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596 TheGrelianceGofGphytohormoneGbiosynthesisGonGprimaryGmetaboliteGprecursorsUUGJournalgofgPlantg
PhysiologySG2022SGYceSGXbZbef 3.6 1

595 TheGntzαocWGtranscriptionGfactorGregulatesGstomatalGopeningGbyGmodulatingGoxylipinGsynthesisGinG
guardGcellsUUGScientificgReportsSG2022SGXYSGbZZ 4.9 3

594 UnravellingGtheGmolecularGnetworksGthatGregulateGkiwifruitGflavorUGNewgPhytologistSG2022SGYZZSGeTXW 9.8

593 rnvironmentallyTdrivenGmetaboliteGandGlipidGvariationsGcorrespondGtoGalteredGbioactivitiesGofGblackG
wolfberryGfruitUGFoodgChemistrySG2022SGZdYSGXZXZaY 8.5 3

592 nGpomparativeGétudyGofGtheGnntihypertensiveGandGpardioprotectiveGPotentialsGofGuotGandGpoldG
nqueousGrxtractsGofGyUGinG×elationGtoGTheirGzetabolicGProfilesUUGFrontiersgingPharmacologySG2022SGXZSGeaWade5.6 1

591
PotentialG₃alorizationGofGrdibleG–utsGoyTProductsgGrxploringGtheGvmmuneTzodulatoryGandG
nntioxidantsGrffectsGofGéelectedG–utGéhellsGrxtractsGinG×elationGtoGTheirGzetabolicGProfilesUUG
AntioxidantsSG2022SGXXSG

7.1 9

590 TowardsGtheGqevelopmentSGzaintenanceGandGétandardizedGPhenotypicGpharacterizationGofG
éingleTéeedTqescentGteneticG×esourcesGforGphickpeaUUGCurrentgProtocolsSG2022SGYSGeZdX 0

589 PlantGmetabolicGgeneGclustersGinGtheGmultiTomicsGeraUUGTrendsgingPlantgScienceSG2022SG 13.1 3

588 ponvergentGselectionGofGaG₄qaWGproteinGthatGenhancesGgrainGyieldGinGmaizeGandGriceUUGScienceSG2022SG
ZdbSGeabgdfeb 33.3 4

587 nuxinGboostsGenergyGgenerationGpathwaysGtoGfuelGpollenGmaturationGinGbarleyUUGCurrentgBiologySG
2022SG 6.3 1

586 zaizeGsieldGétudyG×evealsGpovariedGzicrobiotaGandGzetabolicGphangesGinG×ootsGoverGPlantGtrowthUUG
MBioSG2022SGeWYbeaYX 7.8 0

585 nGreactiveGoxygenGspeciesGburstGcausesGhaploidGinductionGinGmaizeUUGMoleculargPlantSG2022SG 14.4 1

584 oringingGmoreGplayersGintoGplaygGyeveragingGstressGinGgenomeGwideGassociationGstudiesUUGJournalgofg
PlantgPhysiologySG2022SGYdXSGXbZcbd 3.6 1

583 –aturalGvarianceGatGtheGinterfaceGofGplantGprimaryGandGspecializedGmetabolismUUGCurrentgOpinionging
PlantgBiologySG2022SGcdSGXWYYWX 9.9 3

582 ×isingGratesGofGstarchGdegradationGduringGdaytimeGandGtrehaloseGcTphosphateGoptimizeGcarbonG
availabilityUUGPlantgPhysiologySG2022SG 6.6 1

581
zeasurementGofGslowerGzetaboliteGponcentrationsGUsingGtasGphromatographyTzassGépectrometryG
andGuighTPerformanceGyiquidGphromatographyTzassGépectrometryUUGMethodsgingMoleculargBiologySG
2022SGYaeaSGZTXY

1.4

580 PreparationGandGpurationGofG micsGqataGforGtenomeT₄ideGnssociationGétudiesUGMethodsging
MoleculargBiologySG2022SGXYdTXbW 1.4

AlisdairtRtFernie

2



579 zetabolomicsGnpproachesGforGétudyingGtheGTrichodermaTPlantGvnteractionsUGRhizospheregBiologySG
2022SGXZbTXba 0.8

578 étableGandGTemporaryGrnzymeGpomplexesGandGzetabolonsGvnvolvedGinGrnergyGandG×edoxG
zetabolismUGAntioxidantsgandgRedoxgSignalingSG2021SGZbSGdeeTeWd 8.4 7

577 TheGinterfaceGofGcentralGmetabolismGwithGhormoneGsignalingGinGplantsUGCurrentgBiologySG2021SGZXSG×XbZbT×Xbae6.3 4

576 rnhancingGcropGdiversityGforGfoodGsecurityGinGtheGfaceGofGclimateGuncertaintyUGPlantgJournalSG2021SG 6.9 9

575 TheGnrabidopsisGelectronTtransferGflavoproteingubiquinoneGoxidoreductaseGisGrequiredGduringG
normalGseedGdevelopmentGandGgerminationUGPlantgJournalSG2021SG 6.9 1

574
uighTqualityGreferenceGgenomeGsequencesGofGtwoGcoconutGcultivarsGprovideGinsightsGintoGevolutionG
ofGmonocotGchromosomesGandGdifferentiationGofGfiberGcontentGandGplantGheightUGGenomegBiologySG
2021SGYYSGZWa

18.3 3

573 qifferentGzetabolicG×olesGforGnlternativeG xidaseGinGyeavesGofGPalustrineGandGTerrestrialGépeciesUG
FrontiersgingPlantgScienceSG2021SGXYSGdbYdfb 6.2

572 teneticGvariationGinGαvtrXGcontributesGtoGearGlengthGandGgrainGyieldGinGmaizeUGNewgPhytologistSG2021SG 9.8 2

571 zetabolismTmediatedGmechanismsGunderpinGtheGdifferentialGstomatalGspeedinessGregulationG
amongGfernsGandGangiospermsUGPlantvgCellgandgEnvironmentSG2021SG 8.4 1

570 PathwaysGtoGdeGnovoGdomesticationGofGcropGwildGrelativesUGPlantgPhysiologySG2021SG 6.6 4

569 tenomeTwideGassociationGstudiesGofGnrabidopsisGdarkTinducedGsenescenceGrevealsGsignaturesGofG
autophagyGinGmetabolicGreprogrammingUGAutophagySG2021SGXTY 10.2 1

568 qiversitygGcurrentGandGprospectiveGsecondaryGmetabolitesGforGnutritionGandGmedicineUUGCurrentg
OpiniongingBiotechnologySG2021SGdaSGXcaTXdW 11.4 2

567 zetabolicGshiftsGduringGfruitGdevelopmentGinGpungentGandGnonTpungentGpeppersUUGFoodgChemistrySG
2021SGZdbSGXZXebW 8.5 0

566 tenomeTwideGassociationGofGtheGmetabolicGshiftsGunderpinningGdarkTinducedGsenescenceGinG
nrabidopsisUGPlantgCellSG2021SG 11.6 6

565 ×iceGmetabolicGregulatoryGnetworkGspanningGtheGentireGlifeGcycleUGMoleculargPlantSG2021SG 14.4 5

564 zultiTomicsGapproachesGexplainGtheGgrowthTpromotingGeffectGofGtheGapocarotenoidGgrowthG
regulatorGzaxinoneGinGriceUGCommunicationsgBiologySG2021SGaSGXYYY 6.7 3

563
TheGnutritionalGprofileGandGhumanGhealthGbenefitGofGpigmentedGriceGandGtheGimpactGofGpostTharvestG
processesGandGproductGdevelopmentGonGtheGnutritionalGcomponentsgGnGreviewUGCriticalgReviewsging
FoodgSciencegandgNutritionSG2021SGXTYe

11.5 1

562 PodGindehiscenceGinGcommonGbeanGisGassociatedGwithGtheGfineGregulationGofGPvzαoYcUGJournalgofg
ExperimentalgBotanySG2021SGdYSGXcXdTXcZZ 7 3
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561 TheGcytosolicGinvertaseG–vcGaffectsGvegetativeGgrowthSGfloweringSGfruitGsetSGandGyieldGinGtomatoUG
JournalgofgExperimentalgBotanySG2021SGdYSGYbYbTYbaZ 7 2

560 zultiTomicsGapproachGrevealsGtheGcontributionGofGxyUGtoGleafGlongevityGandGdroughtGtoleranceUG
PlantgPhysiologySG2021SGXebSGZbYTZce 6.6 8

559 xingdomTwideGanalysisGofGtheGevolutionGofGtheGplantGtypeGvvvGpolyketideGsynthaseGsuperfamilyUGPlantg
PhysiologySG2021SGXebSGebdTedb 6.6 5

558 prossTépeciesGzetabolicGProfilingGofGsloralGépecializedGzetabolismGsacilitatesGUnderstandingGofG
rvolutionalGnspectsGofGzetabolismGnmongGorassicaceaeGépeciesUGFrontiersgingPlantgScienceSG2021SGXYSGcaWXaX6.2 1

557 éeveralGgeranylgeranylGdiphosphateGsynthaseGisoformsGsupplyGmetabolicGsubstratesGforGcarotenoidG
biosynthesisGinGtomatoUGNewgPhytologistSG2021SGYZXSGYbbTYdY 9.8 14

556 TheGgeneticsGunderlyingGmetabolicGsignaturesGinGaGbrownGriceGdiversityGpanelGandGtheirGvitalGroleGinG
humanGnutritionUGPlantgJournalSG2021SGXWcSGbWdTbYb 6.9 6

555 zeetingGhumanGdietaryGvitaminGrequirementsGinGtheGstapleGriceGviaGstrategiesGofGbiofortificationGandG
postTharvestGfortificationUGTrendsgingFoodgSciencegandgTechnologySG2021SGXWfSGcbTeY 15.3 9

554 qownregulationGofGtheGrYGéubunitGofGYT xoglutarateGqehydrogenaseGzodulatesGPlantGtrowthGbyG
vmpactingGparbonT–itrogenGzetabolismGinGnrabidopsisGthalianaUGPlantgandgCellgPhysiologySG2021SGcYSGdfeTeXa4.9 3

553 UsingGlandraceGtranscriptionGfactorGallelesGtoGincreaseGyieldGinGmodernGriceGunderGlowGinputG
agricultureUGJournalgofgPlantgPhysiologySG2021SGYbeTYbfSGXbZZcY 3.6 1

552 zultiomicsTbasedGdissectionGofGcitrusGflavonoidGmetabolismGusingGaGpitrusGreticulataGˆ�GPoncirusG
trifoliataGpopulationUGHorticulturegResearchSG2021SGeSGbc 7.7 11

551 zultiTomicsGanalysisGofGearlyGleafGdevelopmentGinUGPatternsSG2021SGYSGXWWYZb 5.1 4

550 UsingGprecisionGphenotypingGtoGinformGdeGnovoGdomesticationUGPlantgPhysiologySG2021SGXecSGXZfdTXaXX 6.6 1

549
zildGreductionsGinGguardGcellGsucroseGsynthaseGYGexpressionGleadsGtoGslowerGstomatalGopeningGandG
decreasedGwholeGplantGtranspirationGinG–icotianaGtabacumGyUGEnvironmentalgandgExperimentalg
BotanySG2021SGXeaSGXWaZdW

5.9 2

548 qiversityGofGphemicalGétructuresGandGoiosynthesisGofGPolyphenolsGinG–utToearingGépeciesUGFrontiersg
ingPlantgScienceSG2021SGXYSGcaYbeX 6.2 3

547 nssociatingGprimaryGandGspecializedGmetabolismGwithGsaltGinducedGosmoticGstressGtoleranceGinG
maizeUGNewgPhytologistSG2021SGYZWSGYWfXTYWfZ 9.8 1

546 qifferentialGresponsesGofGthreeGUrochloaGspeciesGtoGlowGphosphorusGavailabilityUGAnnalsgofgAppliedg
BiologySG2021SGXdfSGYXcTYZW 2.6 0

545 sromGflowersGtoGseedsgGhowGtheGmetabolismGofGflowersGframesGplantGreproductionUGBiochemistSG2021
SGaZSGXaTXe 0.5

544 PhosphoglycerateGdehydrogenaseGgenesGdifferentiallyGaffectGnrabidopsisGmetabolismGandG
developmentUGPlantgScienceSG2021SGZWcSGXXWecZ 5.3 1
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543 TheGphosphorylatedGpathwayGofGserineGbiosynthesisGlinksGplantGgrowthGwithGnitrogenGmetabolismUG
PlantgPhysiologySG2021SGXecSGXaedTXbWc 6.6 0

542 TowardsGtheGqevelopmentSGzaintenanceSGandGétandardizedGPhenotypicGpharacterizationGofG
éingleTéeedTqescentGteneticG×esourcesGforGpommonGoeanUGCurrentgProtocolsSG2021SGXSGeXZZ 5

541  verexpressionGofGthioredoxinGmGinGchloroplastsGaltersGcarbonGandGnitrogenGpartitioningGinGtobaccoUG
JournalgofgExperimentalgBotanySG2021SGdYSGafafTafca 7 0

540 UltraThighTperformanceGliquidGchromatographyGhighTresolutionGmassGspectrometryGvariantsGforG
metabolomicsGresearchUGNaturegMethodsSG2021SGXeSGdZZTdac 21.6 28

539 psbβvPXTpszαoXYGmediatesGtheGproductionGofGbitterTtastingGflavonolsGinGteaGplantsGOpamelliaG
sinensisPGthroughGaGcoordinatedGactivatorTrepressorGnetworkUGHorticulturegResearchSG2021SGeSGXXW 7.7 16

538 zetaboliteGProfilingGinGwithGzoderatelyGvmpairedGPhotorespirationG×evealsG–ovelGzetabolicGyinksG
andGpompensatoryGzechanismsGofGPhotorespirationUGMetabolitesSG2021SGXXSG 5.6 2

537 qomesticationGofGpropGzetabolomesgGqesiredGandGUnintendedGponsequencesUGTrendsgingPlantg
ScienceSG2021SGYcSGcbWTccX 13.1 14

536 ₄henGaGpropGtoesGoackGtoGtheG₄ildgGseralizationUGTrendsgingPlantgScienceSG2021SGYcSGbaZTbab 13.1 4

535 TyrTnspGinhibitionGofGglyceraldehydeGZTphosphateGdehydrogenaseGaffectsGplantGredoxGmetabolismUG
EMBOgJournalSG2021SGaWSGeXWceWW 13 8

534 zultiomicsGanalysesGrevealGtheGrolesGofGtheGné×XGtranscriptionGfactorGinGtomatoGfruitsUGJournalgofg
ExperimentalgBotanySG2021SGdYSGcafWTcbWf 7 2

533 TwoGmitochondrialGphosphatasesSGPPYccZGandGéalYSGareGrequiredGforGposttranslationalGregulationGofG
theGTpnGcycleGinGnrabidopsisUGMoleculargPlantSG2021SGXaSGXXWaTXXXe 14.4 9

532 zassGspectrometryTbasedGmetabolomicsgGaGguideGforGannotationSGquantificationGandGbestGreportingG
practicesUGNaturegMethodsSG2021SGXeSGdadTdbc 21.6 83

531
rxploringGtheGgenicGresourcesGunderlyingGmetabolitesGthroughGmt₄néGandGmQTyGinGwheatgGsromG
largeTscaleGgeneGidentificationGandGpathwayGelucidationGtoGcropGimprovementUGPlantg
CommunicationsSG2021SGYSGXWWYXc

9 2

530 PlasticityGofGrosetteGsizeGinGresponseGtoGnitrogenGavailabilityGisGcontrolledGbyGanG×ppXTfamilyGproteinUG
PlantvgCellgandgEnvironmentSG2021SGaaSGZZfeTZaXX 8.4 2

529 propGbreedingGTGsromGexperienceTbasedGselectionGtoGprecisionGdesignUGJournalgofgPlantgPhysiologySG
2021SGYbcSGXbZZXZ 3.6 4

528 nutoTdeconvolutionGandGmolecularGnetworkingGofGgasGchromatographyTmassGspectrometryGdataUG
NaturegBiotechnologySG2021SGZfSGXcfTXdZ 44.5 36

