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k Paper IF Citations

82 wnOintegratedOencyclopediaOofOzNwOelementsOinOtheOhumanOgenomedONaturebO2012bOjnobOkmcmj 50.4 11449

81 wOglobalOreferenceOforOhumanOgeneticOvariationdONaturebO2015bOkhlbOlncmj 50.4 8599

80 wOmapOofOhumanOgenomeOvariationOfromOpopulationcscaleOsequencingdONaturebO2010bOjlmbOgflgcmi 50.4 6142

79 wnOintegratedOmapOofOgeneticOvariationOfromOgbfohOhumanOgenomesdONaturebO2012bOjogbOklclk 50.4 6049

78 wnOintegratedOmapOofOstructuralOvariationOinOhbkfjOhumanOgenomesdONaturebO2015bOkhlbOmkcng 50.4 1368

77 wrchitectureOofOtheOhumanOregulatoryOnetworkOderivedOfromO NyOz OdatadONaturebO2012bOjnobOogcgff 50.4 1104

76 yNVnatorpOanOapproachOtoOdiscoverbOgenotypebOandOcharacterizeOtypicalOandOatypicalOyNVsOfromO
familyOandOpopulationOgenomeOsequencingdOGenomekResearchbO2011bOhgbOomjcnj 9.7 944

75 MappingOcopyOnumberOvariationObyOpopulationcscaleOgenomeOsequencingdONaturebO2011bOjmfbOkoclk 50.4 833

74 FOXGgczependentOzysregulationOofOGwxweGlutamateONeuronOzifferentiationOinOwutismOSpectrumO
zisordersdOCellbO2015bOglhbOimkciof 56.2 671

73 TranscriptomecwideOisoformclevelOdysregulationOinOwSzbOschizophreniabOandObipolarOdisorderdO
SciencebO2018bOilhbO 33.3 434

72 yomprehensiveOfunctionalOgenomicOresourceOandOintegrativeOmodelOforOtheOhumanObraindOSciencebO
2018bOilhbO 33.3 319

71 SomaticOcopyOnumberOmosaicismOinOhumanOskinOrevealedObyOinducedOpluripotentOstemOcellsdONaturebO
2012bOjohbOjincjh 50.4 299

70 IntegrativeOannotationOofOvariantsOfromOgfohOhumanspOapplicationOtoOcancerOgenomicsdOSciencebO2013
bOijhbOghikknm 33.3 281

69 IntegrativeOfunctionalOgenomicOanalysisOofOhumanObrainOdevelopmentOandOneuropsychiatricOrisksdO
SciencebO2018bOilhbO 33.3 277

68 wlleleSeqpOanalysisOofOallelecspecificOexpressionOandObindingOinOaOnetworkOframeworkdOMoleculark
SystemskBiologybO2011bOmbOkhh 12.2 228

67 TheOPsych NyOz OprojectdONaturekNeurosciencebO2015bOgnbOgmfmcgh 25.5 226

66 P MerpOaOcomputationalOframeworkOwithOsimulationcbasedOerrorOmodelsOforOinferringOgenomicO
structuralOvariantsOfromOmassiveOpairedcendOsequencingOdatadOGenomekBiologybO2009bOgfbORhi 18.3 201
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65 IntersectionOofOdiverseOneuronalOgenomesOandOneuropsychiatricOdiseasepOTheOxrainOSomaticO
MosaicismONetworkdOSciencebO2017bOiklbO 33.3 152

64 TranscriptomeOandOepigenomeOlandscapeOofOhumanOcorticalOdevelopmentOmodeledOinOorganoidsdO
SciencebO2018bOilhbO 33.3 142

63 zifferentOmutationalOratesOandOmechanismsOinOhumanOcellsOatOpregastrulationOandOneurogenesisdO
SciencebO2018bOikobOkkfckkk 33.3 139

62 HumanOinducedOpluripotentOstemOcellsOforOmodellingOneurodevelopmentalOdisordersdONaturek
ReviewskNeurologybO2017bOgibOhlkchmn 15 96

61 MetaSVpOanOaccurateOandOintegrativeOstructuralcvariantOcallerOforOnextOgenerationOsequencingdO
BioinformaticsbO2015bOigbOhmjgcj 7.2 95

60 UmuzOandORecwOdirectlyOmodulateOtheOmutagenicOpotentialOofOtheOYOfamilyOzNwOpolymeraseOzinxdO
MolecularkCellbO2007bOhnbOgfkncmf 17.6 87

