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133 LncRNvyiseaseoPaPdatabasePforPlongbnonbcodingPRNvbassociatedPdiseasescPNucleicgAcidsgResearchaP
2013aPifaPynmhbk 20.1 670

132 NovelPhumanPlncRNvbdiseasePassociationPinferencePbasedPonPlncRNvPexpressionPprofilescP
BioinformaticsaP2013aPgnaPgkflbgi 7.2 370

131 yrugbtargetPinteractionPpredictionPbyPrandomPwalkPonPthePheterogeneousPnetworkcPMolecularg
BioSystemsaP2012aPmaPfnlebm 331

130 LongPnonbcodingPRNvsPandPcomplexPdiseasesoPfromPexperimentalPresultsPtoPcomputationalPmodelscP
BriefingsgingBioinformaticsaP2017aPfmaPjjmbjlk 13.4 329

129 yrugbtargetPinteractionPpredictionoPdatabasesaPwebPserversPandPcomputationalPmodelscPBriefingsging
BioinformaticsaP2016aPflaPknkblfg 13.4 319

128 MicroRNvsPandPcomplexPdiseasesoPfromPexperimentalPresultsPtoPcomputationalPmodelscPBriefingsging
BioinformaticsaP2019aPgeaPjfjbjhn 13.4 296

127 RWRMyvoPpredictingPnovelPhumanPmicroRNvbdiseasePassociationscPMoleculargBioSystemsaP2012aPmaPglngbm 294

126 PwMyvoPvPnovelPandPeffectivePpathbbasedPcomputationalPmodelPforPmiRNvbdiseasePassociationP
predictioncPPLoSgComputationalgBiologyaP2017aPfhaPefeejijj 5 263

125 SemibsupervisedPlearningPforPpotentialPhumanPmicroRNvbdiseasePassociationsPinferencecPScientificg
ReportsaP2014aPiaPjjef 4.9 255

124 WwSMyvoPWithinPandPwetweenPScorePforPMiRNvbyiseasePvssociationPpredictioncPScientificgReportsaP
2016aPkaPgffek 4.9 238

123 PredictingPmiRNvbdiseasePassociationPbasedPonPinductivePmatrixPcompletioncPBioinformaticsaP2018aP
hiaPigjkbigkj 7.2 219

122 wNPMyvoPwipartitePNetworkPProjectionPforPMiRNvbyiseasePvssociationPpredictioncPBioinformaticsaP
2018aPhiaPhflmbhfmk 7.2 204

121 Myβ IoPMatrixPyecompositionPandPβeterogeneousP raphPInferencePforPmiRNvbdiseasePassociationP
predictioncPPLoSgComputationalgBiologyaP2018aPfiaPefeekifm 5 199

120 β IMyvoPβeterogeneousPgraphPinferencePforPmiRNvbdiseasePassociationPpredictioncPOncotargetaP
2016aPlaPkjgjlbkjgkn 3.3 178

119 LRSSLMyvoPLaplacianPRegularizedPSparsePSubspacePLearningPforPMiRNvbyiseasePvssociationP
predictioncPPLoSgComputationalgBiologyaP2017aPfhaPefeejnfg 5 177

118 NLLSSoPPredictingPSynergisticPyrugPxombinationsPwasedPonPSemibsupervisedPLearningcPPLoSg
ComputationalgBiologyaP2016aPfgaPefeeinlj 5 170

117 PredictingPlncRNvbdiseasePassociationsPandPconstructingPlncRNvPfunctionalPsimilarityPnetworkP
basedPonPthePinformationPofPmiRNvcPScientificgReportsaP2015aPjaPfhfmk 4.9 157
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116 z wMMyvoPzxtremeP radientPwoostingPMachinePforPMiRNvbyiseasePvssociationPpredictioncPCellg
DeathgandgDiseaseaP2018aPnaPh 9.8 156

115 MxMyvoPMatrixPcompletionPforPMiRNvbdiseasePassociationPpredictioncPOncotargetaP2017aPmaPgffmlbgffnn3.3 144

114 KvTZLyvoPKvTZPmeasurePforPthePlncRNvbdiseasePassociationPpredictioncPScientificgReportsaP2015aPjaPfkmie4.9 144

113 IRWRLyvoPimprovedPrandomPwalkPwithPrestartPforPlncRNvbdiseasePassociationPpredictioncP
OncotargetaP2016aPlaPjlnfnbjlnhf 3.3 142