527 zetabolonsSGenzymeTenzymeGassembliesGthatGmediateGsubstrateGchannelingSGandGtheirGrolesGinGplantG
metabolismUGPlantgCommunicationsSG2021SGYSGXWWWeX 9 29

526 é₄nTuTzéToasedGProteomicsgGétrategiesGandGnpplicationsGinGPlantsUGTrendsgingBiotechnologySG2021SG
ZfSGaZZTaZd 15.1 18

(2021-2021)
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525 yongTdistanceGstressGandGdevelopmentalGsignalsGassociatedGwithGabscisicGacidGsignalingGinG
environmentalGresponsesUGPlantgJournalSG2021SGXWbSGaddTaee 6.9 11

524 ₃alidatedGzntvpGandGt₄néGpopulationGmappingGrevealsGtheGlinkGbetweenGvitaminGrGcontentGandG
naturalGvariationGinGchorismateGmetabolismGinGtomatoUGPlantgJournalSG2021SGXWbSGfWdTfYZ 6.9 4

523 vntegratingGmultiTomicsGdataGforGcropGimprovementUGJournalgofgPlantgPhysiologySG2021SGYbdSGXbZZbY 3.6 24

522 nGphasedGgenomeGbasedGonGsingleGspermGsequencingGrevealsGcrossoverGpatternGandGcomplexG
relatednessGinGteaGplantsUGPlantgJournalSG2021SGXWbSGXfdTYWe 6.9 2

521
qecreasedGyevelsGofGThioredoxinGvnfluencesGétomatalGqevelopmentGandGnpertureGbutG–otG
PhotosynthesisGunderG–onTétressGandGéalineGponditionsUGInternationalgJournalgofgMoleculargSciencesSG
2021SGYYSG

6.3 3

520 tlobalGmappingGofGproteinTmetaboliteGinteractionsGinGéaccharomycesGcerevisiaeGrevealsGthatG
éerTyeuGdipeptideGregulatesGphosphoglycerateGkinaseGactivityUGCommunicationsgBiologySG2021SGaSGXeX 6.7 12

519 rvolutionaryGgainGofGoligosaccharideGhydrolysisGandGsugarGtransportGenhancedGcarbohydrateG
partitioningGinGsweetGwatermelonGfruitsUGPlantgCellSG2021SGZZSGXbbaTXbdZ 11.6 16

518 TheG–npGtranscriptionGfactorGsa×vsGcontrolsGfruitGripeningGinGstrawberryUGPlantgCellSG2021SGZZSGXbdaTXbfZ 11.6 14

517 ThioredoxinTmediatedGregulationGofGOphotoPrespirationGandGcentralGmetabolismUGJournalgofg
ExperimentalgBotanySG2021SGdYSGbfedTcWWY 7 3

516 PhytochromesGcontrolGmetabolicGfluxSGandGtheirGactionGatGtheGseedlingGstageGdeterminesGadultGplantG
biomassUGJournalgofgExperimentalgBotanySG2021SGdYSGZYcZTZYde 7 1

515 TheGutilityGofGmetabolomicsGasGaGtoolGtoGinformGmaizeGbiologyUGPlantgCommunicationsSG2021SGYSGXWWXed 9 3

514 tenomeTwideGassociationGstudiesgGassessingGtraitGcharacteristicsGinGmodelGandGcropGplantsUGCellularg
andgMoleculargLifegSciencesSG2021SGdeSGbdaZTbdba 10.3 10

513 TowardsGqevelopmentSGzaintenanceSGandGétandardizedGPhenotypicGpharacterizationGofG
éingleTéeedTqescentGteneticG×esourcesGforGyupinsUGCurrentgProtocolsSG2021SGXSGeXfX 4

512 sromGnffinityGtoGProximityGTechniquesGtoGvnvestigateGProteinGpomplexesGinGPlantsUGInternationalg
JournalgofgMoleculargSciencesSG2021SGYYSG 6.3 2

511  stsXabGmodulatesGdefenseGsignalingGpathwaysGinGriceGpanicleGblastGresponseUGCropgJournalSG2021SG
fSGdYbTdZe 4.6 5

510 TheGgenomesGofGTaxusGspeciesGunveilGnovelGcandidatesGinGtheGbiosynthesisGofGtaxoidsUGMolecularg
PlantSG2021SGXaSGXddZTXddb 14.4

509 éulfurGdeficiencyTinducedGgenesGaffectGseedGproteinGaccumulationGandGcompositionGunderGsulfateG
deprivationUGPlantgPhysiologySG2021SGXedSGYaXfTYaZa 6.6 5

508 PlantGcellGculturesGasGheterologousGbioTfactoriesGforGsecondaryGmetaboliteGproductionUGPlantg
CommunicationsSG2021SGYSGXWWYZb 9 7
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507 rstablishmentGofGaGtpTzéTbasedGpTpositionalGisotopomerGapproachGsuitableGforGinvestigatingG
metabolicGfluxesGinGplantGprimaryGmetabolismUGPlantgJournalSG2021SGXWeSGXYXZTXYZZ 6.9 2

506 tenomicGbasisGunderlyingGtheGmetabolomeTmediatedGdroughtGadaptationGofGmaizeUGGenomegBiology
SG2021SGYYSGYcW 18.3 3

505 PlantGmetabolismGpavesGtheGwayGforGbreedingGcropsGwithGhighGnutritionalGvalueGandGstableGyieldUG
SciencegChinagLifegSciencesSG2021SGX 8.5 1

504 ₄illGétressG×esilienceGoeGzaintainedGinGtheGsaceGofGplimateGphangelUGMetabolitesSG2021SGXXSG 5.6 2

503 TheGv–p×rnérGprojectgGvntelligentGpollectionsGofGfoodTlegumeGgeneticGresourcesGforGruropeanG
agrofoodGsystemsUGPlantgJournalSG2021SGXWeSGcacTccW 6.9 5

502 TheGintegrationGofGzéTbasedGmetabolomicsGandGmultivariateGdataGanalysisGallowsGforGimprovedG
qualityGassessmentGofGβingiberGofficinaleG×oscoeUGPhytochemistrySG2021SGXfWSGXXYeaZ 4 3

501 PlantsGupcycleGgeneGfunctionsGtoGsuitGtheirGrootsUGTrendsgingPlantgScienceSG2021SGYcSGffcTffe 13.1

500
TheGknownsGandGunknownsGofGintracellularGpartitioningGofGcarbonGandGnitrogenSGwithGfocusGonGtheG
organicGacidTmediatedGinterplayGbetweenGmitochondrionGandGchloroplastUGJournalgofgPlantg
PhysiologySG2021SGYccSGXbZbYX

3.6 2

499 ncclimationGinGplantsGTGtheGtreenGuubGconsortiumUGPlantgJournalSG2021SGXWcSGYZTaW 6.9 8

498 nncestralGsequenceGreconstructionGTGnnGunderusedGapproachGtoGunderstandGtheGevolutionGofGgeneG
functionGinGplantslUGComputationalgandgStructuralgBiotechnologygJournalSG2021SGXfSGXbdfTXbfa 6.8 4

497 pomparativeGzolecularGandGzetabolicGProfilingGofGTwoGpontrastingG₄heatGpultivarsGunderGqroughtG
étressUUGInternationalgJournalgofgMoleculargSciencesSG2021SGYYSG 6.3 1

496 wujubeGmetabolomeGselectionGdeterminedGtheGedibleGpropertiesGacquiredGduringGdomesticationUG
PlantgJournalSG2021SG 6.9 5

495 éelectionGofGaGsubspeciesTspecificGditerpeneGgeneGclusterGimplicatedGinGriceGdiseaseGresistanceUG
NaturegPlantsSG2020SGcSGXaadTXaba 11.5 25

494 poT×egulationGofGplusteredGandG–eoTsunctionalizedGtenesGinGPlantTépecializedGzetabolismUGPlantsSG
2020SGfSG 4.5 4

493
nnGimprovedGextractionGmethodGenablesGtheGcomprehensiveGanalysisGofGlipidsSGproteinsSGmetabolitesG
andGphytohormonesGfromGaGsingleGsampleGofGleafGtissueGunderGwaterTdeficitGstressUGPlantgJournalSG
2020SGXWZSGXcXaTXcZY

6.9 16

492 nnGnbundanceGandGvnteractionGrncyclopediaGofGPlantGProteinGsunctionUGTrendsgingPlantgScienceSG2020
SGYbSGcYdTcZW 13.1 4

491 nG–npGtranscriptionGfactorGandGitsGinteractionGproteinGhinderGabscisicGacidGbiosynthesisGbyG
synergisticallyGrepressingG–prqbGinGpitrusGreticulataUGJournalgofgExperimentalgBotanySG2020SGdXSGZcXZTZcYb7 17

490 TheGxernelGéizeT×elatedGQuantitativeGTraitGyocusGrncodesGaGPentatricopeptideG×epeatGProteinGThatG
naffectsGPhotosynthesisGandGtrainGsillingUGPlantgPhysiologySG2020SGXeZSGXcfcTXdWf 6.6 10

(2020-2021)
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489 PhytochromeTqependentGTemperatureGPerceptionGzodulatesGvsoprenoidGzetabolismUGPlantg
PhysiologySG2020SGXeZSGecfTeeY 6.6 9

488 –etworkTbasedGstrategiesGinGmetabolomicsGdataGanalysisGandGinterpretationgGfromGmolecularG
networkingGtoGbiologicalGinterpretationUGExpertgReviewgofgProteomicsSG2020SGXdSGYaZTYbb 4.2 30

487 PlantaéystgGTeamingGupGforGéystemsGoiologyGandGoiotechnologyUGTrendsgingPlantgScienceSG2020SGYbSGcYXTcYa13.1

486 QuantitativeGtraitGlociGanalysisGofGseedTspecializedGmetabolitesGrevealsGseedTspecificGflavonolsGandG
differentialGregulationGofGglycoalkaloidGcontentGinGtomatoUGPlantgJournalSG2020SGXWZSGYWWdTYWYa 6.9 14

485 TheGTdependentGsignallingGpathwayGcoordinatesGplastidGbiogenesisGwithGtheGsynthesisGofG
anthocyaninsUGPhilosophicalgTransactionsgofgthegRoyalgSocietygB:gBiologicalgSciencesSG2020SGZdbSGYWXfWaWZ 5.8 8

484 TheGpassavaGéourceTéinkGprojectgGopportunitiesGandGchallengesGforGcropGimprovementGbyGmetabolicG
engineeringUGPlantgJournalSG2020SGXWZSGXcbbTXccb 6.9 11

483 zicroTomGzetabolicG–etworkgG×ewiringGTomatoGzetabolicG×egulatoryG–etworkGthroughoutGtheG
trowthGpycleUGMoleculargPlantSG2020SGXZSGXYWZTXYXe 14.4 27

482 éingleTpellGtenomicsGandGrpigenomicsgGTechnologiesGandGnpplicationsGinGPlantsUGTrendsgingPlantg
ScienceSG2020SGYbSGXWZWTXWaW 13.1 19

481 TheGevolutionGofGmetabolismgGuowGtoGtestGevolutionaryGhypothesesGatGtheGgenomicGlevelUG
ComputationalgandgStructuralgBiotechnologygJournalSG2020SGXeSGaeYTbWW 6.8 17

480 zanipulationGofGβqéGinGtomatoGexposesGcarotenoidTGandGnonTspecificGeffectsGonGfruitGdevelopmentG
andGripeningUGPlantgBiotechnologygJournalSG2020SGXeSGYYXWTYYYa 11.6 21

479 éystemsToasedGnpproachesGtoGUnravelG–etworksGandGvndividualGrlementsGvnvolvedGinGnppleG
éuperficialGécaldUGFrontiersgingPlantgScienceSG2020SGXXSGe 6.2 8

478 TypeGvGuRTpyrophosphataseGregulatesGtheGvacuolarGstorageGofGsucroseGinGcitrusGfruitUGJournalgofg
ExperimentalgBotanySG2020SGdXSGbfZbTbfad 7 2

477 nGpushSGandGaGpullSGtoGenhanceGnitrogenGuseGefficiencyGinGriceUGPlantgJournalSG2020SGXWZSGbTc 6.9 0

476 TowardsGmodelTdrivenGcharacterizationGandGmanipulationGofGplantGlipidGmetabolismUGProgressging
LipidgResearchSG2020SGeWSGXWXWbX 14.3 9

475 nGuighlyGrfficientGTzediatedGzethodGforGTransientGteneGrxpressionGandGsunctionalGétudiesGinG
zultipleGPlantGépeciesUGPlantgCommunicationsSG2020SGXSGXWWWYe 9 33

474 yowTtemperatureGtoleranceGofGtheGnntarcticGspeciesGqeschampsiaGantarcticagGnGcomplexGmetabolicG
responseGassociatedGwithGnutrientGremobilizationUGPlantvgCellgandgEnvironmentSG2020SGaZSGXZdcTXZfZ 8.4 11

473 éynchronizationGofGdevelopmentalSGmolecularGandGmetabolicGaspectsGofGsourceTsinkGinteractionsUG
NaturegPlantsSG2020SGcSGbbTcc 11.5 52

472 qownregulationGofGaGzitochondrialG–nqRGTransporterGO–qTYPGnltersGéeedGProductionGandG
terminationGinGnrabidopsisUGPlantgandgCellgPhysiologySG2020SGcXSGefdTfWe 4.9 11

AlisdairtRtFernie

8



471 éyntheticGanaloguesGofGYToxoGacidsGdiscriminateGmetabolicGcontributionGofGtheGYToxoglutarateGandG
YToxoadipateGdehydrogenasesGinGmammalianGcellsGandGtissuesUGScientificgReportsSG2020SGXWSGXeec 4.9 10

470 zetabolomicsGanalysisGandGmetaboliteTagronomicGtraitGassociationsGusingGkernelsGofGwheatG
OTriticumGaestivumPGrecombinantGinbredGlinesUGPlantgJournalSG2020SGXWZSGYdfTYfY 6.9 30

469 TargetingGxeyGtenesGtoGTailorG ldGandG–ewGpropsGforGaGtreenerGngricultureUGMoleculargPlantSG2020SG
XZSGZbaTZbc 14.4 4

468 zetaboliteTbasedGgenomeTwideGassociationGstudyGenablesGdissectionGofGtheGflavonoidGdecorationG
pathwayGofGwheatGkernelsUGPlantgBiotechnologygJournalSG2020SGXeSGXdYYTXdZb 11.6 40

467 zetabolicGprofilesGofGsixGnfricanGcultivarsGofGcassavaGOzanihotGesculentaGprantzPGhighlightG
bottlenecksGofGrootGyieldUGPlantgJournalSG2020SGXWYSGXYWYTXYXf 6.9 17

466 uowGdoGvascularGplantsGperformGphotosynthesisGinGextremeGenvironmentslGnnGintegrativeG
ecophysiologicalGandGbiochemicalGstoryUGPlantgJournalSG2020SGXWXSGfdfTXWWW 6.9 15

465 rxpressionGntlasGofGProvidesGvnsightsGintoGtheGrvolutionGofG₃asculatureSGéecondaryGzetabolismSGandG
×ootsUGPlantgCellSG2020SGZYSGebZTedW 11.6 17

464 sluxGbalanceGanalysisGofGmetabolismGduringGgrowthGbyGosmoticGcellGexpansionGandGitsGapplicationGtoG
tomatoGfruitsUGPlantgJournalSG2020SGXWZSGceTeY 6.9 9

463 zetabolomicsGinGtheGpontextGofGPlantG–aturalGProductsG×esearchgGsromGéampleGPreparationGtoG
zetaboliteGnnalysisUGMetabolitesSG2020SGXWSG 5.6 58

462 PlantGzitochondrialGparriersgGzolecularGtatekeepersGThatGuelpGtoG×egulateGPlantGpentralGparbonG
zetabolismUGPlantsSG2020SGfSG 4.5 11

461 nGoiostimulantG btainedGfromGtheGéeaweedGProtectsGfromGéevereG xidativeGétressUGInternationalg
JournalgofgMoleculargSciencesSG2020SGYXSG 6.3 20

460 ratingGnwayGatG× éGtoG×egulateGétomatalG peningUGTrendsgingPlantgScienceSG2020SGYbSGYYWTYYZ 13.1 18