59 wG pOdefiningObreakpointsOofOgenomicOstructuralOvariantsOatOsinglecnucleotideOresolutionbOthroughO
optimalOalignmentsOwithOgapOexcisiondOBioinformaticsbO2011bOhmbOkokclfi 7.2 73

58 StructuralOalignmentOofOproteinsObyOaOnovelOTOPOFITOmethodbOasOaOsuperimpositionOofOcommonO
volumesOatOaOtopomaxOpointdOProteinkSciencebO2004bOgibOgnlkcmj 6.3 71

57 wnalysisOofOdeletionObreakpointsOfromOgbfohOhumansOrevealsOdetailsOofOmutationOmechanismsdO
NaturekCommunicationsbO2015bOlbOmhkl 17.4 56

56 GenomecwideOmappingOofOcopyOnumberOvariationOinOhumanspOcomparativeOanalysisOofOhighO
resolutionOarrayOplatformsdOPLoSkONEbO2011bOlbOehmnko 3.7 51

55 wOuniformOsurveyOofOallelecspecificObindingOandOexpressionOoverOgfffcGenomescProjectOindividualsdO
NaturekCommunicationsbO2016bOmbOgggfg 17.4 51

54 OneOthousandOsomaticOSNVsOperOskinOfibroblastOcellOsetObaselineOofOmosaicOmutationalOloadOwithO
patternsOthatOsuggestOproliferativeOorigindOGenomekResearchbO2017bOhmbOkghckhi 9.7 48

53 yomprehensivebOintegratedbOandOphasedOwholecgenomeOanalysisOofOtheOprimaryO NyOz OcellOlineO
KklhdOGenomekResearchbO2019bOhobOjmhcjnj 9.7 43

52 yomprehensiveOperformanceOcomparisonOofOhighcresolutionOarrayOplatformsOforOgenomecwideOyopyO
NumberOVariationOWyNVXOanalysisOinOhumansdOBMCkGenomicsbO2017bOgnbOihg 4.5 43

51 VarSimpOaOhighcfidelityOsimulationOandOvalidationOframeworkOforOhighcthroughputOgenomeO
sequencingOwithOcancerOapplicationsdOBioinformaticsbO2015bOigbOgjlocmg 7.2 42

50 SingleccellOanalysisOofOtargetedOtranscriptomeOpredictsOdrugOsensitivityOofOsingleOcellsOwithinOhumanO
myelomaOtumorsdOLeukemiabO2016bOifbOgfojcgfh 10.7 42

49 wnalysisOofOvariableOretroduplicationsOinOhumanOpopulationsOsuggestsOcouplingOofO
retrotranspositionOtoOcellOdivisiondOGenomekResearchbO2013bOhibOhfjhckh 9.7 41

48
PatientcreportedOW ORTyOQLQcyIPNhfXOversusOphysiciancreportedOWyTyw XOquantificationOofO
oxaliplatincOandOpaclitaxelecarboplatincinducedOperipheralOneuropathyOinONyyTGewllianceOclinicalO
trialsdOSupportivekCarekinkCancerbO2017bOhkbOikimcikjj

3.9 39
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47 StructureOSNPOWStSNPXpOaOwebOserverOforOmappingOandOmodelingOnsSNPsOonOproteinOstructuresOwithO
linkageOtoOmetabolicOpathwaysdONucleickAcidskResearchbO2007bOikbOWinjcoh 20.1 38

46 TestingOofOcandidateOsingleOnucleotideOvariantsOassociatedOwithOpaclitaxelOneuropathyOinOtheOtrialO
NyyTGONfnygOWwllianceXdOCancerkMedicinebO2016bOkbOligco 4.8 38

45 MolecularOsignaturesOofOmultipleOmyelomaOprogressionOthroughOsingleOcellORNwcSeqdOBloodkCancerk
JournalbO2019bOobOh 7 37

44 MSxpOaOmeancshiftcbasedOapproachOforOtheOanalysisOofOstructuralOvariationOinOtheOgenomedOGenomek
ResearchbO2009bOgobOgflcgm 9.7 29

43 RegulatoryOelementOcopyOnumberOdifferencesOshapeOprimateOexpressionOprofilesdOProceedingskofkthek
NationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericabO2012bOgfobOghlklclg 11.5 27

