuponN
ischemiacreperfusionainducedNretinalNinjurybNJournalmofmProteomemResearchZN2014ZNegZNfekialj 5.6 14

62 nuclearNRNuiNfactorNSyTagfNdepositsNtheNtransgenerationalNhistoneNmodificationZNαgKfgmegbNELifeZN
2020ZNmZN 8.9 14

(2020-2019)
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61 βmpairedNcocaineainducedNbehavioralNplasticityNinNtheNmaleNoffspringNofNcocaineaexperiencedNsiresbN
EuropeanmJournalmofmNeuroscienceZN2019ZNhmZNeeeiaeefj 3.5 14

60 woordinationNbetweenNT–za˛†NcellularNsignalingNandNepigeneticNregulationNduringNepithelialNtoN
mesenchymalNtransitionbNEpigeneticsmandmChromatinZN2019ZNefZNee 5.8 13

59 xynamicNchangesNofNhistoneNαgNmarksNduringNwaenorhabditisNelegansNlifecycleNrevealedNbyN
middleadownNproteomicsbNProteomicsZN2016ZNejZNhimajh 4.8 13

58 –raphicalNβnterpretationNandNunalysisNofNProteinsNandNtheirNOntologiesNV–iaProntoWnNuNOneawlickN
–raphNVisualizationNSoftwareNforNProteomicsNxataNSetsbNMolecularmandmCellularmProteomicsZN2018ZNekZNehfjaehge7.6 13

57 MutantNzOXLfNαijacksNSMuxhNandNSMuxfcgNtoNxriveNudultN–ranulosaNwellNTumorsbNCancermResearchZN
2020ZNldZNghjjaghkm 10.1 12

56
QuantitationNofNSingleNandNwombinatorialNαistoneNModificationsNbyNβntegratedNwhromatographyNofN
vottomaupNPeptidesNandNMiddleadownNPolypeptideNTailsbNJournalmofmthemAmericanmSocietymformMassm
SpectrometryZN2019ZNgdZNfhhmafhim

3.5 11

55 ProperlyNreadingNtheNhistoneNcodeNbyNMSabasedNproteomicsbNProteomicsZN2015ZNeiZNfmdeaf 4.8 11

54 xeepNprofilingNandNcustomNdatabasesNimproveNdetectionNofNproteoformsNgeneratedNbyNalternativeN
splicingbNGenomemResearchZN2019ZNfmZNfdhjafdii 9.7 11

53 ProteinNKinaseNwNypsilonNβsNaNKeyNRegulatorNofNMitochondrialNRedoxNαomeostasisNinNucuteNMyeloidN
LeukemiabNClinicalmCancermResearchZN2018ZNfhZNjdlajel 12.9 10

52 unalysisNofNtheNyffectNofNβntestinalNβschemiaNandNReperfusionNonNtheNRatNNeutrophilsNProteomebN
FrontiersminmMolecularmBiosciencesZN2018ZNiZNlm 5.6 9

51 ProteogenomicsNanalysisNrevealsNspecificNgenomicNorientationsNofNdistalNregulatoryNregionsN
composedNbyNnonacanonicalNhistoneNvariantsbNEpigeneticsmandmChromatinZN2015ZNlZNeg 5.8 8

50 xisruptionNofNuTRXaRNuNinteractionsNuncoversNrolesNinNuTRXNlocalizationNandNPRwfNfunctionbNNaturem
CommunicationsZN2020ZNeeZNffem 17.4 8

49 –uideNforNproteinNfoldNchangeNandNpavalueNcalculationNforNnonaexpertsNinNproteomicsbNMolecularm
OmicsZN2020ZNejZNikgailf 4.4 8

48 ProtectiveNneutralizingNantibodiesNfromNhumanNsurvivorsNofNwrimeanawongoNhemorrhagicNfeverbNCellZN
2021ZNelhZNghljagidebefe 56.2 8