459 qissectionGofGflagGleafGmetabolicGshiftsGandGtheirGrelationshipGwithGthoseGoccurringGsimultaneouslyGinG
developingGseedGbyGapplicationGofGnonTtargetedGmetabolomicsUGPLoSgONESG2020SGXbSGeWYYdbdd 3.7 5

458 nscorbateGandGThiamingGzetabolicGzodulatorsGinGPlantGncclimationG×esponsesUGPlantsSG2020SGfSG 4.5 8

457 yipidomicGandGtranscriptomicGanalysisGrevealsGreallocationGofGcarbonGfluxGfromGcuticularGwaxGintoG
plastidGmembraneGlipidsGinGaGglossyGI–ewhallIGnavelGorangeGmutantUGHorticulturegResearchSG2020SGdSGaX 7.7 6

456 –anoGandGzicroGUnmannedGnerialG₃ehiclesGOUn₃sPgGnG–ewGtrandGphallengeGforGPrecisionG
ngriculturelUGCurrentgProtocolsgingPlantgBiologySG2020SGbSGeYWXWZ 2.8 6

455 TheGstyleGandGsubstanceGofGplantGflavonoidGdecorationhGtowardsGdefiningGbothGstructureGandG
functionUGPhytochemistrySG2020SGXdaSGXXYZad 4 45

454 zetabolomeGProfilingGéupportsGtheGxeyG×oleGofGtheGépikeGinG₄heatGαieldGPerformanceUGCellsSG2020SG
fSG 7.9 9

(2020-2020)
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453 uighTThroughputGp×véP×VpasfGzutagenesisGétreamlinesGTraitGteneGvdentificationGinGzaizeUGPlantg
CellSG2020SGZYSGXZfdTXaXZ 11.6 68

452 nnalysisGofGTomatoGPostTuarvestGPropertiesgGsruitGpolorSGéhelfGyifeSGandGsungalGéusceptibilityUG
CurrentgProtocolsgingPlantgBiologySG2020SGbSGeYWXWe 2.8 5

451  utstandingGquestionsGinGflowerGmetabolismUGPlantgJournalSG2020SGXWZSGXYdbTXYee 6.9 6

450 ×esolvingGtheGmetabolongGisGtheGproofGinGtheGmetabolitelUGEMBOgReportsSG2020SGYXSGebWdda 6.5 3

449 TheGPeniumGmargaritaceumGtenomegGuallmarksGofGtheG riginsGofGyandGPlantsUGCellSG2020SGXeXSGXWfdTXXXXUeXY56.2 62

448 ponservationGandGdiversificationGofGflavonoidGmetabolismGinGtheGplantGkingdomUGCurrentgOpinionging
PlantgBiologySG2020SGbbSGXWWTXWe 9.9 37

447 zanipulationGofG˛†TcaroteneGlevelsGinGtomatoGfruitsGresultsGinGincreasedGnonGcontentGandGextendedG
shelfGlifeUGPlantgBiotechnologygJournalSG2020SGXeSGXXebTXXff 11.6 36

446 ponstructionGandGapplicationsGofGaGoGvitaminGgeneticGresourceGforGinvestigationGofG
vitaminTdependentGmetabolismGinGmaizeUGPlantgJournalSG2020SGXWXSGaaYTaba 6.9 5

445 tenomeTwideGqissectionGofGpoTselectedGU₃ToG×esponsiveGPathwaysGinGtheGU₃ToGndaptationGofG
QingkeUGMoleculargPlantSG2020SGXZSGXXYTXYd 14.4 42

444 zetabolomicsGshouldGbeGdeployedGinGtheGidentificationGandGcharacterizationGofGgeneTeditedGcropsUG
PlantgJournalSG2020SGXWYSGefdTfWY 6.9 24

443 TheGncetateGPathwayGéupportsGslavonoidGandGyipidGoiosynthesisGinGnrabidopsisUGPlantgPhysiologySG
2020SGXeYSGebdTecf 6.6 19

442 ₄astefulSGessentialSGevolutionaryGsteppingGstonelGTheGmultipleGpersonalitiesGofGtheG
photorespiratoryGpathwayUGPlantgJournalSG2020SGXWYSGcccTcdd 6.9 20

441 nssessingGdurumGwheatGearGandGleafGmetabolomesGinGtheGfieldGthroughGhyperspectralGdataUGPlantg
JournalSG2020SGXWYSGcXbTcZW 6.9 18

440 nGgeneticallyGvalidatedGapproachGforGdetectingGinorganicGpolyphosphatesGinGplantsUGPlantgJournalSG
2020SGXWYSGbWdTbXc 6.9 7

439 TheGPastSGPresentSGandGsutureGofGzaizeGvmprovementgGqomesticationSGtenomicsSGandGsunctionalG
tenomicG×outesGtowardGpropGrnhancementUGPlantgCommunicationsSG2020SGXSGXWWWXW 9 34

438 sullTyengthGTranscriptToasedGProteogenomicsGofG×iceGvmprovesGvtsGtenomeGandGProteomeG
nnnotationUGPlantgPhysiologySG2020SGXeYSGXbXWTXbYc 6.6 30

437 phangesGinGintracellularG–nqGstatusGaffectGstomatalGdevelopmentGinGanGabscisicGacidTdependentG
mannerUGPlantgJournalSG2020SGXWaSGXXafTXXce 6.9 7

436 zobileGTransposableGrlementsGéhapeGPlantGtenomeGqiversityUGTrendsgingPlantgScienceSG2020SGYbSGXWcYTXWca13.1 3
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435 zodelTassistedGidentificationGofGmetabolicGengineeringGstrategiesGforGwatrophaGcurcasGlipidG
pathwaysUGPlantgJournalSG2020SGXWaSGdcTfb 6.9 7

434 uowGdoGwheatGplantsGcopeGwithGPyriculariaGoryzaeGinfectionlGnGphysiologicalGandGmetabolicG
approachUGPlantaSG2020SGYbYSGYa 4.7 1

433 oornGtoGrevivegGmolecularGandGphysiologicalGmechanismsGofGdoubleGtoleranceGinGaGpaleotropicalGandG
resurrectionGplantUGNewgPhytologistSG2020SGYYcSGdaXTdbf 9.8 17

432 PlantGéingleTpellGzetabolomicsTphallengesGandGPerspectivesUGInternationalgJournalgofgMolecularg
SciencesSG2020SGYXSG 6.3 9

431 ×oleGofG×afTlikeGkinasesGinGén×xYGactivationGandGosmoticGstressGresponseGinGplantsUGNatureg
CommunicationsSG2020SGXXSGcXea 17.4 18

430  nGtheGqetectionGandGsunctionalGéignificanceGofGtheGProteinTProteinGvnteractionsGofGzitochondrialG
TransportGProteinsUGBiomoleculesSG2020SGXWSG 5.9 4

429 qissectionGofGtheGdomesticationTshapedGgeneticGarchitectureGofGlettuceGprimaryGmetabolismUGPlantg
JournalSG2020SGXWaSGcXZTcZW 6.9 10

428 tenomeGassemblyGofGwildGteaGtreeGqnéβGrevealsGpedigreeGandGselectionGhistoryGofGteaGvarietiesUG
NaturegCommunicationsSG2020SGXXSGZdXf 17.4 41

427 zetabolicG×olesGofGPlantGzitochondrialGparriersUGBiomoleculesSG2020SGXWSG 5.9 7

426 qevelopmentallyGcontrolledGchangesGduringGnrabidopsisGleafGdevelopmentGindicateGcausesGforGlossG
ofGstressGtoleranceGwithGageUGJournalgofgExperimentalgBotanySG2020SGdXSGcZaWTcZba 7 4

425 qifferencesGinGzetabolicGandGPhysiologicalG×esponsesGbetweenGyocalGandG₄idespreadGtrapevineG
pultivarsGunderG₄aterGqeficitGétressUGAgronomySG2020SGXWSGXWbY 3.6 4

424 ₄orkingGdayGandGnightgGplastidGcaseinGkinaseGYGcatalysesGphosphorylationGofGproteinsGwithGdiverseG
functionsGinGlightTGandGdarkTadaptedGplastidsUGPlantgJournalSG2020SGXWaSGbacTbbe 6.9 0

423 poordinatingGéulfurGPoolsGunderGéulfateGqeprivationUGTrendsgingPlantgScienceSG2020SGYbSGXYYdTXYZf 13.1 27

422 TomatoGmultiomicsGatGaPrryingGresolutionUGNaturegPlantsSG2020SGcSGXZfaTXZfb 11.5

421 zultiTgeneGmetabolicGengineeringGofGtomatoGplantsGresultsGinGincreasedGfruitGyieldGupGtoGYZLUG
ScientificgReportsSG2020SGXWSGXdYXf 4.9 6

420 ndenineG–ucleotideGandG–icotinamideGndenineGqinucleotideGzeasurementsGinGPlantsUGCurrentg
ProtocolsgingPlantgBiologySG2020SGbSGeYWXXb 2.8 7

419 pharacterizationGofGvnG₃ivoGsunctionOsPGofGzembersGofGtheGPlantGzitochondrialGparrierGsamilyUG
BiomoleculesSG2020SGXWSG 5.9 5

418 nGmoonlightingGroleGforGenzymesGofGglycolysisGinGtheGcoTlocalizationGofGmitochondriaGandG
chloroplastsUGNaturegCommunicationsSG2020SGXXSGabWf 17.4 18

(2020-2020)
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417 qecodingGaltitudeTactivatedGregulatoryGmechanismsGoccurringGduringGappleGpeelGripeningUG
HorticulturegResearchSG2020SGdSGXYW 7.7 13

416
éyntheticGconversionGofGleafGchloroplastsGintoGcarotenoidTrichGplastidsGrevealsGmechanisticGbasisGofG
naturalGchromoplastGdevelopmentUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaSG2020SGXXdSGYXdfcTYXeWZ

11.5 41

415 TheGroleGofGnitriteGandGnitricGoxideGunderGlowGoxygenGconditionsGinGplantsUGNewgPhytologistSG2020SG
YYbSGXXaZTXXbX 9.8 28

414 zultifacetedGregulatoryGfunctionGofGtomatoGélTnsXGinGtheGresponseGtoGsalinityGstressUGNewg
PhytologistSG2020SGYYbSGXceXTXcfe 9.8 16

413 pharacterizingGtheGinvolvementGofGsaznqéfGinGtheGregulationGofGstrawberryGfruitGreceptacleG
developmentUGPlantgBiotechnologygJournalSG2020SGXeSGfYfTfaZ 11.6 10

412 pytochromeGrespirationGpathwayGandGsulphurGmetabolismGsustainGstressGtoleranceGtoGlowG
temperatureGinGtheGnntarcticGspeciesGpolobanthusGquitensisUGNewgPhytologistSG2020SGYYbSGdbaTdce 9.8 14

411 ThioredoxinGhYGcontributesGtoGtheGredoxGregulationGofGmitochondrialGphotorespiratoryGmetabolismUG
PlantvgCellgandgEnvironmentSG2020SGaZSGXeeTYWe 8.4 20

410 rxploitingG–aturalG₃ariationGinGTomatoGtoGqefineGPathwayGétructureGandGzetabolicG×egulationGofG
sruitGPolyphenolicsGinGtheGyycopersicumGpomplexUGMoleculargPlantSG2020SGXZSGXWYdTXWac 14.4 23

409 pamelliaGsinensisGOTeaPUGTrendsgingGeneticsSG2020SG 8.5 2

408 nnnotationGofGépecializedGzetabolitesGfromGuighTThroughputGandGuighT×esolutionGzassG
épectrometryGzetabolomicsUGMethodsgingMoleculargBiologySG2020SGYXWaSGYWfTYYb 1.4 1

407 qissectionGofGflagGleafGmetabolicGshiftsGandGtheirGrelationshipGwithGthoseGoccurringGsimultaneouslyGinG
developingGseedGbyGapplicationGofGnonTtargetedGmetabolomicsG2020SGXbSGeWYYdbdd

406 qissectionGofGflagGleafGmetabolicGshiftsGandGtheirGrelationshipGwithGthoseGoccurringGsimultaneouslyGinG
developingGseedGbyGapplicationGofGnonTtargetedGmetabolomicsG2020SGXbSGeWYYdbdd

405 qissectionGofGflagGleafGmetabolicGshiftsGandGtheirGrelationshipGwithGthoseGoccurringGsimultaneouslyGinG
developingGseedGbyGapplicationGofGnonTtargetedGmetabolomicsG2020SGXbSGeWYYdbdd

404 qissectionGofGflagGleafGmetabolicGshiftsGandGtheirGrelationshipGwithGthoseGoccurringGsimultaneouslyGinG
developingGseedGbyGapplicationGofGnonTtargetedGmetabolomicsG2020SGXbSGeWYYdbdd

403 ×edoxT×egulationGofGPhotorespirationGthroughGzitochondrialGThioredoxinGoXUGPlantgPhysiologySG
2019SGXeXSGaaYTabd 6.6 25

402 PanTtenomicGvlluminationGofGTomatoGvdentifiesG–ovelGteneTTraitGvnteractionsUGTrendsgingPlantg
ScienceSG2019SGYaSGeeYTeea 13.1 5

401 –itrateGnutritionGinfluencesGmultipleGfactorsGinGorderGtoGincreaseGenergyGefficiencyGunderGhypoxiaGinG
nrabidopsisUGAnnalsgofgBotanySG2019SGXYZSGcfXTdWb 4.1 20

400 zetabolomicsGforGunderstandingGstomatalGmovementsUGTheoreticalgandgExperimentalgPlantg
PhysiologySG2019SGZXSGfXTXWY 2.4 9
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399 TheGapoplasticGantioxidantGsystemGandGalteredGcellGwallGdynamicsGinfluenceGmesophyllGconductanceG
andGtheGrateGofGphotosynthesisUGPlantgJournalSG2019SGffSGXWZXTXWac 6.9 39

398 TheGétructureGandGsunctionGofGzajorGPlantGzetaboliteGzodificationsUGMoleculargPlantSG2019SGXYSGeffTfXf 14.4 103

397 nnGalleleGofGβmP ×oYGencodingGaGprotochlorophyllideGoxidoreductaseGpromotesGtocopherolG
accumulationGinGbothGleavesGandGkernelsGofGmaizeUGPlantgJournalSG2019SGXWWSGXXaTXYd 6.9 9

396 ×evisitingGtheGoasalG×oleGofGnonGTG×olesG utsideGofGétressUGTrendsgingPlantgScienceSG2019SGYaSGcYbTcZb 13.1 79

395 TheGsucroseTtoTmalateGratioGcorrelatesGwithGtheGfasterGp GandGlightGstomatalGresponsesGofG
angiospermsGcomparedGtoGfernsUGNewgPhytologistSG2019SGYYZSGXedZTXeed 9.8 16

394 qeG–ovoGqomesticationgGnnGnlternativeG×outeGtowardG–ewGpropsGforGtheGsutureUGMoleculargPlantSG
2019SGXYSGcXbTcZX 14.4 155

393 nGéubsidiaryGpellTyocalizedGtlucoseGTransporterGPromotesGétomatalGponductanceGandG
PhotosynthesisUGPlantgCellSG2019SGZXSGXZYeTXZaZ 11.6 36

392 yargeTscaleGmetaboliteGquantitativeGtraitGlocusGanalysisGprovidesGnewGinsightsGforGhighTqualityGmaizeG
improvementUGPlantgJournalSG2019SGffSGYXcTYZW 6.9 18

391 nppropriateGThiaminGPyrophosphateGyevelsGnreG×equiredGforGncclimationGtoGphangesGinG
PhotoperiodUGPlantgPhysiologySG2019SGXeWSGXebTXfd 6.6 14

390 vdentificationGandGcharacterizationGofGmetaboliteGquantitativeGtraitGlociGinGtomatoGleavesGandG
comparisonGwithGthoseGreportedGforGfruitsGandGseedsUGMetabolomicsSG2019SGXbSGac 4.7 18

389 oranchedTphainGnminoGncidGpatabolismGvmpactsGTriacylglycerolGuomeostasisGinUGPlantgPhysiologySG
2019SGXdfSGXbWYTXbXa 6.6 14

