
Haiyan Chu

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/1918840/publications.pdf

Version: 2024-02-01

102

papers

11,115

citations

44

h-index

57631

100

g-index

32761

103

all docs

103

docs citations

103

times ranked

12002

citing authors



Haiyan Chu

2

# Article IF Citations

1 Taxonomic structure and functional association of foxtail millet root microbiome. GigaScience, 2017,
6, 1-12. 3.3 1,228

2 Soil pH drives the spatial distribution of bacterial communities along elevation on Changbai
Mountain. Soil Biology and Biochemistry, 2013, 57, 204-211. 4.2 792

3 Bacterial diversity in soils subjected to long-term chemical fertilization can be more stably maintained
with the addition of livestock manure than wheat straw. Soil Biology and Biochemistry, 2015, 88, 9-18. 4.2 560

4 Soil bacterial diversity in the Arctic is not fundamentally different from that found in other biomes.
Environmental Microbiology, 2010, 12, 2998-3006. 1.8 551

5 Nitrogen fertilization directly affects soil bacterial diversity and indirectly affects bacterial
community composition. Soil Biology and Biochemistry, 2016, 92, 41-49. 4.2 484

6 The links between ecosystem multifunctionality and above- and belowground biodiversity are
mediated by climate. Nature Communications, 2015, 6, 8159. 5.8 471

7 High throughput sequencing analysis of biogeographical distribution of bacterial communities in the
black soils of northeast China. Soil Biology and Biochemistry, 2014, 70, 113-122. 4.2 450

8 Spatial scale affects the relative role of stochasticity versus determinism in soil bacterial
communities in wheat fields across the North China Plain. Microbiome, 2018, 6, 27. 4.9 286

9 Soil carbon content drives the biogeographical distribution of fungal communities in the black soil
zone of northeast China. Soil Biology and Biochemistry, 2015, 83, 29-39. 4.2 272

10 Soil pH correlates with the co-occurrence and assemblage process of diazotrophic communities in
rhizosphere and bulk soils of wheat fields. Soil Biology and Biochemistry, 2018, 121, 185-192. 4.2 259

11 Wheat rhizosphere harbors a less complex and more stable microbial co-occurrence pattern than
bulk soil. Soil Biology and Biochemistry, 2018, 125, 251-260. 4.2 253

12 Soil fungal diversity in natural grasslands of the Tibetan Plateau: associations with plant diversity
and productivity. New Phytologist, 2017, 215, 756-765. 3.5 248

13 Salinity Is a Key Determinant for Soil Microbial Communities in a Desert Ecosystem. MSystems, 2019, 4, . 1.7 238

14 Rhizosphere-associated bacterial network structure and spatial distribution differ significantly from
bulk soil in wheat crop fields. Soil Biology and Biochemistry, 2017, 113, 275-284. 4.2 210

15 Fungal community composition in soils subjected to longâ€•term chemical fertilization is most
influenced by the type of organic matter. Environmental Microbiology, 2016, 18, 5137-5150. 1.8 209

16 Biodiversity of key-stone phylotypes determines crop production in a 4-decade fertilization
experiment. ISME Journal, 2021, 15, 550-561. 4.4 208

17 Suppressed N fixation and diazotrophs after four decades of fertilization. Microbiome, 2019, 7, 143. 4.9 205

18 Contrasting elevational diversity patterns between eukaryotic soil microbes and plants. Ecology, 2014,
95, 3190-3202. 1.5 174



3

Haiyan Chu

# Article IF Citations

19 Long-term fertilization influences community assembly processes of soil diazotrophs. Soil Biology
and Biochemistry, 2018, 126, 151-158. 4.2 172

20
Bacterial community dissimilarity between the surface and subsurface soils equals horizontal
differences over several kilometers in the western Tibetan Plateau. Environmental Microbiology, 2016,
18, 1523-1533.

1.8 171

21 Abundance of kinless hubs within soil microbial networks are associated with high functional
potential in agricultural ecosystems. Environment International, 2020, 142, 105869. 4.8 158

22 Distinct soil bacterial communities along a small-scale elevational gradient in alpine tundra.
Frontiers in Microbiology, 2015, 6, 582. 1.5 137

23 Soil microbial biomass, nutrient availability and nitrogen mineralization potential among
vegetation-types in a low arctic tundra landscape. Plant and Soil, 2010, 329, 411-420. 1.8 132

24 Prevalence of antibiotic resistance genes in soils after continually applied with different manure for
30 years. Journal of Hazardous Materials, 2017, 340, 16-25. 6.5 132

25 Rapid recovery of soil bacterial communities after wildfire in a Chinese boreal forest. Scientific
Reports, 2014, 4, 3829. 1.6 121

26 Composition of the soil fungal community is more sensitive to phosphorus than nitrogen addition in
the alpine meadow on the Qinghai-Tibetan Plateau. Biology and Fertility of Soils, 2016, 52, 1059-1072. 2.3 121

27 Characterizing changes in soil bacterial community structure in response to short-term warming.
FEMS Microbiology Ecology, 2014, 89, 281-292. 1.3 107

28 The Influence of Vegetation Type on the Dominant Soil Bacteria, Archaea, and Fungi in a Low Arctic
Tundra Landscape. Soil Science Society of America Journal, 2011, 75, 1756-1765. 1.2 105

29 Nitrogen and phosphorus enrichment accelerates soil organic carbon loss in alpine grassland on the
Qinghai-Tibetan Plateau. Science of the Total Environment, 2019, 650, 303-312. 3.9 94

30 Vegetation-Associated Impacts on Arctic Tundra Bacterial and Microeukaryotic Communities. Applied
and Environmental Microbiology, 2015, 81, 492-501. 1.4 91

31 Soil Microbial Biogeography in a Changing World: Recent Advances and Future Perspectives.
MSystems, 2020, 5, . 1.7 84

32 Soil pH dominates elevational diversity pattern for bacteria in high elevation alkaline soils on the
Tibetan Plateau. FEMS Microbiology Ecology, 2019, 95, . 1.3 83
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