47 OneashotNanalysisNofNtranslatedNmammalianNlncRNusNwithNuαuRβvObNELifeZN2021ZNedZN 8.9 8

46
NeutrophilNproteomicNanalysisNrevealsNtheNparticipationNofNantioxidantNenzymesZNmotilityNandN
ribosomalNproteinsNinNtheNpreventionNofNischemicNeffectsNbyNpreconditioningbNJournalmofmProteomicsZN
2017ZNeieZNejfaekg

3.9 7

45 vulletNpointsNtoNevaluateNtheNperformanceNofNtheNmiddleadownNproteomicsNworkflowNforNhistoneN
modificationNanalysisbNMethodsZN2020ZNelhZNljamf 4.6 7

44 xifferentialNquantificationNofNisobaricNphosphopeptidesNusingNdataaindependentNacquisitionNmassN
spectrometrybNMolecularmBioSystemsZN2016ZNefZNfglial 7
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43 NuclearNphosphoproteomeNanalysisNofNgTgaLeNpreadipocyteNdifferentiationNrevealsNsystemawideN
phosphorylationNofNtranscriptionalNregulatorsbNProteomicsZN2017ZNekZNejddfhl 4.8 7

42 ussessmentNofNQuantificationNPrecisionNofNαistoneNPostaTranslationalNModificationsNbyNUsingNanNβonN
TrapNandNdownNToNidNdddNwellsNasNStartingNMaterialbNJournalmofmProteomemResearchZN2018ZNekZNfghafhf 5.6 7

41
αighNperformanceNmassNspectrometryNbasedNproteomicsNrevealsNenzymeNandNsignalingNpathwayN
regulationNinNneutrophilsNduringNtheNearlyNstageNofNsurgicalNtraumabNProteomicsm-mClinicalmApplications
ZN2017ZNeeZNejdddde

3.1 6

40 ToxoplasmaNgondiiNPPMgwZNaNsecretedNproteinNphosphataseZNaffectsNparasitophorousNvacuoleN
effectorNexportbNPLoSmPathogensZN2020ZNejZNeeddlkke 7.6 6

39 VuLNgenesNregulateNvegetativeNphaseNchangeNviaNmiReijadependentNandNindependentNmechanismsbN
PLoSmGeneticsZN2021ZNekZNeeddmjfj 6 6

38 RegulationNofNprolineadirectedNkinasesNandNtheNtransahistoneNcodeNαgKmmegcαhKfdmegNduringN
humanNmyogenesisbNJournalmofmBiologicalmChemistryZN2019ZNfmhZNlfmjalgdl 5.4 5

37 βsotopicNLabelingNandNQuantitativeNProteomicsNofNucetylationNonNαistonesNandNveyondbNMethodsminm
MolecularmBiologyZN2019ZNemkkZNhgakd 1.4 5

36 TypeNβNandNββNPRMTsNinverselyNregulateNpostatranscriptionalNintronNdetentionNthroughNSmNandNwαTOPN
methylationbbNELifeZN2022ZNeeZN 8.9 5

35 QuantitativeNsubcellularNacylawouNanalysisNrevealsNdistinctNnuclearNmetabolismNandN
isoleucineadependentNhistoneNpropionylationbNMolecularmCellZN2021ZN 17.6 4

34 αighNthroughputNandNlowNbiasNxNuNmethylationNandNhydroxymethylationNanalysisNbyNdirectNinjectionN
massNspectrometrybNAnalyticamChimicamActaZN2021ZNeeldZNggllld 6.6 4

33 womprehensiveNMapNofNtheNurtemisiaNannuaNProteomeNandNQuantificationNofNxifferentialNProteinN
yxpressionNinNwhemotypesNProducingNαighNversusNLowNwontentNofNurtemisininbNProteomicsZN2020ZNfdZNeemddged4.8 3

32 ynzymaticNtransferNofNacetateNonNhistonesNfromNlysineNreservoirNsitesNtoNlysineNactivatingNsitesbbN
SciencemAdvancesZN2022ZNlZNeabjijll 14.3 3