388
zodulationGofGauxinGsignallingGthroughGqvntrT× PvpnGandGr–Tv×rGdifferentiallyGaffectsGtomatoG
plantGgrowthGviaGchangesGinGphotosyntheticGandGmitochondrialGmetabolismUGPlantvgCellgandg
EnvironmentSG2019SGaYSGaaeTacb

8.4 8

387 vmpairmentGofGhormoneGpathwaysGresultsGinGaGgeneralGdisturbanceGofGfruitGprimaryGmetabolismGinG
tomatoUGFoodgChemistrySG2019SGYdaSGXdWTXdf 8.5 14

386 TheGyackGofGzitochondrialGThioredoxinGT×₆oXGnffectsGvnG₃ivoGnlternativeG xidaseGnctivityGandG
parbonGzetabolismGunderGqifferentGyightGponditionsUGPlantgandgCellgPhysiologySG2019SGcWSGYZcfTYZeX 4.9 22

385 TheGmitochondrialG–nqGtransporterGO–qTXPGplaysGimportantGrolesGinGcellularG–nqGhomeostasisGinG
nrabidopsisGthalianaUGPlantgJournalSG2019SGXWWSGaedTbWa 6.9 23

384 rvolutiongGnnGrarlyG×oleGforGslavonoidsGinGqefenseGagainstG omyceteGvnfectionUGCurrentgBiologySG
2019SGYfSG×ceeT×cfW 6.3 8

383 PosttranslationalGzodificationGofGtheG–nqPTzalicGrnzymeGvnvolvedGinGpGPhotosynthesisGzodulatesG
theGrnzymaticGnctivityGduringGtheGqayUGPlantgCellSG2019SGZXSGYbYbTYbZf 11.6 7

382 slowersGandGclimateGchangegGaGmetabolicGperspectiveUGNewgPhytologistSG2019SGYYaSGXaYbTXaaX 9.8 47

(2019-2019)
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381 ×apidGvdentificationGofGProteinTProteinGvnteractionsGinGPlantsUGCurrentgProtocolsgingPlantgBiologySG
2019SGaSGeYWWff 2.8 9

380 TwoGbifunctionalGinositolGpyrophosphateGkinasesVphosphatasesGcontrolGplantGphosphateG
homeostasisUGELifeSG2019SGeSG 8.9 63

379 rxtensiveG₃ariationsGinGqiurnalGtrowthGPatternsGandGzetabolismGnmongGsppUGétrainsUGPlantg
PhysiologySG2019SGXeWSGXWfTXYZ 6.6 21

378 zetaboliteGprofilesGrevealGinterspecificGvariationGinGoperationGofGtheGpalvinToensonGcycleGinGbothGpaG
andGpZGplantsUGJournalgofgExperimentalgBotanySG2019SGdWSGXeaZTXebe 7 22

377 qeficiencyGinGtheGPhosphorylatedGPathwayGofGéerineGoiosynthesisGPerturbsGéulfurGnssimilationUG
PlantgPhysiologySG2019SGXeWSGXbZTXdW 6.6 9

376 nGzαoGTriadGpontrolsGPrimaryGandGPhenylpropanoidGzetabolitesGforGPollenGpoatGPatterningUGPlantg
PhysiologySG2019SGXeWSGedTXWe 6.6 21

375 xingdomTwideGcomparisonGrevealsGtheGevolutionGofGdiurnalGgeneGexpressionGinGnrchaeplastidaUG
NaturegCommunicationsSG2019SGXWSGdZd 17.4 29

374 –T×pGPlaysGaGprucialG×oleGinGétarchGzetabolismSG×edoxGoalanceSGandGTomatoGsruitGtrowthUGPlantg
PhysiologySG2019SGXeXSGfdcTffY 6.6 10

373 zassGépectrometryToasedGUntargetedGPlantGzetabolomicsUGCurrentgProtocolsgingPlantgBiologySG2019SG
aSGeYWXWW 2.8 23

372
TheGuotGandGtheGpolorfulgGUnderstandingGtheGzetabolismSGteneticsGandGrvolutionGofGponsumerG
PreferredGzetabolicGTraitsGinGPepperGandG×elatedGépeciesUGCriticalgReviewsgingPlantgSciencesSG2019SG
ZeSGZZfTZeX

5.6 13

371 passavaGzetabolomicsGandGétarchGQualityUGCurrentgProtocolsgingPlantgBiologySG2019SGaSGeYWXWY 2.8 6

370 TheG×oleGofGnbscisicGncidGéignalingGinGzaintainingGtheGzetabolicGoalanceG×equiredGforGnrabidopsisG
trowthGunderG–onstressGponditionsUGPlantgCellSG2019SGZXSGeaTXWb 11.6 45

369 vnGvivoGdetectionGofGproteinGcysteineGsulfenylationGinGplastidsUGPlantgJournalSG2019SGfdSGdcbTdde 6.9 32

368 zultiTtissueGintegrationGofGtranscriptomicGandGspecializedGmetaboliteGprofilingGprovidesGtoolsGforG
assessingGtheGcommonGbeanGOPhaseolusGvulgarisPGmetabolomeUGPlantgJournalSG2019SGfdSGXXZYTXXbZ 6.9 19

367 vnsightsGintoGnonTmediatedGregulationGofGguardGcellGprimaryGmetabolismGrevealedGbyGsystemsG
biologyGapproachesUGProgressgingBiophysicsgandgMoleculargBiologySG2019SGXacSGZdTaf 4.7 14

366 ×iceGtrainGQualityGoenchmarkingGThroughGProfilingGofG₃olatilesGandGzetabolitesGinGtrainsGUsingGtasG
phromatographyGzassGépectrometryUGMethodsgingMoleculargBiologySG2019SGXefYSGXedTXff 1.4 4

365 TheGzitochondrialGThioredoxinGéystemGpontributesGtoGtheGzetabolicG×esponsesGUnderGqroughtG
rpisodesGinGnrabidopsisUGPlantgandgCellgPhysiologySG2019SGcWSGYXZTYYf 4.9 13

364 TheGPlastidicGéugarGTransporterGpéuTGvnfluencesGsloweringGandGnffectsGpoldG×esponsesUGPlantg
PhysiologySG2019SGXdfSGbcfTbed 6.6 32
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363 zet–etgGzetaboliteG–etworkGPredictionGfromGuighT×esolutionGzassGépectrometryGqataGinG×GnidingG
zetaboliteGnnnotationUGAnalyticalgChemistrySG2019SGfXSGXdceTXddY 7.8 15

362 nGéolanumGneorickiiGintrogressionGpopulationGprovidingGaGpowerfulGcomplementGtoGtheGextensivelyG
characterizedGéolanumGpennelliiGpopulationUGPlantgJournalSG2019SGfdSGZfXTaWZ 6.9 5

361 rxploringGtheGqiversityGofGPlantGzetabolismUGTrendsgingPlantgScienceSG2019SGYaSGeZTfe 13.1 103

360 TranscriptionGfactorG×qYcGisGaGkeyGregulatorGofGmetabolicGreprogrammingGduringGdarkTinducedG
senescenceUGNewgPhytologistSG2018SGYXeSGXbaZTXbbd 9.8 35

359 pharacterizationGofGmaizeGleafGpyruvateGorthophosphateGdikinaseGusingGhighGthroughputG
sequencingUGJournalgofgIntegrativegPlantgBiologySG2018SGcWSGcdWTcfW 8.3 6

358 TheGnaturalGvarianceGofGtheGnrabidopsisGfloralGsecondaryGmetabolitesUGScientificgDataSG2018SGbSGXeWWbX 8.2 8

357 pomprehensiveGzetabolomicsGétudiesGofGPlantGqevelopmentalGéenescenceUGMethodsgingMolecularg
BiologySG2018SGXdaaSGZZfTZbe 1.4 11

356 UncouplingGproteinsGXGandGYGOUpPXGandGUpPYPGfromGareGmitochondrialGtransportersGofGaspartateSG
glutamateSGandGdicarboxylatesUGJournalgofgBiologicalgChemistrySG2018SGYfZSGaYXZTaYYd 5.4 49

355 nnGintegratedGmultiTlayeredGanalysisGofGtheGmetabolicGnetworksGofGdifferentGtissuesGuncoversGkeyG
geneticGcomponentsGofGprimaryGmetabolismGinGmaizeUGPlantgJournalSG2018SGfZSGXXXcTXXYe 6.9 24

354 –extTgenerationGstrategiesGforGunderstandingGandGinfluencingGsourceTsinkGrelationsGinGcropGplantsUG
CurrentgOpiniongingPlantgBiologySG2018SGaZSGcZTdW 9.9 66

353 ×ewiringGofGtheGsruitGzetabolomeGinGTomatoGoreedingUGCellSG2018SGXdYSGYafTYcXUeXY 56.2 337

352 ToGoringGslowersGorGqoGaG×unnergGtibberellinsGzakeGtheGqecisionUGMoleculargPlantSG2018SGXXSGaTc 14.4 12

351 nnGvnG₃ivoGPerspectiveGofGtheG×oleOsPGofGtheGnlternativeG xidaseGPathwayUGTrendsgingPlantgScienceSG
2018SGYZSGYWcTYXf 13.1 90

350 zoreGtoG–nqGthanGmeetsGtheGeyegGnGregulatorGofGmetabolicGpoolsGandGgeneGexpressionGinG
nrabidopsisUGFreegRadicalgBiologygandgMedicineSG2018SGXYYSGecTfb 7.8 22

349 vnhibitionGofGplastidGPPaseGandG–TTGleadsGtoGmajorGchangesGinGstarchGandGtuberGformationGinGpotatoUG
JournalgofgExperimentalgBotanySG2018SGcfSGXfXZTXfYa 7 7

348 éucroseGbreakdownGwithinGguardGcellsGprovidesGsubstratesGforGglycolysisGandGglutamineGbiosynthesisG
duringGlightTinducedGstomatalGopeningUGPlantgJournalSG2018SGfaSGbeZTbfa 6.9 37

347  nGtheGnaturalGdiversityGofGphenylacylatedTflavonoidGandGtheirGinGplantaGfunctionGunderGconditionsG
ofGstressUGPhytochemistrygReviewsSG2018SGXdSGYdfTYfW 7.7 25

346 zappingGtheGnrabidopsisGzetabolicGyandscapeGbyGUntargetedGzetabolomicsGatGqifferentG
rnvironmentalGponditionsUGMoleculargPlantSG2018SGXXSGXXeTXZa 14.4 70
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345 qoseTdependentGinteractionsGbetweenGtwoGlociGtriggerGalteredGshootGgrowthGinG
otTb´ ˆ�´ xrotzenburgTWGOxroTWPGhybridsGofGnrabidopsisGthalianaUGNewgPhytologistSG2018SGYXdSGZfYTaWc 9.8 8

344 pucumberGovariesGinhibitedGbyGdominantGfruitGexpressGaGdynamicGdevelopmentalGprogramSGdistinctG
fromGeitherGsenescenceTdeterminedGorGfruitTsettingGovariesUGPlantgJournalSG2018SGfcSGcbXTccf 6.9 6

343 TheGrffectGofGéingleGandGzultipleGér×nTGzutantsGonGéerineGandGéulfurGzetabolismUGFrontiersging
PlantgScienceSG2018SGfSGdWY 6.2 6

342 vnhibitionGofGT ×G×epressesG–utrientGponsumptionSG₄hichGvmprovesGtreeningGafterGrxtendedG
PeriodsGofGrtiolationUGPlantgPhysiologySG2018SGXdeSGXWXTXXd 6.6 18

341 vnterorganelleGpommunicationgGPeroxisomalGznynTrGqruαq× tr–nérYGponnectsGyipidG
patabolismGtoGPhotosynthesisGthroughG×edoxGpouplingGinGphlamydomonasUGPlantgCellSG2018SGZWSGXeYaTXead11.6 29

340 zetabolomicsGYW´ yearsGongGwhatGhaveGweGlearnedGandGwhatGhurdlesGremainlUGPlantgJournalSG2018SG
faSGfZZTfaY 6.9 90

339 zetabolomeGnnalysisGofGzultiTponnectedGoiparentalGphromosomeGéegmentGéubstitutionGyineG
PopulationsUGPlantgPhysiologySG2018SGXdeSGcXYTcYb 6.6 16

338 TeciaGsolanivoraGinfestationGincreasesGtuberGstarchGaccumulationGinGPastusaGéupremaGpotatoesUG
JournalgofgIntegrativegPlantgBiologySG2018SGcWSGXWeZTXWfc 8.3 1

337  nGtheGroleGofGtheGtricarboxylicGacidGcycleGinGplantGproductivityUGJournalgofgIntegrativegPlantgBiologySG
2018SGcWSGXXffTXYXc 8.3 48

336 PassingGtheGoatongGéubstrateGphannellingGinG×espiratoryGzetabolismUGResearchSG2018SGYWXeSGXbZfZYb 7.8 17

335 TTproteinGisGpresentGinGlargeGexcessGoverGtheGotherGproteinsGofGtheGglycineGcleavageGsystemGinGleavesG
ofGnrabidopsisUGPlantaSG2018SGYadSGaXTbX 4.7 18

334 vnheritanceGpatternsGinGmetabolismGandGgrowthGinGdiallelGcrossesGofGnrabidopsisGthalianaGfromGaG
singleGgrowthGhabitatUGHereditySG2018SGXYWSGacZTadZ 3.6 5

333 –nqRGoiosynthesisGandGéignalingGinGPlantsUGCriticalgReviewsgingPlantgSciencesSG2018SGZdSGYbfTZWd 5.6 30

332  verexpressionGofGtheGvascularGbrassinosteroidGreceptorGo×yZGconfersGdroughtGresistanceGwithoutG
penalizingGplantGgrowthUGNaturegCommunicationsSG2018SGfSGaceW 17.4 103

331 ndvancesGinGmetabolicGfluxGanalysisGtowardGgenomeTscaleGprofilingGofGhigherGorganismsUGBioscienceg
ReportsSG2018SGZeSG 4.1 23

330 TheG×oleGofGPersulfideGzetabolismGquringGnrabidopsisGéeedGqevelopmentGUnderGyightGandGqarkG
ponditionsUGFrontiersgingPlantgScienceSG2018SGfSGXZeX 6.2 5

329 nGTomatoGTocopherolToindingGProteinGéhedsGyightGonGvntracellularG˛–TTocopherolGzetabolismGinG
PlantsUGPlantgandgCellgPhysiologySG2018SGbfSGYXeeTYYWZ 4.9 13

328 teneticGdiversityGofGstrawberryGgermplasmGusingGmetabolomicGbiomarkersUGScientificgReportsSG2018SG
eSGXaZec 4.9 31

AlisdairtRtFernie
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327 zetabolicGdiversityGinGtuberGtissuesGofGnativeGphiloˆ'GpotatoesGandGcommercialGcultivarsGofGéolanumG
tuberosumGsspUGtuberosumGyUGMetabolomicsSG2018SGXaSGXZe 4.7 3

326 propGmetabolomicsgGfromGdiagnosticsGtoGassistedGbreedingUGMetabolomicsSG2018SGXaSGXae 4.7 21

325
TheGarginineGdecarboxylaseGgeneGnqpXSGassociatedGtoGtheGputrescineGpathwaySGplaysGanGimportantG
roleGinGpotatoGcoldTacclimatedGfreezingGtoleranceGasGrevealedGbyGtranscriptomeGandGmetabolomeG
analysesUGPlantgJournalSG2018SGfcSGXYeZTXYfe

6.9 31

324 QuantitativeGTraitGyociGnnalysisGvdentifiesGaGProminentGteneGvnvolvedGinGtheGProductionGofGsattyG
ncidTqerivedGslavorG₃olatilesGinGTomatoUGMoleculargPlantSG2018SGXXSGXXadTXXcb 14.4 37

323 rxtendingGtheGcascadegGidentificationGofGaGmitogenTactivatedGproteinGkinaseGphosphataseGplayingGaG
keyGroleGinGriceGyieldUGPlantgJournalSG2018SGfbSGfZbTfZc 6.9 1

