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m Paper IF Citations

85 xonservedMseedMpairingaMoftenMflankedMbyMadenosinesaMindicatesMthatMthousandsMofMhumanMgenesMareM
microRNvMtargetscMCellaM2005aMfgeaMfjbge 56.2 9564

84 MostMmammalianMmRNvsMareMconservedMtargetsMofMmicroRNvscMGenomerResearchaM2009aMfnaMngbfej 9.7 5919

83 PredictionMofMmammalianMmicroRNvMtargetscMCellaM2003aMffjaMlmlbnm 56.2 4144

82 vlternativeMisoformMregulationMinMhumanMtissueMtranscriptomescMNatureaM2008aMijkaMilebk 50.4 3526

81 MaximumMentropyMmodelingMofMshortMsequenceMmotifsMwithMapplicationsMtoMRNvMsplicingMsignalscM
JournalrofrComputationalrBiologyaM2004aMffaMhllbni 1.7 1253

80 ProliferatingMcellsMexpressMmRNvsMwithMshortenedMhTMuntranslatedMregionsMandMfewerMmicroRNvM
targetMsitescMScienceaM2008aMhgeaMfkihbl 33.3 984

79 vnalysisMandMdesignMofMRNvMsequencingMexperimentsMforMidentifyingMisoformMregulationcMNaturer
MethodsaM2010aMlaMfeenbfj 21.6 934

78 TheMmicroRNvsMofMxaenorhabditisMeleganscMGenesrandrDevelopmentaM2003aMflaMnnfbfeem 12.6 926

77 PredictiveMidentificationMofMexonicMsplicingMenhancersMinMhumanMgenescMScienceaM2002aMgnlaMfeelbfh 33.3 867

76 SplicingMregulationoMfromMaMpartsMlistMofMregulatoryMelementsMtoManMintegratedMsplicingMcodecMRnaaM
2008aMfiaMmegbfh 5.8 682

75 vnMabundanceMofMubiquitouslyMexpressedMgenesMrevealedMbyMtissueMtranscriptomeMsequenceMdatacM
PLoSrComputationalrBiologyaM2009aMjaMefeeejnm 5 615

74 zvolutionaryMdynamicsMofMgeneMandMisoformMregulationMinMMammalianMtissuescMScienceaM2012aMhhmaMfjnhbn 33.3 587

73 SystematicMidentificationMandManalysisMofMexonicMsplicingMsilencerscMCellaM2004aMffnaMmhfbij 56.2 522

72 ’indingMtheMgenesMinMgenomicMyNvcMCurrentrOpinionrinrStructuralrBiologyaM1998aMmaMhikbji 8.1 418

71 VariationMinMalternativeMsplicingMacrossMhumanMtissuescMGenomerBiologyaM2004aMjaMRli 18.3 378

70 vMpostnatalMswitchMofMxzL’MandMMwNLMproteinsMreprogramsMalternativeMsplicingMinMtheMdevelopingM
heartcMProceedingsrofrtherNationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericaaM2008aMfejaMgehhhbm11.5 361

69 zxpandedMencyclopaediasMofMyNvMelementsMinMtheMhumanMandMmouseMgenomescMNatureaM2020aMjmhaMknnblfe50.4 360
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68 TranscriptomebwideMregulationMofMprebmRNvMsplicingMandMmRNvMlocalizationMbyMmuscleblindM
proteinscMCellaM2012aMfjeaMlfebgi 56.2 347

67 vnMzMTbdrivenMalternativeMsplicingMprogramMoccursMinMhumanMbreastMcancerMandMmodulatesMcellularM
phenotypecMPLoSrGeneticsaM2011aMlaMefeeggfm 6 318

66 wiasedMchromatinMsignaturesMaroundMpolyadenylationMsitesMandMexonscMMolecularrCellaM2009aMhkaMgijbji 17.6 310

65 PromoterMdirectionalityMisMcontrolledMbyMUfMsnRNPMandMpolyadenylationMsignalscMNatureaM2013aMinnaMhkebh50.4 294

64 yeterminantsMofMtargetingMbyMendogenousMandMexogenousMmicroRNvsMandMsiRNvscMRnaaM2007aMfhaMfmnibnfe5.8 288