42 wnnualOResearchOReviewpOTheOpromiseOofOstemOcellOresearchOforOneuropsychiatricOdisordersdOJournalk
ofkChildkPsychologykandkPsychiatrykandkAlliedkDisciplinesbO2011bOkhbOkfjcgl 7.9 26

41 RigidFinderpOaOfastOandOsensitiveOmethodOtoOdetectOrigidOblocksOinOlargeOmacromolecularOcomplexesdO
Proteins:kStructureykFunctionkandkBioinformaticsbO2010bOmnbOifochj 4.2 26

40 HaplotypecresolvedOandOintegratedOgenomeOanalysisOofOtheOcancerOcellOlineOHepGhdONucleickAcidsk
ResearchbO2019bOjmbOinjlcinlg 20.1 25

39 IntegrationOofOproteinOmotionsOwithOmolecularOnetworksOrevealsOdifferentOmechanismsOforO
permanentOandOtransientOinteractionsdOProteinkSciencebO2011bOhfbOgmjkckj 6.3 24

38 MolecularOcharacterizationOofOcolorectalOadenomasOwithOandOwithoutOmalignancyOrevealsO
distinguishingOgenomebOtranscriptomeOandOmethylomeOalterationsdOScientifickReportsbO2018bOnbOiglg 4.9 23

37 FriendbOanOintegratedOanalyticalOfrontcendOapplicationOforObioinformaticsdOBioinformaticsbO2005bOhgbOilmmcn7.2 21

36 wnalysisOofOcombinatorialOregulationpOscalingOofOpartnershipsObetweenOregulatorsOwithOtheOnumberO
ofOgovernedOtargetsdOPLoSkComputationalkBiologybO2010bOlbOegfffmkk 5 20

35 yhildOdevelopmentOandOstructuralOvariationOinOtheOhumanOgenomedOChildkDevelopmentbO2013bOnjbOijcjn 4.9 17

34 LandscapeOandOvariationOofOnovelOretroduplicationsOinOhlOhumanOpopulationsdOPLoSkComputationalk
BiologybO2017bOgibOegffkklm 5 16

33 wnOwPOendonucleaseOgczNwOpolymeraseObetaOcomplexpOtheoreticalOpredictionOofOinteractingO
surfacesdOPLoSkComputationalkBiologybO2008bOjbOegffffll 5 14

32 wOcomprehensiveOanalysisOofOnoncsequentialOalignmentsObetweenOallOproteinOstructuresdOBMCk
StructuralkBiologybO2007bOmbOmn 2.7 14

31 TOPOFITczxbOaOdatabaseOofOproteinOstructuralOalignmentsObasedOonOtheOTOPOFITOmethoddONucleick
AcidskResearchbO2007bOikbOzigmchg 20.1 13

30 LandmarksOofOhumanOembryonicOdevelopmentOinscribedOinOsomaticOmutationsdOSciencebO2021bOimgbOghjocghki33.3 13
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29
zetectionOandOQuantificationOofOMosaicOGenomicOzNwOVariationOinOPrimaryOSomaticOTissuesOUsingO
ddPyRpOwnalysisOofOMosaicOTransposablec lementOInsertionsbOyopycNumberOVariantsbOandO
SinglecNucleotideOVariantsdOMethodskinkMolecularkBiologybO2018bOgmlnbOgmicgof

1.4 9

28 yombiningOcopyOnumberbOmethylationOmarkersbOandOmutationsOasOaOpanelOforOendometrialOcancerO
detectionOviaOintravaginalOtamponOcollectiondOGynecologickOncologybO2020bOgklbOinmcioh 4.9 9

27 yomplexOmosaicOstructuralOvariationsOinOhumanOfetalObrainsdOGenomekResearchbO2020bOifbOglokcgmfj 9.7 9

26 yhromatinOorganizationOmodulatesOtheOoriginOofOheritableOstructuralOvariationsOinOhumanOgenomedO
NucleickAcidskResearchbO2019bOjmbOhmllchmmm 20.1 9

25 MachineOlearningOrevealsObilateralOdistributionOofOsomaticOLgOinsertionsOinOhumanOneuronsOandOgliadO
NaturekNeurosciencebO2021bOhjbOgnlcgol 25.5 9

24 wctiveOsiteOpredictionOforOcomparativeOmodelOstructuresOwithOthematicsdOJournalkofkBioinformaticsk
andkComputationalkBiologybO2005bOibOghmcji 1 8