322 zetabolomeGandGyipidomeGProfilesGofGˆ�GTwigGTissuesGquringGnnnualGtrowthGéhowG
PhospholipidTyinkedGétorageGandGzobilizationGofGpSG–SGandGéUGFrontiersgingPlantgScienceSG2018SGfSGXYfY 6.2 11

321 ncquisitionGofG₃olatileGpompoundsGbyGtasGphromatographyTzassGépectrometryGOtpTzéPUGMethodsg
ingMoleculargBiologySG2018SGXddeSGYYbTYZf 1.4 11

320 tuidelinesGforGéampleG–ormalizationGtoGzinimizeGoatchG₃ariationGforGyargeTécaleGzetabolicG
ProfilingGofGPlantG–aturalGteneticG₃arianceUGMethodsgingMoleculargBiologySG2018SGXddeSGZZTac 1.4 9

319 zolecularGzechanismsGPreventingGéenescenceGinG×esponseGtoGProlongedGqarknessGinGaG
qesiccationTTolerantGPlantUGPlantgPhysiologySG2018SGXddSGXZXfTXZZe 6.6 19

318 parbonGntomicGéurveyGforGvdentificationGofGéelectedGzetabolicGsluxesUGMethodsgingMoleculargBiologySG
2018SGXddeSGbfTcd 1.4 2

317 TheGroleGofGdynamicGenzymeGassembliesGandGsubstrateGchannellingGinGmetabolicGregulationUGNatureg
CommunicationsSG2018SGfSGYXZc 17.4 166

316 TheGvntegrationGofGzetabolomicsGandG–extTtenerationGéequencingGqataGtoGrlucidateGtheGPathwaysG
ofG–aturalGProductGzetabolismGinGzedicinalGPlantsUGPlantagMedicaSG2018SGeaSGebbTedZ 3.1 36

315 TheG–npGTranscriptionGsactorGél–nPYG×egulatesGyeafGéenescenceGandGsruitGαieldGinGTomatoUGPlantg
PhysiologySG2018SGXddSGXYecTXZWY 6.6 71

314 TargetedGypTzéGnnalysisGforGPlantGéecondaryGzetabolitesUGMethodsgingMoleculargBiologySG2018SG
XddeSGXdXTXeX 1.4 17

313 tasGphromatographyTzassGépectrometryToasedGpTyabelingGétudiesGinGPlantGzetabolomicsUGMethodsg
ingMoleculargBiologySG2018SGXddeSGadTbe 1.4 5

312 TheGrxtraTPathwayGvnteractomeGofGtheGTpnGpyclegGrxpectedGandGUnexpectedGzetabolicG
vnteractionsUGPlantgPhysiologySG2018SGXddSGfccTfdf 6.6 42

311 zetabolomicsGnpproachesGtoGndvanceGUnderstandingGofG–itrogenGnssimilationGandG
parbonâ��–itrogenGvnteractionsG2018SGYafTYce 2

310 teneticsSGtenomicsGandGzetabolomicsG2018SGYXfTYbf

(2018-2018)
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309 qiscriminatingGtheGsunctionOsPGofGtuardGpellGnyzTGphannelsUGTrendsgingPlantgScienceSG2018SGYZSGcafTcbX 13.1 4

308 vntegratedGgenomicsTbasedGmappingGrevealsGtheGgeneticsGunderlyingGmaizeGflavonoidGbiosynthesisUG
BMCgPlantgBiologySG2017SGXdSGXd 5.3 21

307 TheGUnprecedentedG₃ersatilityGofGtheGPlantlGThioredoxinGéystemUGTrendsgingPlantgScienceSG2017SGYYSGYafTYcY13.1 122

306 TheGéexualGndvantageGofGyookingSGémellingSGandGTastingGtoodgGTheGzetabolicG–etworkGthatG
ProducesGéignalsGforGPollinatorsUGTrendsgingPlantgScienceSG2017SGYYSGZZeTZbW 13.1 42

305 yeveragingG–aturalG₃arianceGtowardsGrnhancedGUnderstandingGofGPhytochemicalGéunscreensUG
TrendsgingPlantgScienceSG2017SGYYSGZWeTZXb 13.1 31

304 ProteogenomicGanalysisGrevealsGalternativeGsplicingGandGtranslationGasGpartGofGtheGabscisicGacidG
responseGinGnrabidopsisGseedlingsUGPlantgJournalSG2017SGfXSGbXeTbZZ 6.9 90

303 trowthGrateGcorrelatesGnegativelyGwithGproteinGturnoverGinGnrabidopsisGaccessionsUGPlantgJournalSG
2017SGfXSGaXcTaYf 6.9 46

302 ProteinTproteinGinteractionsGandGmetaboliteGchannellingGinGtheGplantGtricarboxylicGacidGcycleUGNatureg
CommunicationsSG2017SGeSGXbYXY 17.4 78

301 sromGchromatogramGtoGanalyteGtoGmetaboliteUGuowGtoGpickGhorsesGforGcoursesGfromGtheGmassiveG
webGresourcesGforGmassGspectralGplantGmetabolomicsUGGigaScienceSG2017SGcSGXTYW 7.6 43

300 purrentGunderstandingGofGtheGpathwaysGofGflavonoidGbiosynthesisGinGmodelGandGcropGplantsUGJournalg
ofgExperimentalgBotanySG2017SGceSGaWXZTaWYe 7 157

299 panalizationGofGTomatoGsruitGzetabolismUGPlantgCellSG2017SGYfSGYdbZTYdcb 11.6 34

298 sloralGzetabolismGofGéugarsGandGnminoGncidsgGvmplicationsGforGPollinatorsNGPreferencesGandGéeedG
andGsruitGéetUGPlantgPhysiologySG2017SGXdbSGXbXWTXbYa 6.6 50

297 zetabolismGwithinGtheGspecializedGguardGcellsGofGplantsUGNewgPhytologistSG2017SGYXcSGXWXeTXWZZ 9.8 42

296 TheGPhotorespiratoryGzetaboliteGYTPhosphoglycolateG×egulatesGPhotosynthesisGandGétarchG
nccumulationGinGnrabidopsisUGPlantgCellSG2017SGYfSGYbZdTYbbX 11.6 71

295 qeG–ovoGnssemblyGofGaG–ewGnccessionGUsingG–anoporeGéequencingUGPlantgCellSG2017SGYfSGYZZcTYZae 11.6 138

294 ×esolvingGtheGcentralGmetabolismGofGnrabidopsisGguardGcellsUGScientificgReportsSG2017SGdSGeZWd 4.9 32

293 vntegrativeGfieldGscaleGphenotypingGforGinvestigatingGmetabolicGcomponentsGofGwaterGstressGwithinGaG
vineyardUGPlantgMethodsSG2017SGXZSGfW 5.8 27

292 TranscriptomicGandGmetabolomicsGresponsesGtoGelevatedGcellGwallGinvertaseGactivityGduringGtomatoG
fruitGsetUGJournalgofgExperimentalgBotanySG2017SGceSGaYcZTaYdf 7 24
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291 zeasurementsGofGrlectronGPartitioningGoetweenGpytochromeGandGnlternativeG xidaseGPathwaysGinG
PlantGTissuesUGMethodsgingMoleculargBiologySG2017SGXcdWSGYWZTYXd 1.4 5

290 vmpairedGzalateGandGsumarateGnccumulationGqueGtoGtheGzutationGofGtheGTonoplastGqicarboxylateG
TransporterGuasGyittleGrffectsGonGétomatalGoehaviorUGPlantgPhysiologySG2017SGXdbSGXWceTXWeX 6.6 30

289 pommonalitiesGandGdifferencesGinGplantsGdeficientGinGautophagyGandGalternativeGpathwaysGofG
respirationGonGresponseGtoGextendedGdarknessUGPlantgSignalinggandgBehaviorSG2017SGXYSGeXZddedd 2.5 1

288 uaplotypeTresolvedGsweetGpotatoGgenomeGtracesGbackGitsGhexaploidizationGhistoryUGNaturegPlantsSG
2017SGZSGcfcTdWZ 11.5 121

287 zeasurementGofGTricarboxylicGncidGpycleGrnzymeGnctivitiesGinGPlantsUGMethodsgingMoleculargBiologySG
2017SGXcdWSGXcdTXeY 1.4 2

286 pouplingG×adiotracerGrxperimentsGwithGphemicalGsractionationGforGtheGrstimationGofG×espiratoryG
sluxesUGMethodsgingMoleculargBiologySG2017SGXcdWSGXdTZW 1.4 6

285 TheGteneticsGofGPlantGzetabolismUGAnnualgReviewgofgGeneticsSG2017SGbXSGYedTZXW 14.5 75

284 TheGpolyketideGsynthaseG sPxéYGisGessentialGforGpollenGexineGandGUbischGbodyGpatterningGinGriceUG
JournalgofgIntegrativegPlantgBiologySG2017SGbfSGcXYTcYe 8.3 30

283 qifferentiallyGevolvedGglucosyltransferasesGdetermineGnaturalGvariationGofGriceGflavoneG
accumulationGandGU₃TtoleranceUGNaturegCommunicationsSG2017SGeSGXfdb 17.4 99

282 nG–ovelGzechanismSGyinkedGtoGpellGqensitySGyargelyGpontrolsGpellGqivisionGinUGPlantgPhysiologySG2017SG
XdaSGYXccTYXeY 6.6 14

281 TheGényTPnPGphloroplastG×etrogradeGPathwayGpontributesGtoGPlantGvmmunityGbyG×egulatingG
tlucosinolateGPathwayGandGPhytohormoneGéignalingUGMoleculargPlantwMicrobegInteractionsSG2017SGZWSGeYfTeaX3.6 28

280 nutophagyGqeficiencyGpompromisesGnlternativeGPathwaysGofG×espirationGfollowingGrnergyG
qeprivationGinUGPlantgPhysiologySG2017SGXdbSGcYTdc 6.6 60

279 tpTT sTzéGanalysisGrevealsGsaltGstressTresponsiveGprimaryGmetabolitesGinGpasuarinaGglaucaGtissuesUG
MetabolomicsSG2017SGXZSGX 4.7 18

278 zetaboliteGpoolsGandGcarbonGflowGduringGpaGphotosynthesisGinGmaizegGXZp YGlabelingGkineticsGandG
cellGtypeGfractionationUGJournalgofgExperimentalgBotanySG2017SGceSGYeZTYfe 7 59

277 PhotorespirationGvsGprucialGforGqynamicG×esponseGofGPhotosyntheticGzetabolismGandGétomatalG
zovementGtoGnlteredGp GnvailabilityUGMoleculargPlantSG2017SGXWSGadTcX 14.4 61

276 –npGTranscriptionGsactorGwU–to×U––r–XGrxertsGponservedGpontrolG verGtibberellinGandG
orassinosteroidGzetabolismGandGéignalingGtenesGinGTomatoUGFrontiersgingPlantgScienceSG2017SGeSGYXa 6.2 21

275 TranscriptomicGnnalysisGinGétrawberryGsruitsG×evealsGnctiveGnuxinGoiosynthesisGandGéignalingGinGtheG
×ipeG×eceptacleUGFrontiersgingPlantgScienceSG2017SGeSGeef 6.2 38

274 nnG verviewGofGpompoundsGqerivedGfromGtheGéhikimateGandGPhenylpropanoidGPathwaysGandGTheirG
zedicinalGvmportanceUGMiniwReviewsgingMedicinalgChemistrySG2017SGXdSGXWXZTXWYd 3.2 42

(2017-2017)

19



273 TheGgenomeGandGphenomeGofGtheGgreenGalgaGUTr₆GZWWdGrevealGadaptiveGtraitsGforGdesertG
acclimatizationUGELifeSG2017SGcSG 8.9 14

272 uighGserinegglyoxylateGaminotransferaseGactivityGlowersGleafGdaytimeGserineGlevelsSGinducingGtheG
phosphoserineGpathwayGinGnrabidopsisUGJournalgofgExperimentalgBotanySG2017SGceSGcaZTcbc 7 26

271  bservabilityGofGPlantGzetabolicG–etworksGvsG×eflectedGinGtheGporrelationGofGzetabolicGProfilesUG
PlantgPhysiologySG2016SGXdYSGXZYaTXZZZ 6.6 1

270 TheGvnterplayGbetweenGparbonGnvailabilityGandGtrowthGinGqifferentGβonesGofGtheGtrowingGzaizeG
yeafUGPlantgPhysiologySG2016SGXdYSGfaZTfcd 6.6 20

269 épecializedGzetabolitesGofGtheGslavonolGplassGzediateG×ootGPhototropismGandGtrowthUGMolecularg
PlantSG2016SGfSGXbbaTXbbb 14.4 10

268 éystemsGbiologygGnGnewGpnzGeraUGNaturegPlantsSG2016SGYSGXcXfW 11.5 2

267 vdentificationGofGponservedGandGqiverseGzetabolicGéhiftsGduringG×iceGtrainGqevelopmentUGScientificg
ReportsSG2016SGcSGYWfaY 4.9 46

266 slavonoidsGareGdeterminantsGofGfreezingGtoleranceGandGcoldGacclimationGinGnrabidopsisGthalianaUG
ScientificgReportsSG2016SGcSGZaWYd 4.9 118

265 éulfurGdeficiencyTinducedGrepressorGproteinsGoptimizeGglucosinolateGbiosynthesisGinGplantsUGScienceg
AdvancesSG2016SGYSGeXcWXWed 14.3 59

264 ×apidGidentificationGofGcausalGmutationsGinGtomatoGrzéGpopulationsGviaGmappingTbyTsequencingUG
NaturegProtocolsSG2016SGXXSGYaWXTYaXe 18.8 40

263 TranscriptomicSGproteomicGandGmetabolicGchangesGinGnrabidopsisGthalianaGleavesGafterGtheGonsetGofG
illuminationUGBMCgPlantgBiologySG2016SGXcSGaZ 5.3 26

262 nllelicGdifferencesGinGaGvacuolarGinvertaseGaffectGnrabidopsisGgrowthGatGearlyGplantGdevelopmentUG
JournalgofgExperimentalgBotanySG2016SGcdSGaWfXTXWZ 7 12

261 tuardGcellTspecificGupregulationGofGsucroseGsynthaseGZGrevealsGthatGtheGroleGofGsucroseGinGstomatalG
functionGisGprimarilyGenergeticUGNewgPhytologistSG2016SGYWfSGXadWTeZ 9.8 41

260 ×egulationGofGPrimaryGzetabolismGinG×esponseGtoGyowG xygenGnvailabilityGasG×evealedGbyGparbonG
andG–itrogenGvsotopeG×edistributionUGPlantgPhysiologySG2016SGXdWSGaZTbc 6.6 72

259 sam–etgGnGsrameworkGtoGvdentifyGzultipliedGzodulesGqrivingGPathwayGrxpansionGinGPlantsUGPlantg
PhysiologySG2016SGXdWSGXedeTfa 6.6 49

258 pombiningGQuantitativeGteneticsGnpproachesGwithG×egulatoryG–etworkGnnalysisGtoGqissectGtheG
pomplexGzetabolismGofGtheGzaizeGxernelUGPlantgPhysiologySG2016SGXdWSGXZcTac 6.6 47

257 ×elationshipsGofGyeafG–etGPhotosynthesisSGétomatalGponductanceSGandGzesophyllGponductanceGtoG
PrimaryGzetabolismgGnGzultispeciesGzetaTnnalysisGnpproachUGPlantgPhysiologySG2016SGXdXSGYcbTdf 6.6 99

256 TheG×oleGofGé₄vVé–sGphromatinG×emodelingGpomplexesGinGuormoneGprosstalkUGTrendsgingPlantg
ScienceSG2016SGYXSGbfaTcWe 13.1 71
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255 –aturalGvariationGinGflavonolGaccumulationGinGnrabidopsisGisGdeterminedGbyGtheGflavonolG
glucosyltransferaseGotyUcUGJournalgofgExperimentalgBotanySG2016SGcdSGXbWbTXd 7 46

254 TheGregulatoryGinterplayGbetweenGphotorespirationGandGphotosynthesisUGJournalgofgExperimentalg
BotanySG2016SGcdSGYfYZTf 7 57