112 xonstructingPlncRNvPfunctionalPsimilarityPnetworkPbasedPonPlncRNvbdiseasePassociationsPandP
diseasePsemanticPsimilaritycPScientificgReportsaP2015aPjaPffhhm 4.9 134

111 RwMMMyvoPpredictingPmultiplePtypesPofPdiseasebmicroRNvPassociationscPScientificgReportsaP2015aPjaPfhmll4.9 122

110 RKNNMyvoPRankingbbasedPKNNPforPMiRNvbyiseasePvssociationPpredictioncPRNAgBiologyaP2017aPfiaPnjgbnkg4.8 109

109 ILNxSIMoPimprovedPlncRNvPfunctionalPsimilarityPcalculationPmodelcPOncotargetaP2016aPlaPgjnegbfi 3.3 104

108 –easibilityPandPcardiacPsynchronyPofPpermanentPleftPbundlePbranchPpacingPthroughPtheP
interventricularPseptumcPEuropaceaP2019aPgfaPfknibfleg 3.9 97

107 SequencebbasedPpredictionPofPproteinbproteinPinteractionsPusingPweightedPsparsePrepresentationP
modelPcombinedPwithPglobalPencodingcPBMCgBioinformaticsaP2016aPflaPfmi 3.6 94

106 yroidyetoPzffectivePandProbustPdetectionPofPandroidPmalwarePusingPstaticPanalysisPalongPwithP
rotationPforestPmodelcPNeurocomputingaP2018aPglgaPkhmbkik 5.4 92

105 –MLNxSIMoPfuzzyPmeasurebbasedPlncRNvPfunctionalPsimilarityPcalculationPmodelcPOncotargetaP2016aP
laPijnimbijnjm 3.3 90

104 xomputationalPmodelsPforPlncRNvPfunctionPpredictionPandPfunctionalPsimilarityPcalculationcP
BriefingsgingFunctionalgGenomicsaP2019aPfmaPjmbmg 4.9 88

103 vPcomputationalPframeworkPtoPinferPhumanPdiseasebassociatedPlongPnoncodingPRNvscPPLoSgONEaP
2014aPnaPemiiem 3.7 87

102 PredictingPproteinbproteinPinteractionsPfromPproteinPsequencesPbyPaPstackedPsparsePautoencoderP
deepPneuralPnetworkcPMoleculargBioSystemsaP2017aPfhaPfhhkbfhii 86

101 vPxomputationalbwasedPMethodPforPPredictingPyrugbTargetPInteractionsPbyPUsingPStackedP
vutoencoderPyeepPNeuralPNetworkcPJournalgofgComputationalgBiologyaP2018aPgjaPhkfbhlh 1.7 85

100 znsemblePofPdecisionPtreePrevealsPpotentialPmiRNvbdiseasePassociationscPPLoSgComputationalg
BiologyaP2019aPfjaPefeelgen 5 82

99 SmartphonebbasedPsensingPsystemPusingPZnOPandPgraphenePmodifiedPelectrodesPforPVOxsP
detectioncPBiosensorsgandgBioelectronicsaP2017aPnhaPnibfef 11.8 79
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98 vPnovelPapproachPbasedPonPKvTZPmeasurePtoPpredictPassociationsPofPhumanPmicrobiotaPwithP
nonbinfectiousPdiseasescPBioinformaticsaP2017aPhhaPlhhblhn 7.2 78

97 LMTRyvoPUsingPlogisticPmodelPtreePtoPpredictPMiRNvbdiseasePassociationsPbyPfusingPmultibsourceP
informationPofPsequencesPandPsimilaritiescPPLoSgComputationalgBiologyaP2019aPfjaPefeekmkj 5 73

96 MeTbywPVgceoPelucidatingPcontextbspecificPfunctionsPofPNkbmethylbadenosinePmethyltranscriptomecP
NucleicgAcidsgResearchaP2018aPikaPygmfbygml 20.1 73

95 R–yToPvPRotationP–orestbbasedPPredictorPforPPredictingPyrugbTargetPInteractionsPUsingPyrugP
StructurePandPProteinPSequencePInformationcPCurrentgProteingandgPeptidegScienceaP2018aPfnaPiijbiji 2.8 71