63 RNvMwindbnbSeqoMquantitativeMassessmentMofMtheMsequenceMandMstructuralMbindingMspecificityMofMRNvM
bindingMproteinscMMolecularrCellaM2014aMjiaMmmlbnee 17.6 251

62 xlassificationMofMintronsoMUgbtypeMorMUfgbtypecMCellaM1997aMnfaMmljbn 56.2 231

61 IdentificationMandManalysisMofMalternativeMsplicingMeventsMconservedMinMhumanMandMmousecM
ProceedingsrofrtherNationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericaaM2005aMfegaMgmjebj 11.5 227

60 WidespreadMregulationMofMtranslationMbyMelongationMpausingMinMheatMshockcMMolecularrCellaM2013aMinaMihnbjg17.6 223

59 TheMzJxMfactorMeI’ivIIIMmodulatesMsynapticMstrengthMandMneuronalMproteinMexpressioncMCellaM2007aM
fheaMflnbnf 56.2 223

58 SRMproteinsMcollaborateMwithMlSKMandMpromoterbassociatedMnascentMRNvMtoMreleaseMpausedM
polymerasecMCellaM2013aMfjhaMmjjbkm 56.2 222

57 SequenceaMStructureaMandMxontextMPreferencesMofMHumanMRNvMwindingMProteinscMMolecularrCellaM
2018aMleaMmjibmklcen 17.6 212

56 RzSxUzbzSzMidentifiesMcandidateMexonicMsplicingMenhancersMinMvertebrateMexonscMNucleicrAcidsr
ResearchaM2004aMhgaMWfmlbne 20.1 212

55 vMlargebscaleMbindingMandMfunctionalMmapMofMhumanMRNvbbindingMproteinscMNatureaM2020aMjmhaMlffblfn 50.4 198

54 vcquisitionMofMaMhybridMzdMMstateMisMessentialMforMtumorigenicityMofMbasalMbreastMcancerMcellscM
ProceedingsrofrtherNationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericaaM2019aMffkaMlhjhblhkg 11.5 186

53 VariationMinMsequenceMandMorganizationMofMsplicingMregulatoryMelementsMinMvertebrateMgenescM
ProceedingsrofrtherNationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericaaM2004aMfefaMfjleebj 11.5 184

52 yirectMmeasurementMofMyNvMaffinityMlandscapesMonMaMhighbthroughputMsequencingMinstrumentcM
NaturerBiotechnologyaM2011aMgnaMkjnbki 44.5 151

51 yistalMvlternativeMLastMzxonsMLocalizeMmRNvsMtoMNeuralMProjectionscMMolecularrCellaM2016aMkfaMmgfbhh 17.6 143

(2016-2012)
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50 vntagonisticMregulationMofMmRNvMexpressionMandMsplicingMbyMxzL’MandMMwNLMproteinscMGenomer
ResearchaM2015aMgjaMmjmblf 9.7 125

49 hTMUTRbisoformMchoiceMhasMlimitedMinfluenceMonMtheMstabilityMandMtranslationalMefficiencyMofMmostM
mRNvsMinMmouseMfibroblastscMGenomerResearchaM2013aMghaMgelmbne 9.7 123

48 WidespreadMinhibitionMofMposttranscriptionalMsplicingMshapesMtheMcellularMtranscriptomeMfollowingM
heatMshockcMCellrReportsaM2014aMlaMfhkgbfhle 10.6 111

47 PervasiveMxhromatinbRNvMwindingMProteinMInteractionsMznableMRNvbwasedMRegulationMofM
TranscriptioncMCellaM2019aMflmaMfelbfgfcefm 56.2 101

46 PatternsMofMintronMgainMandMlossMinMfungicMPLoSrBiologyaM2004aMgaMeigg 9.7 101

45 QuantitativeMvisualizationMofMalternativeMexonMexpressionMfromMRNvbseqMdatacMBioinformaticsaM2015aM
hfaMgieebg 7.2 99

44 vlternativeMsplicingMregulatesMvesicularMtraffickingMgenesMinMcardiomyocytesMduringMpostnatalMheartM
developmentcMNaturerCommunicationsaM2014aMjaMhkeh 17.4 98

43 ProteinbRNvMNetworksMRegulatedMbyMNormalMandMvLSbvssociatedMMutantMHNRNPvgwfMinMtheM
NervousMSystemcMNeuronaM2016aMngaMlmeblnj 13.9 94

