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ARTICLE IF CITATIONS

SARS-CoV-2 Infects Human ACE2-Negative Endothelial Cells through an [+vi23 Integrin-Mediated
Endocytosis Even in the Presence of Vaccine-Elicited Neutralizing Antibodies. Viruses, 2022, 14, 705.

Ultrapotent and broad neutralization of SARS-CoV-2 variants by modular, tetravalent, bi-paratopic 6.4 5
antibodies. Cell Reports, 2022, 39, 110905. :

Competition for dominance within replicating quasispecies during prolonged SARS-CoV-2 infection in
an immunocompromised host. Virus Evolution, 2022, 8, .

Peptidea€“Antibody Fusions Engineered by Phage Display Exhibit an Ultrapotent and Broad 3.4 ;
Neutralization of SARS-CoV-2 Variants. ACS Chemical Biology, 2022, 17, 1978-1988. :

HIV-1 mutants expressing B cell clonogenic matrix protein p17 variants are increasing their prevalence
worldwide. Proceedings of the National Academy of Sciences of the United States of America, 2022,
119,.

B-cell clonogenic activity of HIV-1 p17 variants is driven by PAR1-mediated EGF transactivation. Cancer

Gene Therapy, 2021, 28, 649-666. 46 6

Methotrexate inhibits SARSA€C0VAER virus replication &€cein vitrod€s Journal of Medical Virology, 2021, 93,
1780-1785.

Avian Reovirus P17 Suppresses Angiogenesis by Promoting DPP4 Secretion. Cells, 2021, 10, 259. 4.1 7

First detection of SARS-CoV-2 spike protein N501 mutation in Italy in August, 2020. Lancet Infectious
Diseases, The, 2021, 21, e147.

SARS-CoV-2 Infection Remodels the Phenotype and Promotes Angiogenesis of Primary Human Lung

Endothelial Cells. Microorganisms, 2021, 9, 1438. 3.6 26

A cluster of the new SARSa€€0oVa€? B.1.621 lineage in Italy and sensitivity of the viral isolate to the
BNT162b2 vaccine. Journal of Medical Virology, 2021, 93, 6468-6470.

Serosurvey in BNT162b2 vaccine-elicited neutralizing antibodies against authentic B.1, B.1.1.7, B.1.351,
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Evolution toward beta common chain receptor usage links the matrix proteins of HIV-1 and its
ancestors to human erythropoietin. Proceedings of the National Academy of Sciences of the United
States of America, 2021, 118, e2021366118.

A persistently replicating SARS-CoV-2 variant derived from an asymptomatic individual. Journal of

Translational Medicine, 2020, 18, 362. 4.4 46

The U94 Gene of Human Herpesvirus 6: A Narrative Review of Its Role and Potential Functions. Cells,
2020, 9, 2608.

Inhibition of DNA Repair Mechanisms and Induction of Apoptosis in Triple Negative Breast Cancer Cells

Expressing the Human Herpesvirus 6 U94. Cancers, 2019, 11, 1006. 3.7 13

The Synthetic Dipeptide Pidotimod Shows a Chemokine-Like Activity through CXC Chemokine Receptor 3

(CXCR3). International Journal of Molecular Sciences, 2019, 20, 5287.

Epidemiological trends of cryptococcosis in Italy: Molecular typing and susceptibility pattern of
Cryptococcus neoformans isolates collected during a 20-year period. Medical Mycology, 2018, 56, 0.7 12
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Human lung epithelial cells support human metapneumovirus persistence by overcoming apoptosis.

Pathogens and Disease, 2018, 76, .

20 Environmental distribution of<i>Cryptococcus neoformans«</i>and«<i>C. gattii</i>around the 9.3 57
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Multilocus sequence typing analysis reveals that Cryptococcus neoformans var. neoformans is a
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