94 vdaptivePboostingbbasedPcomputationalPmodelPforPpredictingPpotentialPmiRNvbdiseaseP
associationscPBioinformaticsaP2019aPhjaPilhebilhm 7.2 66

93 NovelPβumanPmiRNvbyiseasePvssociationPInferencePwasedPonPRandomP–orestcPMoleculargTherapygwg
NucleicgAcidsaP2018aPfhaPjkmbjln 10.7 63

92 MicroRNvbhiaPovercomesPβ –bmediatedPgefitinibPresistancePinPz –RPmutantPlungPcancerPcellsP
partlyPbyPtargetingPMzTcPCancergLettersaP2014aPhjfaPgkjblf 9.9 62

91 PwβMyvoPPathbwasedPβumanPMicrobebyiseasePvssociationPPredictioncPFrontiersgingMicrobiologyaP
2017aPmaPghh 5.7 59

90 yRMyvoPdeepPrepresentationsbbasedPmiRNvbdiseasePassociationPpredictioncPJournalgofgCellulargandg
MoleculargMedicineaP2018aPggaPilgbimj 5.6 58

89 MicroRNvbsmallPmoleculePassociationPidentificationoPfromPexperimentalPresultsPtoPcomputationalP
modelscPBriefingsgingBioinformaticsaP2018aP 13.4 54

88 PredictionPofPdiseasebrelatedPinteractionsPbetweenPmicroRNvsPandPenvironmentalPfactorsPbasedPonP
aPsemibsupervisedPclassifiercPPLoSgONEaP2012aPlaPeihigj 3.7 52

87
PxVMZMoPUsingPthePProbabilisticPxlassificationPVectorPMachinesPModelPxombinedPwithPaPZernikeP
MomentsPyescriptorPtoPPredictPProteinbProteinPInteractionsPfromPProteinPSequencescPInternationalg
JournalgofgMoleculargSciencesaP2017aPfmaP

6.3 51

86 PredictionPofPmicrobebdiseasePassociationPfromPthePintegrationPofPneighborPandPgraphPwithP
collaborativePrecommendationPmodelcPJournalgofgTranslationalgMedicineaP2017aPfjaPgen 8.5 50

85 vPSystematicPPredictionPofPyrugbTargetPInteractionsPUsingPMolecularP–ingerprintsPandPProteinP
SequencescPCurrentgProteingandgPeptidegScienceaP2018aPfnaPikmbilm 2.8 50

84 LRLSβMyvoPLaplacianPRegularizedPLeastPSquaresPforPβumanPMicrobebyiseasePvssociationP
predictioncPScientificgReportsaP2017aPlaPlkef 4.9 50

83 vSyxyoPantifungalPsynergisticPdrugPcombinationPdatabasecPPLoSgONEaP2014aPnaPemkinn 3.7 50

82 NxMxMyvoPmiRNvbdiseasePassociationPpredictionPthroughPneighborhoodPconstraintPmatrixP
completioncPBriefingsgingBioinformaticsaP2021aPggaPimjbink 13.4 50

81 PSPzLoPInPSilicoPPredictionPofPSelfbInteractingPProteinsPfromPvminoPvcidsPSequencesPUsingPznsembleP
LearningcPIEEEyACMgTransactionsgongComputationalgBiologygandgBioinformaticsaP2017aPfiaPffkjbfflg 3 48
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80 InferringPpotentialPsmallPmoleculebmiRNvPassociationPbasedPonPtriplePlayerPheterogeneousP
networkcPJournalgofgCheminformaticsaP2018aPfeaPhe 8.6 48

79 –ormulationPandPdeliveryPmodePaffectPdispositionPandPactivityPofPtyrphostinbloadedPnanoparticlesPinP
thePratPcarotidPmodelcPArteriosclerosisvgThrombosisvgandgVasculargBiologyaP2001aPgfaPfihibn 9.4 47

78 InPsilicoPpredictionPofPdrugbtargetPinteractionPnetworksPbasedPonPdrugPchemicalPstructurePandP
proteinPsequencescPScientificgReportsaP2017aPlaPfffli 4.9 46

77 miRz–RWRoPaPnovelPdiseasebrelatedPmicroRNvbenvironmentalPfactorPinteractionsPpredictionP
methodcPMoleculargBioSystemsaP2016aPfgaPkgibhh 45