31 –enotypeaspecificNfeaturesNreduceNtheNsusceptibilityNofNSouthNumericanNyellowNfeverNvirusNstrainsNtoN
vaccineainducedNantibodiesbbNCellmHostmandmMicrobeZN2022ZN 23.4 3

30 MassNSpectrometryNtoNStudyNwhromatinNwompactionbNBiologyZN2020ZNmZN 4.9 2

29 KYSSnNmassNspectrometryNdataNqualityNassessmentNforNproteinNanalysisNandNlargeascaleNproteomicsbN
BiochemicalmandmBiophysicalmResearchmCommunicationsZN2014ZNhhiZNkdfak 3.4 2

28 uNWorkflowNforNUltraarapidNunalysisNofNαistoneNPostatranslationalNModificationsNwithN
xirectainjectionNMassNSpectrometrybNBio-protocolZN2020ZNedZNegkij 0.9 2

27 TranscriptomicNandNproteomicNregulationNthroughNabundantZNdynamicZNandNindependentNarginineN
methylationNbyNTypeNβNandNTypeNββNPRMTs 2

26 PuXlNorchestratesNanNangiogenicNprogramNthroughNinteractionNwithNSOXek 2

(-2017)
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25
PhosphoproteomicNunalysisNofNRatNNeutrophilsNShowsNtheNyffectNofNβntestinalNβschemiacReperfusionN
andNPreconditioningNonNKinasesNandNPhosphatasesbNInternationalmJournalmofmMolecularmSciencesZN2020
ZNfeZN

6.3 2

24 wombinatorialNαistoneNαgNModificationsNureNxynamicallyNulteredNinNxistinctNwellNwycleNPhasesbN
JournalmofmthemAmericanmSocietymformMassmSpectrometryZN2021ZNgfZNegddaegee 3.5 2

23 WhiteNadiposeNremodelingNduringNbrowningNinNmiceNinvolvesNYvXeNtoNdriveNthermogenicN
commitmentbNMolecularmMetabolismZN2021ZNhhZNedeegk 8.8 2

22 uNKeyNSilencingNαistoneNMarkNonNwhromatinNβsNLostNWhenNwolorectalNudenocarcinomaNwellsNureN
xepletedNofNMethionineNbyNMethionineN˛‡aLyasebNFrontiersminmMolecularmBiosciencesZN2021ZNlZNkgigdg 5.6 2

21 SampleNPreparationNforNMassNSpectrometryabasedNβdentificationNofNRNuabindingNRegionsbNJournalmofm
VisualizedmExperimentsZN2017ZN 1.6 1

20 OptimizationNofNcalmodulinaaffinityNchromatographyNforNbrainNandNorganellesbNEuPAmOpenm
ProteomicsZN2015ZNlZNiiajk 0.1 1

19 MiddleaxownNMSNisNReadyNtoNunswerNwomplexNQuestionsNinNwhromatinNviologybNProteomicsZN2018ZN
elZNeelddege 4.8 1

18 upplicationNofNMassNSpectrometryNinNTranslationalNypigeneticsN2015ZNiiakl 1

17 uNdynamicNandNcombinatorialNhistoneNcodeNdrivesNmalariaNparasiteNasexualNandNsexualN
developmentbbNMolecularmandmCellularmProteomicsZN2022ZNeddemm 7.6 1

16 xNuNmethylationNandNhydroxymethylationNanalysisNusingNaNhighNthroughputNandNlowNbiasNdirectN
injectionNmassNspectrometryNplatformbbNMethodsXZN2021ZNlZNedeili 1.9 1

15 wytoplasmicNLabileNβronNuccumulatesNinNugingNStemNwellsNPerturbingNaNKeyNRheostatNforNβdentityN
wontrolbNBloodZN2021ZNeglZNgflfagflf 2.2 1

14 QuantitativeNsubacellularNacylawouNanalysisNrevealsNdistinctNnuclearNregulation 1
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