253 panGcyanobacteriaGserveGasGaGmodelGofGplantGphotorespirationlGTGaGcomparativeGmetaTanalysisGofG
metaboliteGprofilesUGJournalgofgExperimentalgBotanySG2016SGcdSGYfaXTbY 7 16

252 zanipulatingGphotorespirationGtoGincreaseGplantGproductivitygGrecentGadvancesGandGperspectivesGforG
cropGimprovementUGJournalgofgExperimentalgBotanySG2016SGcdSGYfddTee 7 90

251 TheG×egulationGofGrssentialGnminoGncidGéynthesisGandGnccumulationGinGPlantsUGAnnualgReviewgofg
PlantgBiologySG2016SGcdSGXbZTde 30.7 147

250
rnhancedGPhotosynthesisGandGtrowthGinGatquacXGxnockoutGzutantsGnreGqueGtoGnlteredG rganicG
ncidGnccumulationGandGanGvncreaseGinGoothGétomatalGandGzesophyllGponductanceUGPlantgPhysiologySG
2016SGXdWSGecTXWX

6.6 52

249 PhotorespiratoryGoypassesGyeadGtoGvncreasedGtrowthGinGnrabidopsisGthalianagGnreGPredictionsG
ponsistentGwithGrxperimentalGrvidencelUGFrontiersgingBioengineeringgandgBiotechnologySG2016SGaSGZX 5.8 15

248 pombinedGUseGofGtenomeT₄ideGnssociationGqataGandGporrelationG–etworksGUnravelsGxeyG
×egulatorsGofGPrimaryGzetabolismGinGnrabidopsisGthalianaUGPLoSgGeneticsSG2016SGXYSGeXWWcZcZ 6 45

247 vdentificationGofGaGphromosomeGaGsruitGslavorGandG–utritionalGQualityTnssociatedGzetaboliteGQTyUG
FrontiersgingPlantgScienceSG2016SGdSGXcdX 6.2 19

246 éalinityGtoleranceGisGrelatedGtoGcyanideTresistantGalternativeGrespirationGinGzedicagoGtruncatulaG
underGsuddenGsevereGstressUGPlantvgCellgandgEnvironmentSG2016SGZfSGYZcXTYZcf 8.4 33

245 UnravellingGtheGin´ vivoGregulationGandGmetabolicGroleGofGtheGalternativeGoxidaseGpathwayGinGpZG
speciesGunderGphotoinhibitoryGconditionsUGNewgPhytologistSG2016SGYXYSGccTdf 9.8 28

244 ×olesGofGsucroseGinGguardGcellGregulationUGNewgPhytologistSG2016SGYXXSGeWfTXe 9.8 64

243 pharacterizationGofGaGrecentlyGevolvedGflavonolTphenylacyltransferaseGgeneGprovidesGsignaturesGofG
naturalGlightGselectionGinGorassicaceaeUGNaturegCommunicationsSG2016SGdSGXYZff 17.4 90

242 rvolutionaryGzetabolomicsG×evealsGqomesticationTnssociatedGphangesGinGTetraploidG₄heatG
xernelsUGMoleculargBiologygandgEvolutionSG2016SGZZSGXdaWTbZ 8.3 64

241 oroadeningG urGPortfolioGinGtheGteneticGvmprovementGofGzaizeGphemicalGpompositionUGTrendsging
GeneticsSG2016SGZYSGabfTacf 8.5 22

240 panGstableGisotopeGmassGspectrometryGreplaceGlradiolabelledGapproachesGinGmetabolicGstudieslUG
PlantgScienceSG2016SGYafSGbfTcf 5.3 22

239  nGtheGmetabolicGinteractionsGofGOphotoPrespirationUGJournalgofgExperimentalgBotanySG2016SGcdSGZWWZTXa 7 50

238 yiquidGchromatographyGhighTresolutionGmassGspectrometryGforGfattyGacidGprofilingUGPlantgJournalSG
2015SGeXSGbYfTZc 6.9 40

(2015-2016)
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237 –aturalGvariationGinGflavonolGandGanthocyaninGmetabolismGduringGcoldGacclimationGinGnrabidopsisG
thalianaGaccessionsUGPlantvgCellgandgEnvironmentSG2015SGZeSGXcbeTdY 8.4 77

236 UtilizingGsystemsGbiologyGtoGunravelGstomatalGfunctionGandGtheGhierarchiesGunderpinningGitsGcontrolUG
PlantvgCellgandgEnvironmentSG2015SGZeSGXabdTdW 8.4 23

235 vntracellularGandGcellTtoTapoplastGcompartmentationGofGcarbohydrateGmetabolismUGTrendsgingPlantg
ScienceSG2015SGYWSGafWTd 13.1 23

234 éaltT×elatedGzαoXGpoordinatesGnbscisicGncidGoiosynthesisGandGéignalingGduringGéaltGétressGinG
nrabidopsisUGPlantgPhysiologySG2015SGXcfSGXWYdTaX 6.6 43

233 zitochondrialGqihydrolipoylGqehydrogenaseGnctivityGéhapesGPhotosynthesisGandGPhotorespirationG
ofGnrabidopsisGthalianaUGPlantgCellSG2015SGYdSGXfceTea 11.6 99

232 teneticGqeterminantsGofGtheG–etworkGofGPrimaryGzetabolismGandGTheirG×elationshipsGtoGPlantG
PerformanceGinGaGzaizeG×ecombinantGvnbredGyineGPopulationUGPlantgCellSG2015SGYdSGXeZfTbc 11.6 105

231 qifferentialGmetabolicGandGcoexpressionGnetworksGofGplantGmetabolismUGTrendsgingPlantgScienceSG
2015SGYWSGYccTYce 13.1 16

230 zetabolomicGprofilingGinGtomatoGrevealsGdielGcompositionalGchangesGinGfruitGaffectedGbyGsourceTsinkG
relationshipsUGJournalgofgExperimentalgBotanySG2015SGccSGZZfXTaWa 7 51

229 vdentificationGandGmodeGofGinheritanceGofGquantitativeGtraitGlociGforGsecondaryGmetaboliteG
abundanceGinGtomatoUGPlantgCellSG2015SGYdSGaebTbXY 11.6 140

228 zetabolicGanalysesGofGinterspecificGtomatoGrecombinantGinbredGlinesGforGfruitGqualityGimprovementUG
MetabolomicsSG2015SGXXSGXaXcTXaZX 4.7 17

227 zultiTlevelGengineeringGfacilitatesGtheGproductionGofGphenylpropanoidGcompoundsGinGtomatoUG
NaturegCommunicationsSG2015SGcSGecZb 17.4 203

226 nrabidopsisGusesGtwoGgluconeogenicGgatewaysGforGorganicGacidsGtoGfuelGseedlingGestablishmentUG
NaturegCommunicationsSG2015SGcSGccbf 17.4 58

225 vntegrativeGnpproachesGtoGrnhanceGUnderstandingGofGPlantGzetabolicGPathwayGétructureGandG
×egulationUGPlantgPhysiologySG2015SGXcfSGXaffTbXX 6.6 30

224 zetabolomicsTvnspiredGvnsightGintoGqevelopmentalSGrnvironmentalGandGteneticGnspectsGofGTomatoG
sruitGphemicalGpompositionGandGQualityUGPlantgandgCellgPhysiologySG2015SGbcSGXceXTfc 4.9 50

223 zetaboliteGProfilesGofGzaizeGyeavesGinGqroughtSGueatSGandGpombinedGétressGsieldGTrialsG×evealGtheG
×elationshipGbetweenGzetabolismGandGtrainGαieldUGPlantgPhysiologySG2015SGXcfSGYccbTeZ 6.6 152

222 nnalysisGofGknockoutGmutantsGrevealsGnonTredundantGfunctionsGofGpolyOnqPTribosePpolymeraseG
isoformsGinGnrabidopsisUGPlantgMoleculargBiologySG2015SGefSGZXfTZe 4.6 20

221
pombinedGcorrelationTbasedGnetworkGandGmQTyGanalysesGefficientlyGidentifiedGlociGforG
branchedTchainGaminoGacidSGserineGtoGthreonineSGandGprolineGmetabolismGinGtomatoGseedsUGPlantg
JournalSG2015SGeXSGXYXTZZ

6.9 38

220 pentralGroleGofGsatnzαoGinGtheGtransitionGofGtheGstrawberryGreceptacleGfromGdevelopmentGtoG
ripeningUGNewgPhytologistSG2015SGYWeSGaeYTfc 9.8 43

AlisdairtRtFernie

22



219 TobaccoGguardGcellsGfixGp YGbyGbothG×ubiscoGandGPrPcaseGwhileGsucroseGactsGasGaGsubstrateGduringG
lightTinducedGstomatalGopeningUGPlantvgCellgandgEnvironmentSG2015SGZeSGYZbZTdX 8.4 64

218 rctopicGexpressionGofGsnapdragonGtranscriptionGfactorsGfacilitatesGtheGidentificationGofGgenesG
encodingGenzymesGofGanthocyaninGdecorationGinGtomatoUGPlantgJournalSG2015SGeZSGcecTdWa 6.9 46

217 vmpactsGofGhighGnTPGsupplyGfromGchloroplastsGandGmitochondriaGonGtheGleafGmetabolismGofG
nrabidopsisGthalianaUGFrontiersgingPlantgScienceSG2015SGcSGfYY 6.2 21

216 rxploringGnaturalGvariationGofGphotosyntheticSGprimaryGmetabolismGandGgrowthGparametersGinGaG
largeGpanelGofGpapsicumGchinenseGaccessionsUGPlantaSG2015SGYaYSGcddTfX 4.7 14

215
QuantifyingGproteinGsynthesisGandGdegradationGinGnrabidopsisGbyGdynamicGXZp YGlabelingGandG
analysisGofGenrichmentGinGindividualGaminoGacidsGinGtheirGfreeGpoolsGandGinGproteinUGPlantgPhysiologySG
2015SGXceSGdaTfZ

6.6 95

214 pompleteGzitochondrialGpomplexGvGqeficiencyGvnducesGanGUpT×egulationGofG×espiratoryGsluxesGThatG
vsGnbolishedGbyGTracesGofGsunctionalGpomplexGvUGPlantgPhysiologySG2015SGXceSGXbZdTaf 6.6 76

213 tlobalGanalysisGofGtheGroleGofGautophagyGinGcellularGmetabolismGandGenergyGhomeostasisGinG
nrabidopsisGseedlingsGunderGcarbonGstarvationUGPlantgCellSG2015SGYdSGZWcTYY 11.6 106

212 ThioredoxinSGaGmasterGregulatorGofGtheGtricarboxylicGacidGcycleGinGplantGmitochondriaUGProceedingsgofg
thegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG2015SGXXYSGrXZfYTaWW 11.5 132

211 nnGintegratedGfunctionalGapproachGtoGdissectGsystemicGresponsesGinGmaizeGtoGarbuscularGmycorrhizalG
symbiosisUGPlantvgCellgandgEnvironmentSG2015SGZeSGXbfXTcXY 8.4 35

210 nGcrossTkingdomGhistoryUGELifeSG2015SGaSG 8.9 1

209 zetabolicGvariationGbetweenGjaponicaGandGindicaGriceGcultivarsGasGrevealedGbyGnonTtargetedG
metabolomicsUGScientificgReportsSG2014SGaSGbWcd 4.9 109

208 éilencingGofGtheGtomatoGsugarGpartitioningGaffectingGproteinGOéPnPGmodifiesGsinkGstrengthGthroughGaG
shiftGinGleafGsugarGmetabolismUGPlantgJournalSG2014SGddSGcdcTed 6.9 15

207 tenomeTenabledGplantGmetabolomicsUGJournalgofgChromatographygB:gAnalyticalgTechnologiesgingtheg
BiomedicalgandgLifegSciencesSG2014SGfccSGdTYW 3.2 34

206 ponservedGchangesGinGtheGdynamicsGofGmetabolicGprocessesGduringGfruitGdevelopmentGandGripeningG
acrossGspeciesUGPlantgPhysiologySG2014SGXcaSGbbTce 6.6 42

205 zercatorgGaGfastGandGsimpleGwebGserverGforGgenomeGscaleGfunctionalGannotationGofGplantGsequenceG
dataUGPlantvgCellgandgEnvironmentSG2014SGZdSGXYbWTe 8.4 373

204 pomparativeGanalysesGofGpâ��GandGpâ��GphotosynthesisGinGdevelopingGleavesGofGmaizeGandGriceUGNatureg
BiotechnologySG2014SGZYSGXXbeTcb 44.5 160

203 zetabolicGcontrolGofGredoxGandGredoxGcontrolGofGmetabolismGinGplantsUGAntioxidantsgandgRedoxg
SignalingSG2014SGYXSGXZefTaYX 8.4 105

202 zetabolicGefficiencyGunderpinsGperformanceGtradeToffsGinGgrowthGofGnrabidopsisGthalianaUGNatureg
CommunicationsSG2014SGbSGZbZd 17.4 18

(2014-2015)

23



201 ueterologousGexpressionGofGntPnPYGinGtransgenicGpotatoGinfluencesGcarbonGmetabolismGandGtuberG
developmentUGFEBSgLettersSG2014SGbeeSGZdYcTZX 3.8 19

200 sluxGprofilingGofGphotosyntheticGcarbonGmetabolismGinGintactGplantsUGNaturegProtocolsSG2014SGfSGXeWZTYa 18.8 45

199 TheGgenomeGofGtheGstressTtolerantGwildGtomatoGspeciesGéolanumGpennelliiUGNaturegGeneticsSG2014SG
acSGXWZaTe 36.3 269

198 qissectingGtheGsubcellularGcompartmentationGofGproteinsGandGmetabolitesGinGarabidopsisGleavesG
usingGnonTaqueousGfractionationUGMoleculargandgCellulargProteomicsSG2014SGXZSGYYacTbf 7.6 38

197 tenomeT₄ideGnssociationGinGTomatoG×evealsGaaGpandidateGyociGforGsruitGzetabolicGTraitsUGPlantg
PhysiologySG2014SGXcbSGXXYWTXXZY 6.6 146

196 TheGcomplexGroleGofGmitochondrialGmetabolismGinGplantGaluminumGresistanceUGTrendsgingPlantgScience
SG2014SGXfSGZffTaWd 13.1 53

195 –aturalGoccurringGepiallelesGdetermineGvitaminGrGaccumulationGinGtomatoGfruitsUGNatureg
CommunicationsSG2014SGbSGZWYd 17.4 128

194 TheGlifeGofGplantGmitochondrialGcomplexGvUGMitochondrionSG2014SGXfGPtGoSGYfbTZXZ 4.9 78

193  pportunitiesGforGimprovingGleafGwaterGuseGefficiencyGunderGclimateGchangeGconditionsUGPlantg
ScienceSG2014SGYYcSGXWeTXf 5.3 93

192  nGtheGregulationGandGfunctionGofGsecondaryGmetabolismGduringGfruitGdevelopmentGandGripeningUG
JournalgofgExperimentalgBotanySG2014SGcbSGabffTcXX 7 66

191 qecreasedG–ucleotideGandGrxpressionGqiversityGandGzodifiedGpoexpressionGPatternsGpharacterizeG
qomesticationGinGtheGpommonGoeanUGPlantgCellSG2014SGYcSGXfWXTXfXY 11.6 76

190 ₃ariabilityGofGmetaboliteGlevelsGisGlinkedGtoGdifferentialGmetabolicGpathwaysGinGnrabidopsisNsG
responsesGtoGabioticGstressesUGPLoSgComputationalgBiologySG2014SGXWSGeXWWZcbc 5 15

189 ₃irusTinducedGalterationsGinGprimaryGmetabolismGmodulateGsusceptibilityGtoGTobaccoGrattleGvirusGinG
nrabidopsisUGPlantgPhysiologySG2014SGXccSGXeYXTZe 6.6 39

188 zetabolomicsTassistedGrefinementGofGtheGpathwaysGofGsteroidalGglycoalkaloidGbiosynthesisGinGtheG
tomatoGcladeUGJournalgofgIntegrativegPlantgBiologySG2014SGbcSGecaTdb 8.3 40

187 TranscriptGandGmetaboliteGprofilingGforGtheGevaluationGofGtobaccoGtreeGandGpoplarGasGfeedstockGforG
theGbioTbasedGindustryUGJournalgofgVisualizedgExperimentsSG2014SG 1.6 3