76 PredictionPofPyrugbTargetPInteractionPNetworksPfromPthePIntegrationPofPProteinPSequencesPandP
yrugPxhemicalPStructurescPMoleculesaP2017aPggaP 4.8 45

75 zLLPMyvoPznsemblePlearningPandPlinkPpredictionPforPmiRNvbdiseasePassociationPpredictioncPRNAg
BiologyaP2018aPfjaPmelbmfm 4.8 44

74 Vz –PstimulatedPthePangiogenesisPbyPpromotingPthePmitochondrialPfunctionscPOncotargetaP2017aPmaPllegebllegl3.3 44

73 RNvPmethylationPandPdiseasesoPexperimentalPresultsaPdatabasesaPWebPserversPandPcomputationalP
modelscPBriefingsgingBioinformaticsaP2019aPgeaPmnkbnfl 13.4 44

72 PredictionPofPsubcellularPlocationPofPapoptosisPproteinsPbyPincorporatingPPsePSSMPandPyxxvP
coefficientPbasedPonPL–yvPdimensionalityPreductioncPBMCgGenomicsaP2018aPfnaPilm 4.5 42

71
vdvancingPthePpredictionPaccuracyPofPproteinbproteinPinteractionsPbyPutilizingPevolutionaryP
informationPfromPpositionbspecificPscoringPmatrixPandPensemblePclassifiercPJournalgofgTheoreticalg
BiologyaP2017aPifmaPfejbffe

2.3 41

70 – –fjPvctivatesPβippoPSignalingPtoPSuppressPwilePvcidPMetabolismPandPLiverPTumorigenesiscP
DevelopmentalgCellaP2019aPimaPikebilicen 10.2 40

69 yetectionPofPInteractionsPbetweenPProteinsPthroughPRotationP–orestPandPLocalPPhasePQuantizationP
yescriptorscPInternationalgJournalgofgMoleculargSciencesaP2015aPflaP 6.3 40

68
QuercetinPamelioratesPischemiadreperfusionbinducedPcognitivePdeficitsPbyPinhibitingP
vSKfdJNKhdcaspasebhPbyPenhancingPthePvktPsignalingPpathwaycPBiochemicalgandgBiophysicalg
ResearchgCommunicationsaP2016aPilmaPfnnbgej

3.4 39

67 vPnovelPcomputationalPmodelPbasedPonPsuperbdiseasePandPmiRNvPforPpotentialPmiRNvbdiseaseP
associationPpredictioncPMoleculargBioSystemsaP2017aPfhaPfgegbfgfg 37

66
xonstructionPofPreliablePproteinâ��proteinPinteractionPnetworksPusingPweightedPsparseP
representationPbasedPclassifierPwithPpseudoPsubstitutionPmatrixPrepresentationPfeaturescP
NeurocomputingaP2016aPgfmaPfhfbfhm

5.4 36

65 βvMyvoPβybridPvpproachPforPMiRNvbyiseasePvssociationPpredictioncPJournalgofgBiomedicalg
InformaticsaP2017aPlkaPjebjm 10.2 34

64 InPSilicoPPredictionPofPSmallPMoleculebmiRNvPvssociationsPwasedPonPthePβeteSimPvlgorithmcP
MoleculargTherapygwgNucleicgAcidsaP2019aPfiaPglibgmk 10.7 34

63 NRyTyoPaPdatabasePforPclinicallyPorPexperimentallyPsupportedPnonbcodingPRNvsPandPdrugPtargetsP
associationscPDatabase:gthegJournalgofgBiologicalgDatabasesgandgCurationaP2017aPgeflaP 5 34
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62 vntibcancerPyrugPResponsePPredictionPUsingPNeighborbwasedPxollaborativeP–ilteringPwithP lobalP
zffectPRemovalcPMoleculargTherapygwgNucleicgAcidsaP2018aPfhaPhehbhff 10.7 34

61
vccuratePpredictionPofPproteinbproteinPinteractionsPbyPintegratingPpotentialPevolutionaryP
informationPembeddedPinPPSSMPprofilePandPdiscriminativePvectorPmachinePclassifiercPOncotargetaP
2017aPmaPghkhmbghkin

3.3 33

60 vnPensemblePapproachPforPlargebscalePidentificationPofPproteinbPproteinPinteractionsPusingPtheP
alignmentsPofPmultiplePsequencescPOncotargetaP2017aPmaPjfinbjfjn 3.3 32