42 yistinctMandMsharedMfunctionsMofMvLSbassociatedMproteinsMTyPbihaM’USMandMTv’fjMrevealedMbyM
multisystemManalysescMNaturerCommunicationsaM2016aMlaMfgfih 17.4 94

41 SpliceMsiteMstrengthbdependentMactivityMandMgeneticMbufferingMbyMpolyb MrunscMNaturerStructuralrandr
MolecularrBiologyaM2009aMfkaMfenibfee 17.6 92

40 vcidificationMofMTumorMatMStromalMwoundariesMyrivesMTranscriptomeMvlterationsMvssociatedMwithM
vggressiveMPhenotypescMCancerrResearchaM2019aMlnaMfnjgbfnkk 10.1 86

39 vMlatentMprobsurvivalMfunctionMforMtheMmirbgnebgnjMclusterMinMmouseMembryonicMstemMcellscMPLoSr
GeneticsaM2011aMlaMefeegeji 6 83

38 vMcomplexMnetworkMofMfactorsMwithMoverlappingMaffinitiesMrepressesMsplicingMthroughMintronicM
elementscMNaturerStructuralrandrMolecularrBiologyaM2013aMgeaMhkbij 17.6 75

37 znhancedMxLIPMUncoversMIMPMProteinbRNvMTargetsMinMHumanMPluripotentMStemMxellsMImportantMforM
xellMvdhesionMandMSurvivalcMCellrReportsaM2016aMfjaMkkkbkln 10.6 75

36 vlternativeMsplicingMofMRNvMtripletsMisMoftenMregulatedMandMacceleratesMproteomeMevolutioncMPLoSr
BiologyaM2012aMfeaMefeefggn 9.7 74

35 MetabanalysisMofMRNvbseqMexpressionMdataMacrossMspeciesaMtissuesMandMstudiescMGenomerBiologyaM2015
aMfkaMgml 18.3 71

34 RNvMSequenceMxontextMzffectsMMeasuredMIn´ VitroMPredictMIn´ VivoMProteinMwindingMandMRegulationcM
MolecularrCellaM2016aMkiaMgnibhek 17.6 68

33 InferenceMofMsplicingMregulatoryMactivitiesMbyMsequenceMneighborhoodManalysiscMPLoSrGeneticsaM2006aM
gaMefnf 6 65
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32 MusashiMproteinsMareMpostbtranscriptionalMregulatorsMofMtheMepithelialbluminalMcellMstatecMELifeaM2014aM
haMeehnfj 8.9 63

31 PerspectivesMonMzNxOyzcMNatureaM2020aMjmhaMknhbknm 50.4 61

30 WidespreadMShorteningMofMhTMUntranslatedMRegionsMandMIncreasedMzxonMInclusionMvreMzvolutionarilyM
xonservedM’eaturesMofMInnateMImmuneMResponsesMtoMInfectioncMPLoSrGeneticsaM2016aMfgaMefeekhhm 6 53

29 TranscriptomeMalterationsMinMmyotonicMdystrophyMskeletalMmuscleMandMheartcMHumanrMolecularr
GeneticsaM2019aMgmaMfhfgbfhgf 5.6 51

28 vssessmentMofMtheMtotalMnumberMofMhumanMtranscriptionMunitscMGenomicsaM2001aMllaMlfbm 4.3 49

27 MethodsMforMtimeMseriesManalysisMofMRNvbseqMdataMwithMapplicationMtoMhumanMThflMcellM
differentiationcMBioinformaticsaM2014aMheaMiffhbge 7.2 47

26 RecognitionMofMunknownMconservedMalternativelyMsplicedMexonscMPLoSrComputationalrBiologyaM2005aM
faMffhbgg 5 38

25 MuscleblindblikeMfMUMbnlfVMregulatesMprebmRNvMalternativeMsplicingMduringMterminalMerythropoiesiscM
BloodaM2014aMfgiaMjnmbkfe 2.2 35

24 WidespreadMvccumulationMofMRibosomebvssociatedMIsolatedMhTMUTRsMinMNeuronalMxellMPopulationsMofM
theMvgingMwraincMCellrReportsaM2018aMgjaMgiilbgijkcei 10.6 34