186 YT xoglutarategGlinkingGTpnGcycleGfunctionGwithGaminoGacidSGglucosinolateSGflavonoidSGalkaloidSGandG
gibberellinGbiosynthesisUGFrontiersgingPlantgScienceSG2014SGbSGbbY 6.2 51

185 zolecularGmechanismsGofGdesiccationGtoleranceGinGtheGresurrectionGglacialGrelicGuaberleaG
rhodopensisUGCellulargandgMoleculargLifegSciencesSG2013SGdWSGcefTdWf 10.3 130

184 pomparativeGtranscriptomicsGrevealsGpatternsGofGselectionGinGdomesticatedGandGwildGtomatoUG
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG2013SGXXWSGrYcbbTcY 11.5 260

AlisdairtRtFernie
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183 sunctionalGcharacterizationGofGtheGplastidialGZTphosphoglycerateGdehydrogenaseGfamilyGinG
nrabidopsisUGPlantgPhysiologySG2013SGXcZSGXXcaTde 6.6 48

182 TvzrGs ×Gp ssrrGisGanGessentialGcomponentGinGtheGmaintenanceGofGmetabolicGhomeostasisGinG
nrabidopsisGthalianaUGPlantgJournalSG2013SGdcSGXeeTYWW 6.9 49

181 TranscriptionalGregulationGofGtocopherolGbiosynthesisGinGtomatoUGPlantgMoleculargBiologySG2013SGeXSGZWfTYb4.6 67

180 ×esolutionGbyGrecombinationgGbreakingGupGéolanumGpennelliiGintrogressionsUGTrendsgingPlantgScienceSG
2013SGXeSGbZcTe 13.1 51

179 TheGflavonoidGbiosyntheticGpathwayGinGnrabidopsisgGstructuralGandGgeneticGdiversityUGPlantg
PhysiologygandgBiochemistrySG2013SGdYSGYXTZa 5.4 440

178 ×egulationGofGtheGmitochondrialGtricarboxylicGacidGcycleUGCurrentgOpiniongingPlantgBiologySG2013SGXcSGZZbTaZ9.9 105

177 éystemicGanalysisGofGinducibleGtargetGofGrapamycinGmutantsGrevealGaGgeneralGmetabolicGswitchG
controllingGgrowthGinGnrabidopsisGthalianaUGPlantgJournalSG2013SGdZSGefdTfWf 6.9 153

176 TheGspatialGorganizationGofGmetabolismGwithinGtheGplantGcellUGAnnualgReviewgofgPlantgBiologySG2013SG
caSGdYZTac 30.7 153

175 TheGevolutionGofGphenylpropanoidGmetabolismGinGtheGgreenGlineageUGCriticalgReviewsgingBiochemistryg
andgMoleculargBiologySG2013SGaeSGXYZTbY 8.7 155

174 qiurnalGchangesGofGpolysomeGloadingGtrackGsucroseGcontentGinGtheGrosetteGofGwildTtypeGarabidopsisG
andGtheGstarchlessGpgmGmutantUGPlantgPhysiologySG2013SGXcYSGXYacTcb 6.6 106

173 rthyleneGisGinvolvedGinGstrawberryGfruitGripeningGinGanGorganTspecificGmannerUGJournalgofg
ExperimentalgBotanySG2013SGcaSGaaYXTZf 7 81

172 pomprehensiveGdissectionGofGspatiotemporalGmetabolicGshiftsGinGprimarySGsecondarySGandGlipidG
metabolismGduringGdevelopmentalGsenescenceGinGnrabidopsisUGPlantgPhysiologySG2013SGXcYSGXYfWTZXW 6.6 196

171 phloroplastTlocalizedGcTphosphogluconateGdehydrogenaseGisGcriticalGforGmaizeGendospermGstarchG
accumulationUGJournalgofgExperimentalgBotanySG2013SGcaSGYYZXTaY 7 29

170 né×XGmediatesGglucoseThormoneGcrossGtalkGbyGaffectingGsugarGtraffickingGinGtobaccoGplantsUGPlantg
PhysiologySG2013SGXcXSGXaecTbWW 6.6 42

169 TheGformGofGnitrogenGnutritionGaffectsGresistanceGagainstGPseudomonasGsyringaeGpvUGphaseolicolaGinG
tobaccoUGJournalgofgExperimentalgBotanySG2013SGcaSGbbZTce 7 90

168 éhikimateGandGphenylalanineGbiosynthesisGinGtheGgreenGlineageUGFrontiersgingPlantgScienceSG2013SGaSGcY 6.2 198

167 pomparativeGmetabolicGprofilingGofGuaberleaGrhodopensisSGThellungiellaGhalophylaSGandGnrabidopsisG
thalianaGexposedGtoGlowGtemperatureUGFrontiersgingPlantgScienceSG2013SGaSGaff 6.2 45

166 éerineGactsGasGaGmetabolicGsignalGforGtheGtranscriptionalGcontrolGofGphotorespirationTrelatedGgenesGinG
nrabidopsisUGPlantgPhysiologySG2013SGXcYSGZdfTef 6.6 82

(2013-2013)

25



165 vntegrationGofGgenomeTscaleGmodelingGandGtranscriptGprofilingGrevealsGmetabolicGpathwaysG
underlyingGlightGandGtemperatureGacclimationGinGnrabidopsisUGPlantgCellSG2013SGYbSGXXfdTYXX 11.6 40

164 PyrophosphateGlevelsGstronglyGinfluenceGascorbateGandGstarchGcontentGinGtomatoGfruitUGFrontiersging
PlantgScienceSG2013SGaSGZWe 6.2 13

163 TheGphosphorylatedGpathwayGofGserineGbiosynthesisGisGessentialGbothGforGmaleGgametophyteGandG
embryoGdevelopmentGandGforGrootGgrowthGinGnrabidopsisUGPlantgCellSG2013SGYbSGYWeaTXWX 11.6 56

162 vmpactGofGtheGcarbonGandGnitrogenGsupplyGonGrelationshipsGandGconnectivityGbetweenGmetabolismG
andGbiomassGinGaGbroadGpanelGofGnrabidopsisGaccessionsUGPlantgPhysiologySG2013SGXcYSGZadTcZ 6.6 76

161 zetabolicGanalysisGofGkiwifruitGOnctinidiaGdeliciosaPGberriesGfromGextremeGgenotypesGrevealsG
hallmarksGforGfruitGstarchGmetabolismUGJournalgofgExperimentalgBotanySG2013SGcaSGbWafTcZ 7 88

160
PyttXSGaGplastidicGglycolateGglycerateGtransporterSGisGrequiredGforGphotorespirationGandGdefinesGaG
uniqueGclassGofGmetaboliteGtransportersUGProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaSG2013SGXXWSGZXebTfW

11.5 116

159  rchestrationGofGthiaminGbiosynthesisGandGcentralGmetabolismGbyGcombinedGactionGofGtheGthiaminG
pyrophosphateGriboswitchGandGtheGcircadianGclockGinGnrabidopsisUGPlantgCellSG2013SGYbSGYeeTZWd 11.6 67

158 talacturonosyltransferaseGaGsilencingGaltersGpectinGcompositionGandGcarbonGpartitioningGinGtomatoUG
JournalgofgExperimentalgBotanySG2013SGcaSGYaafTcc 7 23

157 zetabolicGfluxesGinGanGilluminatedGnrabidopsisGrosetteUGPlantgCellSG2013SGYbSGcfaTdXa 11.6 226

156 zetabolicGengineeringGofGtomatoGfruitGorganicGacidGcontentGguidedGbyGbiochemicalGanalysisGofGanG
introgressionGlineUGPlantgPhysiologySG2013SGXcXSGZfdTaWd 6.6 33

155 zolecularGregulationGofGfruitGripeningUGFrontiersgingPlantgScienceSG2013SGaSGXfe 6.2 143

154 ₃itaminGdeficienciesGinGhumansgGcanGplantGscienceGhelplUGPlantgCellSG2012SGYaSGZfbTaXa 11.6 171

153 tlycineGdecarboxylaseGcontrolsGphotosynthesisGandGplantGgrowthUGFEBSgLettersSG2012SGbecSGZcfYTd 3.8 117

152 zultipleGstrategiesGtoGpreventGoxidativeGstressGinGnrabidopsisGplantsGlackingGtheGmalateGvalveG
enzymeG–nqPTmalateGdehydrogenaseUGJournalgofgExperimentalgBotanySG2012SGcZSGXaabTbf 7 102

151 zetabolicGandGphenotypicGresponsesGofGgreenhouseTgrownGmaizeGhybridsGtoGexperimentallyG
controlledGdroughtGstressUGMoleculargPlantSG2012SGbSGaWXTXd 14.4 186

150 ntnoptYfGisGaGmonolignolGtransporterGinvolvedGinGligninGbiosynthesisUGCurrentgBiologySG2012SGYYSGXYWdTXY6.3 204

149 éucroseGeffluxGmediatedGbyGé₄rrTGproteinsGasGaGkeyGstepGforGphloemGtransportUGScienceSG2012SGZZbSGYWdTXX33.3 714

148 zolecularGregulationGofGseedGandGfruitGsetUGTrendsgingPlantgScienceSG2012SGXdSGcbcTcb 13.1 250

AlisdairtRtFernie
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147 TheGuseGofGmetabolomicsGtoGdissectGplantGresponsesGtoGabioticGstressesUGCellulargandgMoleculargLifeg
SciencesSG2012SGcfSGZYYbTaZ 10.3 505

146 étructuredGpatternsGinGgeographicGvariabilityGofGmetabolicGphenotypesGinGnrabidopsisGthalianaUG
NaturegCommunicationsSG2012SGZSGXZXf 17.4 19

145  PTvznéTq₄gGaGcomprehensiveGtranscriptomicsSGmetabolomicsSGionomicsSGproteomicsGandG
phenomicsGdataGresourceGforGmaizeUGBMCgPlantgBiologySG2012SGXYSGYab 5.3 42

144 wU–to×U––r–XSGaGreactiveGoxygenGspeciesTresponsiveG–npGtranscriptionGfactorSGregulatesG
longevityGinGnrabidopsisUGPlantgCellSG2012SGYaSGaeYTbWc 11.6 363

143 zetabolicGcontrolGandGregulationGofGtheGtricarboxylicGacidGcycleGinGphotosyntheticGandGheterotrophicG
plantGtissuesUGPlantvgCellgandgEnvironmentSG2012SGZbSGXTYX 8.4 193

142 zetabolicGprofilingGofGaGmappingGpopulationGexposesGnewGinsightsGinGtheGregulationGofGseedG
metabolismGandGseedSGfruitSGandGplantGrelationsUGPLoSgGeneticsSG2012SGeSGeXWWYcXY 6 94

141 qownregulationGofGtheG˛·TsubunitGreducesGmitochondrialGnTPGsynthaseGlevelsSGaltersGrespirationSGandG
restrictsGgrowthGandGgametophyteGdevelopmentGinGnrabidopsisUGPlantgCellSG2012SGYaSGYdfYTeXX 11.6 57

140
vntegrativeGcomparativeGanalysesGofGtranscriptGandGmetaboliteGprofilesGfromGpepperGandGtomatoG
ripeningGandGdevelopmentGstagesGuncoversGspeciesTspecificGpatternsGofGnetworkGregulatoryG
behaviorUGPlantgPhysiologySG2012SGXbfSGXdXZTYf

6.6 131

139
nntisenseGinhibitionGofGtheGYToxoglutarateGdehydrogenaseGcomplexGinGtomatoGdemonstratesGitsG
importanceGforGplantGrespirationGandGduringGleafGsenescenceGandGfruitGmaturationUGPlantgCellSG2012SG
YaSGYZYeTbX

11.6 71

138 nctionGofGgibberellinsGonGgrowthGandGmetabolismGofGnrabidopsisGplantsGassociatedGwithGhighG
concentrationGofGcarbonGdioxideUGPlantgPhysiologySG2012SGXcWSGXdeXTfa 6.6 33

137 patabolismGofGbranchedGchainGaminoGacidsGsupportsGrespirationGbutGnotGvolatileGsynthesisGinGtomatoG
fruitsUGMoleculargPlantSG2012SGbSGZccTdb 14.4 65

136
 nGtheGdiscordanceGofGmetabolomicsGwithGproteomicsGandGtranscriptomicsgGcopingGwithGincreasingG
complexityGinGlogicSGchemistrySGandGnetworkGinteractionsGscientificGcorrespondenceUGPlantgPhysiology
SG2012SGXbeSGXXZfTab

6.6 146

135
TheGsensitiveGtoGfreezingZGmutationGofGnrabidopsisGthalianaGisGaGcoldTsensitiveGalleleGofGhomomericG
acetylTponGcarboxylaseGthatGresultsGinGcoldTinducedGcuticleGdeficienciesUGJournalgofgExperimentalg
BotanySG2012SGcZSGbYefTff

7 26

134
qecreasingGtheGmitochondrialGsynthesisGofGmalateGinGpotatoGtubersGdoesGnotGaffectGplastidialGstarchG
synthesisSGsuggestingGthatGtheGphysiologicalGregulationGofGnqPglucoseGpyrophosphorylaseGisG
contextGdependentUGPlantgPhysiologySG2012SGXcWSGYYYdTZe

6.6 13

133 uighTtoTlowGp YGacclimationGrevealsGplasticityGofGtheGphotorespiratoryGpathwayGandGindicatesG
regulatoryGlinksGtoGcellularGmetabolismGofGnrabidopsisUGPLoSgONESG2012SGdSGeaYeWf 3.7 66

132 ProfilingGprimaryGmetabolitesGofGtomatoGfruitGwithGgasGchromatographyVmassGspectrometryUG
MethodsgingMoleculargBiologySG2012SGecWSGXWXTf 1.4 33

131
nntisenseGinhibitionGofGtheGironTsulphurGsubunitGofGsuccinateGdehydrogenaseGenhancesG
photosynthesisGandGgrowthGinGtomatoGviaGanGorganicGacidTmediatedGeffectGonGstomatalGapertureUG
PlantgCellSG2011SGYZSGcWWTYd

11.6 179

130  nGtheGoriginsGofGnitricGoxideUGTrendsgingPlantgScienceSG2011SGXcSGXcWTe 13.1 450

(2011-2012)

27



129 ProteinGdegradationGTGanGalternativeGrespiratoryGsubstrateGforGstressedGplantsUGTrendsgingPlantg
ScienceSG2011SGXcSGaefTfe 13.1 261

128 sromGmodelsGtoGcropGspeciesgGcaveatsGandGsolutionsGforGtranslationalGmetabolomicsUGFrontiersging
PlantgScienceSG2011SGYSGcX 6.2 31

127 nntisenseGsuppressionGofGtheGsmallGchloroplastGproteinGpPXYGinGtobaccoGaltersGcarbonGpartitioningG
andGseverelyGrestrictsGgrowthUGPlantgPhysiologySG2011SGXbdSGcYWTZX 6.6 33

126 TheGspecificGoverexpressionGofGaGcyclinTdependentGkinaseGinhibitorGinGtomatoGfruitGmesocarpGcellsG
uncouplesGendoreduplicationGandGcellGgrowthUGPlantgJournalSG2011SGcbSGbaZTbc 6.9 38

125 rvolutionSGstructureGandGfunctionGofGmitochondrialGcarriersgGaGreviewGwithGnewGinsightsUGPlantg
JournalSG2011SGccSGXcXTeX 6.9 181

124 uighTdensityGkineticGanalysisGofGtheGmetabolomicGandGtranscriptomicGresponseGofGnrabidopsisGtoG
eightGenvironmentalGconditionsUGPlantgJournalSG2011SGcdSGecfTea 6.9 204

123
pombinedGtranscriptionGfactorGprofilingSGmicroarrayGanalysisGandGmetaboliteGprofilingGrevealsGtheG
transcriptionalGcontrolGofGmetabolicGshiftsGoccurringGduringGtomatoGfruitGdevelopmentUGPlantg
JournalSG2011SGceSGfffTXWXZ