59 MKRMyvoPmultiplePkernelPlearningbbasedPKroneckerPregularizedPleastPsquaresPforPMiRNvbdiseaseP
associationPpredictioncPJournalgofgTranslationalgMedicineaP2017aPfjaPgjf 8.5 32

58 ModelingPofPsignalingPcrosstalkbmediatedPdrugPresistancePandPitsPimplicationsPonPdrugPcombinationcP
OncotargetaP2016aPlaPkhnnjbkieek 3.3 32

57 vnticancerPyrugPResponsePPredictionPinPxellPLinesPUsingPWeightedP raphPRegularizedPMatrixP
–actorizationcPMoleculargTherapygwgNucleicgAcidsaP2019aPflaPfkibfli 10.7 31

56
βighlyPvccuratePPredictionPofPProteinbProteinPInteractionsPviaPIncorporatingPzvolutionaryP
InformationPandPPhysicochemicalPxharacteristicscPInternationalgJournalgofgMoleculargSciencesaP2016aP
flaP

6.3 30

55 vPheterogeneousPlabelPpropagationPapproachPtoPexplorePthePpotentialPassociationsPbetweenP
miRNvPandPdiseasecPJournalgofgTranslationalgMedicineaP2018aPfkaPhim 8.5 30

54 xircularPRNvsPandPcomplexPdiseasesoPfromPexperimentalPresultsPtoPcomputationalPmodelscPBriefingsg
ingBioinformaticsaP2021aPggaP 13.4 29

53 PRMyvoPpersonalizedPrecommendationbbasedPMiRNvbdiseasePassociationPpredictioncPOncotargetaP
2017aPmaPmjjkmbmjjmh 3.3 28

52 vnPimprovedPefficientProtationPforestPalgorithmPtoPpredictPthePinteractionsPamongPproteinscPSoftg
ComputingaP2018aPggaPhhlhbhhmf 3.5 27

51 SNM–SMMvoPusingPsymmetricPnonnegativePmatrixPfactorizationPandPKroneckerPregularizedPleastP
squaresPtoPpredictPpotentialPsmallPmoleculebmicroRNvPassociationcPRNAgBiologyaP2020aPflaPgmfbgnf 4.8 27

50 MyvyoPvPSpecialPResourcePforPMicrobebyrugPvssociationscPFrontiersgingCellulargandgInfectiong
MicrobiologyaP2018aPmaPigi 5.9 26

49 PredictingPmicroRNvbdiseasePassociationsPusingPbipartitePlocalPmodelsPandPhubnessbawareP
regressioncPRNAgBiologyaP2018aPfjaPffngbfgej 4.8 26

48 R–SMMvoPvPNewPxomputationalPModelPtoPIdentifyPandPPrioritizePPotentialPSmallPMoleculebMiRNvP
vssociationscPJournalgofgChemicalgInformationgandgModelingaP2019aPjnaPfkkmbfkln 6.1 25

47 NyvMyvoPNetworkPdistancePanalysisPforPMiRNvbdiseasePassociationPpredictioncPJournalgofgCellularg
andgMoleculargMedicineaP2018aPggaPgmmibgmnj 5.6 25

46 ImprovingPproteinbproteinPinteractionsPpredictionPaccuracyPusingPproteinPevolutionaryPinformationP
andPrelevancePvectorPmachinePmodelcPProteingScienceaP2016aPgjaPfmgjbhh 6.3 25

45
vPNovelPxomputationalPMethodPforPthePIdentificationPofPPotentialPmiRNvbyiseasePvssociationP
wasedPonPSymmetricPNonbnegativePMatrixP–actorizationPandPKroneckerPRegularizedPLeastPSquarecP
FrontiersgingGeneticsaP2018aPnaPhgi

4.5 24
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44  IMyvoP raphletPinteractionbbasedPMiRNvbdiseasePassociationPpredictioncPJournalgofgCellulargandg
MoleculargMedicineaP2018aPggaPfjimbfjkf 5.6 23

43 ImprovedPproteinbproteinPinteractionsPpredictionPviaPweightedPsparsePrepresentationPmodelP
combiningPcontinuousPwaveletPdescriptorPandPPsevvPcompositioncPBMCgSystemsgBiologyaP2016aPfeaPfge 3.5 23