23 TheMkineticsMofMprebmRNvMsplicingMinMtheMgenomeMandMtheMinfluenceMofMgeneMarchitecturecMELifeaM
2017aMkaM 8.9 33

22 vMRequirementMforMMenaaManMvctinMRegulatoraMinMLocalMmRNvMTranslationMinMyevelopingMNeuronscM
NeuronaM2017aMnjaMkembkggcej 13.9 30

21 OriginsMandMimpactsMofMnewMmammalianMexonscMCellrReportsaM2015aMfeaMfnngbgeej 10.6 27

20 zxonbMediatedMvctivationMofMTranscriptionMStartscMCellaM2019aMflnaMfjjfbfjkjcefl 56.2 27

19 IdentificationMofMnewMbranchMpointsMandMunconventionalMintronsMinMSaccharomycesMcerevisiaecMRnaaM
2016aMggaMfjggbhi 5.8 25

18 WidespreadMPzRKbdependentMrepressionMofMzRMtargetsMinMresponseMtoMzRMstresscMScientificrReportsaM
2019aMnaMihhe 4.9 23

17 RNvMwindbnbSeqoMMeasuringMtheMwindingMvffinityMLandscapeMofMRNvbwindingMProteinscMMethodsrinr
EnzymologyaM2015aMjjmaMikjbinh 1.7 18

16 vllelebspecificMbindingMofMRNvbbindingMproteinsMrevealsMfunctionalMgeneticMvariantsMinMtheMRNvcM
NaturerCommunicationsaM2019aMfeaMfhhm 17.4 17

15 MicroRNvMtargetMfindingMbyMcomparativeMgenomicscMMethodsrinrMolecularrBiologyaM2014aMfenlaMijlblk 1.4 17

(2014-2014)
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14  enomicManalysisMofMRNvMlocalizationcMRNArBiologyaM2014aMffaMfeiebje 4.8 16

13 xomputationalMandMexperimentalManalysisMidentifiesMmanyMnovelMhumanMgenescMBiochemicalrandr
BiophysicalrResearchrCommunicationsaM2000aMglgaMmefbl 3.4 15

12 vlternativeMRNvMsplicingMinMtheMendotheliumMmediatedMinMpartMbyMRbfoxgMregulatesMtheMarterialM
responseMtoMlowMflowcMELifeaM2018aMlaM 8.9 14

11 xoncentrationbdependentMsplicingMisMenabledMbyMRbfoxMmotifsMofMintermediateMaffinitycMNaturer
StructuralrandrMolecularrBiologyaM2020aMglaMnefbnfg 17.6 13

10 NumerousMrecursiveMsitesMcontributeMtoMaccuracyMofMsplicingMinMlongMintronsMinMfliescMPLoSrGeneticsaM
2018aMfiaMefeeljmm 6 9

9 xotargetingMamongMmicroRNvsMinMtheMbraincMGenomerResearchaM2019aMgnaMflnfbfmei 9.7 8

8 LossMofMLUxlLgMandMUfMsnRNPMsubunitsMshiftsMenergyMmetabolismMfromMglycolysisMtoMOXPHOScM
MolecularrCellaM2021aMmfaMfnejbfnfncefg 17.6 8

7 SequenceaMStructureMandMxontextMPreferencesMofMHumanMRNvMwindingMProteins 5

6 WidespreadMshorteningMofMhâ��MuntranslatedMregionsMandMincreasedMexonMinclusionMareMevolutionarilyM
conservedMfeaturesMofMinnateMimmuneMresponsesMtoMinfection 2

5 InteractomeManalysisMbringsMsplicingMintoMfocuscMGenomerBiologyaM2015aMfkaMfhj 18.3 1

4 vllelebspecificMbindingMofMRNvbbindingMproteinsMrevealsMfunctionalMgeneticMvariantsMinMtheMRNv 1

3 SecondaryMmotifsMenableMconcentrationbdependentMregulationMbyMRbfoxMfamilyMproteins 1

2 WidespreadMoccurrenceMofMhybridMinternalbterminalMexonsMinMhumanMtranscriptomesccMSciencer
AdvancesaM2022aMmaMeabkfljg 14.3 0

1 IdentificationMofMmRNvMLocalizationMMotifsMthroughMxellM’ractionationMandMvlternativeMSplicingM
vnalysiscMFASEBrJournalaM2015aMgnaMjkgche 0.9
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