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569 autophagy in metabolic reprogramming. Autophagy, 2021, 1-2 102 1

Diversity: current and prospective secondary metabolites for nutrition and medicine.. Current
Opinion in Biotechnology, 2021, 74, 164-170

6 Metabolic shifts during fruit development in pungent and non-pungent peppers.. Food Chemistry, 3
567 2021, 375, 131850 e

Genome-wide association of the metabolic shifts underpinning dark-induced senescence in
Arabidopsis. Plant Cell, 2021,

565 Rice metabolic regulatory network spanning the entire life cycle. Molecular Plant, 2021, 14.4 5

Multi-omics approaches explain the growth-promoting effect of the apocarotenoid growth
regulator zaxinone in rice. Communications Biology, 2021, 4, 1222

The nutritional profile and human health benefit of pigmented rice and the impact of post-harvest
563  processes and product development on the nutritional components: A review. Critical Reviews in 115 1
Food Science and Nutrition, 2021, 1-28

Pod indehiscence in common bean is associated with the fine regulation of PvMYB26. Journal of

Experimental Botany, 2021, 72, 1617-1633




ALISDAIR R FERNIE

The cytosolic invertase NI6 affects vegetative growth, flowering, fruit set, and yield in tomato.

561 journal of Experimental Botany, 2021, 72, 2525-2543 7 2
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in Plant Science, 2021, 12, 642581

Associating primary and specialized metabolism with salt induced osmotic stress tolerance in 3
547 maize. New Phytologist, 2021, 230, 2091-2093 9-

Differential responses of three Urochloa species to low phosphorus availability. Annals of Applied
Biology, 2021, 179, 216-230
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Selection of a subspecies-specific diterpene gene cluster implicated in rice disease resistance. 1
495 Nature Plants, 2020, 6, 1447-1454 525

Co-Regulation of Clustered and Neo-Functionalized Genes in Plant-Specialized Metabolism. Plants,
2020, 9,
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Dissection of flag leaf metabolic shifts and their relationship with those occurring simultaneously in
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