42 TherapeuticPvngiogenesisPofPxhinesePβerbalPMedicinesPinPIschemicPβeartPyiseaseoPvPReviewcP
FrontiersgingPharmacologyaP2018aPnaPigm 5.6 23

41 vPβybridPInterpolationPWeightedPxollaborativeP–ilteringPMethodPforPvntibcancerPyrugPResponseP
PredictioncPFrontiersgingPharmacologyaP2018aPnaPfefl 5.6 23

40 vPnovelPcandidatePdiseasePgenesPprioritizationPmethodPbasedPonPmodulePpartitionPandPrankPfusioncP
OMICSgAgJournalgofgIntegrativegBiologyaP2010aPfiaPhhlbjk 3.8 22

39 IntegratingPrandomPwalkPandPbinaryPregressionPtoPidentifyPnovelPmiRNvbdiseasePassociationcPBMCg
BioinformaticsaP2019aPgeaPjn 3.6 22

38 yeepbbeliefPnetworkPforPpredictingPpotentialPmiRNvbdiseasePassociationscPBriefingsging
BioinformaticsaP2021aPggaP 13.4 21

37 PredictionPofPPotentialPmiRNvbyiseasePvssociationsPThroughPaPNovelPUnsupervisedPyeepPLearningP
–rameworkPwithPVariationalPvutoencodercPCellsaP2019aPmaP 7.9 20

36 IdentificationPofPselfbinteractingPproteinsPbyPexploringPevolutionaryPinformationPembeddedPinP
PSIbwLvSTbconstructedPpositionPspecificPscoringPmatrixcPOncotargetaP2016aPlaPmgiiebmgiin 3.3 20

35 vnPintegratedPframeworkPforPthePidentificationPofPpotentialPmiRNvbdiseasePassociationPbasedPonP
novelPnegativePsamplesPextractionPstrategycPRNAgBiologyaP2019aPfkaPgjlbgkn 4.8 20

34 TLβNMyvoPTriplePLayerPβeterogeneousPNetworkPwasedPInferencePforPMiRNvbyiseasePvssociationP
PredictioncPFrontiersgingGeneticsaP2018aPnaPghi 4.5 19

33 PredictionPofPSmallPMoleculebMicroRNvPvssociationsPbyPSparsePLearningPandPβeterogeneousP raphP
InferencecPMoleculargPharmaceuticsaP2019aPfkaPhfjlbhfkk 5.6 18

32  RMyvoP raphPRegressionPforPMiRNvbyiseasePvssociationPPredictioncPFrontiersgingPhysiologyaP2018aP
naPng 4.6 18

31 PotentialPmiRNvbdiseasePassociationPpredictionPbasedPonPkernelizedPwayesianPmatrixPfactorizationcP
GenomicsaP2020aPffgaPmenbmfn 4.3 18

30 PredictionPofPpotentialPmiRNvbdiseasePassociationsPusingPmatrixPdecompositionPandPlabelP
propagationcPKnowledgewBasedgSystemsaP2019aPfmkaPfeinkh 7.3 17

29 RobustPandPaccuratePpredictionPofPproteinPselfbinteractionsPfromPaminoPacidsPsequencePusingP
evolutionaryPinformationcPMoleculargBioSystemsaP2016aPfgaPhlegbhlfe 16

28
PredictionPofPproteinbproteinPinteractionsPbyPlabelPpropagationPwithPproteinPevolutionaryPandP
chemicalPinformationPderivedPfromPheterogeneousPnetworkcPJournalgofgTheoreticalgBiologyaP2017aP
iheaPnbge

2.3 15

27 NvRRMyvoPnegativebawarePandPratingbbasedPrecommendationPalgorithmPforPmiRNvbdiseaseP
associationPpredictioncPMoleculargBioSystemsaP2017aPfhaPgkjebgkjn 15
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26 vPxomputationalPStudyPofPPotentialPmiRNvbyiseasePvssociationPInferencePwasedPonPznsembleP
LearningPandPKernelPRidgePRegressioncPFrontiersgingBioengineeringgandgBiotechnologyaP2020aPmaPie 5.8 15

25
xomparisonPofP[´  a] ab–vPIbeiPandP[–]b–y PforPthePdetectionPofPprimaryPandPmetastaticPlesionsPinP
patientsPwithPgastricPcanceroPaPbicentricPretrospectivePstudycPEuropeangJournalgofgNucleargMedicineg
andgMoleculargImagingaP2021aPf