23 TheOroleOofOsomaticOmosaicismOinObrainOdiseasedOCurrentkOpinionkinkGeneticskandkDevelopmentbO2020bO
lkbOnjcof 4.9 7

22 yolorectalOyancerOwithOResidualOPolypOofOOriginpOwOModelOofOMalignantOTransformationdO
TranslationalkOncologybO2016bOobOhnfcl 4.9 7

21  arlyOdevelopmentalOasymmetriesOinOcellOlineageOtreesOinOlivingOindividualsdOSciencebO2021bOimgbOghjkcghjn33.3 7

20 yNVpytorpOaOtoolOforOcopyOnumberOvariationOdetectionOandOanalysisOfromOreadOdepthOandOalleleO
imbalanceOinOwholecgenomeOsequencingdOGigaSciencebO2021bOgfbO 7.6 6

19 wdultOdiffuseOgliomaOGWwSObyOmolecularOsubtypeOidentifiesOvariantsOinOzhHGzHOandOFwMhfydO
Neuro-OncologybO2020bOhhbOglfhcglgi 1 5

18 yellOLineageOTracingOandOyellularOziversityOinOHumansdOAnnualkReviewkofkGenomicskandkHumank
GeneticsbO2020bOhgbOgfgcggl 9.7 4

17 MachineOlearningOrevealsObilateralOdistributionOofOsomaticOLgOinsertionsOinOhumanOneuronsOandOglia 3

16 yomprehensiveOidentificationOofOsomaticOnucleotideOvariantsOinOhumanObrainOtissuedOGenomekBiologybO
2021bOhhbOoh 18.3 3

15  levatedOvariantOdensityOaroundOSVObreakpointsOinOgermlineOlineageOlendsOsupportOtoOerrorcproneO
replicationOhypothesisdOGenomekResearchbO2016bOhlbOnmjcng 9.7 3

14 Psych NyOz OandObeyondpOtranscriptomicsOandOepigenomicsOofObrainOdevelopmentOandOorganoidsdO
NeuropsychopharmacologybO2021bOjlbOmfcnk 8.7 3

13 InferringOmodesOofOevolutionOfromOcolorectalOcancerOwithOresidualOpolypOofOorigindOOncotargetbO2018bO
obOlmnfclmoh 3.3 2

12 LongwG pOdefiningObreakpointsOofOgenomicOstructuralOvariantsOthroughOoptimalOandOmemoryO
efficientOalignmentsOofOlongOreadsdOBioinformaticsbO2021bOimbOgfgkcgfgm 7.2 2
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11 NeurologicalOsafetyOofOoxaliplatinOinOpatientsOwithOuncommonOvariantsOinOyharcotcMariectoothO
diseaseOgenesdOJournalkofkthekNeurologicalkSciencesbO2020bOjggbOggllnm 3.2 1

10 PrinciplesOandOwpproachesOforOziscoveryOandOValidationOofOSomaticOMosaicismOinOtheOHumanOxraindO
NeuromethodsbO2017bOichj 0.4 1

9 HaplotypecresolvedOandOintegratedOgenomeOanalysisOofOtheOcancerOcellOlineOHepGh 1

8 wpproachesOandOMethodsOforOVariantOwnalysisOinOtheOGenomeOofOaOSingleOyelldOHealthykAgeingkandk
LongevitybO2019bOhfichhn 0.5 1

7 yomprehensivebOintegratedbOandOphasedOwholecgenomeOanalysisOofOtheOprimaryO NyOz OcellOlineOKklh 1

6 Sy LL yTORpOrankingOamplificationObiasOinOsingleOcellsOusingOshallowOsequencingdOBMCk
BioinformaticsbO2020bOhgbOkhg 3.6 1

5 yNVpytorpOaOtoolOforOyNVeyNwOdetectionOandOanalysisOfromOreadOdepthOandOalleleOimbalanceOinO
wholeOgenomeOsequencing 1

4 SomaticOmosaicismOrevealsOclonalOdistributionsOofOneocorticalOdevelopmentddONaturebO2022bO 50.4 1

3 wllhpOwOtoolOforOselectingOmosaicOmutationsOfromOcomprehensiveOmulticcellOcomparisonsddOPLoSk
ComputationalkBiologybO2022bOgnbOegffojnm 5 0

2 InducedOpluripotentOstemOcellsOasOmodelsOofOhumanOneurodevelopmentalOdisordersO2020bOoocghm

1 wnalysisOofOyellOandONucleusOGenomeOby´ NextcGenerationOSequencingO2020bOikclk
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