8.8 15

24 yistributedPimagePunderstandingPwithPsemanticPdictionaryPandPsemanticPexpansioncP
NeurocomputingaP2016aPfliaPhmibhng 5.4 14

23 βNMyvoPheterogeneousPnetworkbbasedPmiRNvbdiseasePassociationPpredictioncPMoleculargGeneticsg
andgGenomicsaP2018aPgnhaPnmhbnnj 3.1 14

22 PredictionPofPPotentialPSmallPMoleculebvssociatedPMicroRNvsPUsingP raphletPInteractioncPFrontiersg
ingPharmacologyaP2018aPnaPffjg 5.6 14

21
vPUnifiedP–rameworkPforPthePPredictionPofPSmallPMoleculebMicroRNvPvssociationPwasedPonP
xrossbLayerPyependencyPInferencePonPMultilayeredPNetworkscPJournalgofgChemicalgInformationgandg
ModelingaP2019aPjnaPjgmfbjgnh

6.1 13

20 xomputationalPModelPyevelopmentPofPyrugbTargetPInteractionPPredictionoPvPReviewcPCurrentg
ProteingandgPeptidegScienceaP2019aPgeaPingbini 2.8 12

19
xomputationalPMethodsPforPthePPredictionPofPyrugbTargetPInteractionsPfromPyrugP–ingerprintsPandP
ProteinPSequencesPbyPStackedPvutobzncoderPyeepPNeuralPNetworkcPLecturegNotesgingComputerg
ScienceaP2017aPikbjm

0.9 11

18 zngineeringPOnbyemandPMagneticPxoreâ��ShellPxompositePWoundPyressingPMatricesPviaP
zlectrohydrodynamicPMicrobScalePPrintingcPAdvancedgEngineeringgMaterialsaP2019aPgfaPfneeknn 3.5 10

17 SSxMyvoPspyPandPsuperPclusterPstrategyPforPMiRNvbdiseasePassociationPpredictioncPOncotargetaP
2018aPnaPfmgkbfmig 3.3 9

16 yLRz–yoPaPdatabasePprovidingPassociationsPofPlongPnonbcodingPRNvsaPenvironmentalPfactorsPandP
phenotypescPDatabase:gthegJournalgofgBiologicalgDatabasesgandgCurationaP2017aPgeflaP 5 8

15 yrugbpathwayPassociationPpredictionoPfromPexperimentalPresultsPtoPcomputationalPmodelscPBriefingsg
ingBioinformaticsaP2021aPggaP 13.4 8

14 MicrobesPandPcomplexPdiseasesoPfromPexperimentalPresultsPtoPcomputationalPmodelscPBriefingsging
BioinformaticsaP2021aPggaP 13.4 8

13 PredictingPpotentialPsmallPmoleculebmiRNvPassociationsPbasedPonPboundedPnuclearPnormP
regularizationcPBriefingsgingBioinformaticsaP2021aPggaP 13.4 8

12 vPpotentialPtargetPgenePforPthePhostbdirectedPtherapyPofPmycobacterialPinfectionPinPmurineP
macrophagescPInternationalgJournalgofgMoleculargMedicineaP2016aPhmaPmghbhh 4.4 7

11 IdentificationPofPmiRNvbdiseasePassociationsPviaPmultiplePinformationPintegrationPwithPwayesianP
rankingcPBriefingsgingBioinformaticsaP2021aPggaP 13.4 5

10 xomparativePevaluationPofPthePwoundbhealingPpotencyPofPrecombinantPb– –PandPskiPgenePtherapyP
inPratscPGrowthgFactorsaP2016aPhiaPffnbgl 1.6 4

9 StochasticPmodelingPsuggestsPthatPnoisePreducesPdifferentiationPefficiencyPbyPinducingPaP
heterogeneousPdrugPresponsePinPgliomaPdifferentiationPtherapycPBMCgSystemsgBiologyaP2016aPfeaPlh 3.5 4

Xing Chen

8



8 PhysiologicalPLeftPwundlePwranchPPacingPValidatedPbyPUltrabβighPyensityPVentricularPMappingPinPaP
SwinePModelcPCirculation:gArrhythmiagandgElectrophysiologyaP2020aPfhaPeeelmnm 6.4 3

7 LargePscalePimagePunderstandingPwithPnonbconvexPmultibtaskPlearningP2014aP 3
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