6.9 98

122 tibberellinGbiosynthesisGandGsignallingGduringGdevelopmentGofGtheGstrawberryGreceptacleUGNewg
PhytologistSG2011SGXfXSGZdcTZfW 9.8 72

121 nlterationGofGmitochondrialGproteinGcomplexesGinGrelationGtoGmetabolicGregulationGunderGshortTtermG
oxidativeGstressGinGnrabidopsisGseedlingsUGPhytochemistrySG2011SGdYSGXWeXTfX 4 61

120 teneticsSGtenomicsGandGzetabolomicsG2011SGYXfTYbf 5

119 zetabolicGprimingGbyGaGsecretedGfungalGeffectorUGNatureSG2011SGadeSGZfbTe 50.4 371

118 ×ecommendationsGforGreportingGmetaboliteGdataUGPlantgCellSG2011SGYZSGYaddTeY 11.6 238

117 teneticGdissectionGofGvitaminGrGbiosynthesisGinGtomatoUGJournalgofgExperimentalgBotanySG2011SGcYSGZdeXTfe7 58

116 sumarategGzultipleGfunctionsGofGaGsimpleGmetaboliteUGPhytochemistrySG2011SGdYSGeZeTaZ 4 55

115 TranscriptomeGandGmetaboliteGprofilingGshowGthatGnPrTnynYaGisGaGmajorGregulatorGofGtomatoGfruitG
ripeningUGPlantgCellSG2011SGYZSGfYZTaX 11.6 269

114 zetabolicGprofilingGduringGpeachGfruitGdevelopmentGandGripeningGrevealsGtheGmetabolicGnetworksG
thatGunderpinGeachGdevelopmentalGstageUGPlantgPhysiologySG2011SGXbdSGXcfcTdXW 6.6 169

113
TargetedGenhancementGofGglutamateTtoT˛‡TaminobutyrateGconversionGinGnrabidopsisGseedsGaffectsG
carbonTnitrogenGbalanceGandGstorageGreservesGinGaGdevelopmentTdependentGmannerUGPlantg
PhysiologySG2011SGXbdSGXWYcTaY

6.6 91

112 vdentificationGofGenzymeGactivityGquantitativeGtraitGlociGinGaGéolanumGlycopersicumGxGéolanumG
pennelliiGintrogressionGlineGpopulationUGPlantgPhysiologySG2011SGXbdSGffeTXWXa 6.6 31
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111 TheGgeneticGarchitectureGofGbranchedTchainGaminoGacidGaccumulationGinGtomatoGfruitsUGJournalgofg
ExperimentalgBotanySG2011SGcYSGZefbTfWc 7 23

110
nnalysisGofGaGrangeGofGcatabolicGmutantsGprovidesGevidenceGthatGphytanoylTcoenzymeGnGdoesGnotGactG
asGaGsubstrateGofGtheGelectronTtransferGflavoproteinVelectronTtransferGflavoproteingubiquinoneG
oxidoreductaseGcomplexGinGnrabidopsisGduringGdarkTinducedGsenescenceUGPlantgPhysiologySG2011SG
XbdSGbbTcf

6.6 33

109 TomatoGfruitGphotosynthesisGisGseeminglyGunimportantGinGprimaryGmetabolismGandGripeningGbutG
playsGaGconsiderableGroleGinGseedGdevelopmentUGPlantgPhysiologySG2011SGXbdSGXcbWTcZ 6.6 91

108 TheGhydroxypyruvateTreducingGsystemGinGnrabidopsisgGmultipleGenzymesGforGtheGsameGendUGPlantg
PhysiologySG2011SGXbbSGcfaTdWb 6.6 70

107 TargetingGmitochondrialGmetabolismGandGmachineryGasGaGmeansGtoGenhanceGphotosynthesisUGPlantg
PhysiologySG2011SGXbbSGXWXTd 6.6 92

106 vdentificationGofGgenesGinGtheGphenylalanineGmetabolicGpathwayGbyGectopicGexpressionGofGaGzαoG
transcriptionGfactorGinGtomatoGfruitUGPlantgCellSG2011SGYZSGYdZeTbZ 11.6 82

105 zalateGplaysGaGcrucialGroleGinGstarchGmetabolismSGripeningSGandGsolubleGsolidGcontentGofGtomatoGfruitG
andGaffectsGpostharvestGsofteningUGPlantgCellSG2011SGYZSGXcYTea 11.6 174

104
éystemsGbiologyGofGtomatoGfruitGdevelopmentgGcombinedGtranscriptSGproteinSGandGmetaboliteG
analysisGofGtomatoGtranscriptionGfactorGOnorSGrinPGandGethyleneGreceptorGO–rPGmutantsGrevealsGnovelG
regulatoryGinteractionsUGPlantgPhysiologySG2011SGXbdSGaWbTYb

6.6 245

103 TissueTGandGcellTtypeGspecificGtranscriptomeGprofilingGofGexpandingGtomatoGfruitGprovidesGinsightsG
intoGmetabolicGandGregulatoryGspecializationGandGcuticleGformationUGPlantgCellSG2011SGYZSGZefZTfXW 11.6 162

102 TowardGtheGstorageGmetabolomegGprofilingGtheGbarleyGvacuoleUGPlantgPhysiologySG2011SGXbdSGXacfTeY 6.6 82

101 Pla–etgGcombinedGsequenceGandGexpressionGcomparisonsGacrossGplantGnetworksGderivedGfromGsevenG
speciesUGPlantgCellSG2011SGYZSGefbTfXW 11.6 245

100 nlteringGtrehaloseTcTphosphateGcontentGinGtransgenicGpotatoGtubersGaffectsGtuberGgrowthGandGaltersG
responsivenessGtoGhormonesGduringGsproutingUGPlantgPhysiologySG2011SGXbcSGXdbaTdX 6.6 103

99 nGtopologicalGmapGofGtheGcompartmentalizedGnrabidopsisGthalianaGleafGmetabolomeUGPLoSgONESG
2011SGcSGeXdeWc 3.7 84

98
nnalysisGofGP× qUpTv –G sGsyn₃ – yGtyαp évqréTdependentGflavonolGglycosideGaccumulationG
inGnrabidopsisGthalianaGplantsGrevealsGzαoXXTSGzαoXYTGandGzαoXXXTindependentGflavonolG
glycosideGaccumulationUGNewgPhytologistSG2010SGXeeSGfebTXWWW

9.8 179

97 pytosolicGpyruvateSorthophosphateGdikinaseGfunctionsGinGnitrogenGremobilizationGduringGleafG
senescenceGandGlimitsGindividualGseedGgrowthGandGnitrogenGcontentUGPlantgJournalSG2010SGcYSGcaXTbY 6.9 100

96 PleiotropicGphysiologicalGconsequencesGofGfeedbackTinsensitiveGphenylalanineGbiosynthesisGinG
nrabidopsisGthalianaUGPlantgJournalSG2010SGcZSGeYZTZb 6.9 47

95 pomplexGassemblyGandGmetabolicGprofilingGofGnrabidopsisGthalianaGplantsGoverexpressingGvitaminGoâ��G
biosynthesisGproteinsUGMoleculargPlantSG2010SGZSGefWTfWZ 14.4 27

94 tenomicGanalysisGofGwildGtomatoGintrogressionsGdeterminingGmetabolismTGandGyieldTassociatedG
traitsUGPlantgPhysiologySG2010SGXbYSGXddYTec 6.6 45

(2010-2011)
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93 TricarboxylicGacidGcycleGactivityGregulatesGtomatoGrootGgrowthGviaGeffectsGonGsecondaryGcellGwallG
productionUGPlantgPhysiologySG2010SGXbZSGcXXTYX 6.6 44

92 ×obingGanGintuitiveGwizardGapplicationGforG×TbasedGexpressionGmicroarrayGqualityGassessmentGandG
analysisUGPlantgPhysiologySG2010SGXbZSGcaYTbX 6.6 90

91 pharacterizationGofGtheGbranchedTchainGaminoGacidGaminotransferaseGenzymeGfamilyGinGtomatoUG
PlantgPhysiologySG2010SGXbZSGfYbTZc 6.6 59

90 TheGinfluenceGofGfruitGloadGonGtheGtomatoGpericarpGmetabolomeGinGaGéolanumGchmielewskiiG
introgressionGlineGpopulationUGPlantgPhysiologySG2010SGXbaSGXXYeTaY 6.6 65

89 –etworkGanalysisGofGenzymeGactivitiesGandGmetaboliteGlevelsGandGtheirGrelationshipGtoGbiomassGinGaG
largeGpanelGofGnrabidopsisGaccessionsUGPlantgCellSG2010SGYYSGYedYTfZ 11.6 119

88 pombiningGgeneticGdiversitySGinformaticsGandGmetabolomicsGtoGfacilitateGannotationGofGplantGgeneG
functionUGNaturegProtocolsSG2010SGbSGXYXWTYd 18.8 169

87 zildGreductionsGinGmitochondrialG–nqTdependentGisocitrateGdehydrogenaseGactivityGresultGinG
alteredGnitrateGassimilationGandGpigmentationGbutGdoGnotGimpactGgrowthUGMoleculargPlantSG2010SGZSGXbcTdZ14.4 61

86 PhotorespirationgGplayersSGpartnersGandGoriginUGTrendsgingPlantgScienceSG2010SGXbSGZZWTc 13.1 423

85 –otGjustGaGcirclegGfluxGmodesGinGtheGplantGTpnGcycleUGTrendsgingPlantgScienceSG2010SGXbSGacYTdW 13.1 516

84 éeedGdesiccationgGaGbridgeGbetweenGmaturationGandGgerminationUGTrendsgingPlantgScienceSG2010SGXbSGYXXTe13.1 201

83 zetabolicGandGsignalingGaspectsGunderpinningGtheGregulationGofGplantGcarbonGnitrogenGinteractionsUG
MoleculargPlantSG2010SGZSGfdZTfc 14.4 445

82 rnzymeGactivityGprofilesGduringGfruitGdevelopmentGinGtomatoGcultivarsGandGéolanumGpennelliiUGPlantg
PhysiologySG2010SGXbZSGeWTfe 6.6 70

81
vdentificationGofGtheGYThydroxyglutarateGandGisovalerylTponGdehydrogenasesGasGalternativeGelectronG
donorsGlinkingGlysineGcatabolismGtoGtheGelectronGtransportGchainGofGnrabidopsisGmitochondriaUGPlantg
CellSG2010SGYYSGXbafTcZ

11.6 245

80 nnGorangeGripeningGmutantGlinksGplastidG–nqOPPuGdehydrogenaseGcomplexGactivityGtoGcentralGandG
specializedGmetabolismGduringGtomatoGfruitGmaturationUGPlantgCellSG2010SGYYSGXfddTfd 11.6 53

79 qevelopmentalGstageGspecificityGandGtheGroleGofGmitochondrialGmetabolismGinGtheGresponseGofG
nrabidopsisGleavesGtoGprolongedGmildGosmoticGstressUGPlantgPhysiologySG2010SGXbYSGYYcTaa 6.6 223

78
₃irusTinducedGgeneGsilencingGofGplastidialGsolubleGinorganicGpyrophosphataseGimpairsGessentialGleafG
anabolicGpathwaysGandGreducesGdroughtGstressGtoleranceGinG–icotianaGbenthamianaUGPlantgPhysiology
SG2010SGXbaSGbbTcc

6.6 53

77 zetabolomicsGnpproachesGtoGndvanceGUnderstandingGofG–itrogenGnssimilationGandG
parbonâ��–itrogenGvnteractionsG2010SGYafTYce

76 zolecularGidentificationGandGfunctionalGcharacterizationGofGnrabidopsisGthalianaGmitochondrialGandG
chloroplasticG–nqRGcarrierGproteinsUGJournalgofgBiologicalgChemistrySG2009SGYeaSGZXYafTbf 5.4 126
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75 étarchGasGaGmajorGintegratorGinGtheGregulationGofGplantGgrowthUGProceedingsgofgthegNationalgAcademyg
ofgSciencesgofgthegUnitedgStatesgofgAmericaSG2009SGXWcSGXWZaeTbZ 11.5 381

74 qecipheringGtranscriptionalGandGmetabolicGnetworksGassociatedGwithGlysineGmetabolismGduringG
nrabidopsisGseedGdevelopmentUGPlantgPhysiologySG2009SGXbXSGYWbeTdY 6.6 74

73 qecreasedGmitochondrialGactivitiesGofGmalateGdehydrogenaseGandGfumaraseGinGtomatoGleadGtoG
alteredGrootGgrowthGandGarchitectureGviaGdiverseGmechanismsUGPlantgPhysiologySG2009SGXafSGcbZTcf 6.6 65

72 nGredoxTmediatedGmodulationGofGstemGboltingGinGtransgenicG–icotianaGsylvestrisGdifferentiallyG
expressingGtheGexternalGmitochondrialG–nqPuGdehydrogenaseUGPlantgPhysiologySG2009SGXbWSGXYaeTbf 6.6 39

71
vnductionGofGtheGn ₆XqGisoformGofGalternativeGoxidaseGinGnUGthalianaGTTq–nGinsertionGlinesGlackingG
isoformGn ₆XnGisGinsufficientGtoGoptimizeGphotosynthesisGwhenGtreatedGwithGantimycinGnUGMolecularg
PlantSG2009SGYSGYeaTfd

14.4 88

70 ×egulatoryGfeaturesGunderlyingGpollinationTdependentGandGTindependentGtomatoGfruitGsetGrevealedG
byGtranscriptGandGprimaryGmetaboliteGprofilingUGPlantgCellSG2009SGYXSGXaYeTbY 11.6 200

69 qynamicGplastidGredoxGsignalsGintegrateGgeneGexpressionGandGmetabolismGtoGinduceGdistinctG
metabolicGstatesGinGphotosyntheticGacclimationGinGnrabidopsisUGPlantgCellSG2009SGYXSGYdXbTZY 11.6 152

68 zetabolomicsTassistedGbreedinggGaGviableGoptionGforGcropGimprovementlUGTrendsgingGeneticsSG2009SG
YbSGZfTae 8.5 379

67 ndjustmentGofGgrowthGandGcentralGmetabolismGtoGaGmildGbutGsustainedGnitrogenTlimitationGinG
nrabidopsisUGPlantvgCellgandgEnvironmentSG2009SGZYSGZWWTXe 8.4 170

66
nqPTglucoseGpyrophosphorylaseTdeficientGpeaGembryosGrevealGspecificGtranscriptionalGandG
metabolicGchangesGofGcarbonTnitrogenGmetabolismGandGstressGresponsesUGPlantgPhysiologySG2009SG
XafSGZfbTaXX

6.6 60

65
×–nGinterferenceGofGyv–bGinGtomatoGconfirmsGitsGroleGinGcontrollingGorixGcontentSGuncoversGtheG
influenceGofGsugarsGonGtheGlevelsGofGfruitGhormonesSGandGdemonstratesGtheGimportanceGofGsucroseG
cleavageGforGnormalGfruitGdevelopmentGandGfertilityUGPlantgPhysiologySG2009SGXbWSGXYWaTXe

6.6 185

64 uighwayGorGbywaygGtheGmetabolicGroleGofGtheGtnonGshuntGinGplantsUGTrendsgingPlantgScienceSG2008SGXZSGXaTf13.1 471

63 zodeGofGinheritanceGofGprimaryGmetabolicGtraitsGinGtomatoUGPlantgCellSG2008SGYWSGbWfTYZ 11.6 177

62 zetabolicGandGdevelopmentalGadaptationsGofGgrowingGpotatoGtubersGinGresponseGtoGspecificG
manipulationsGofGtheGadenylateGenergyGstatusUGPlantgPhysiologySG2008SGXacSGXbdfTfe 6.6 27

61 nGcytosolicGpathwayGforGtheGconversionGofGhydroxypyruvateGtoGglycerateGduringGphotorespirationGinG
nrabidopsisUGPlantgCellSG2008SGYWSGYeaeTbf 11.6 160

60 ×econfigurationGofGtheGacheneGandGreceptacleGmetabolicGnetworksGduringGstrawberryGfruitG
developmentUGPlantgPhysiologySG2008SGXaeSGdZWTbW 6.6 222

59 TheGnrabidopsisGonsetGofGleafGdeathbGmutationGofGquinolinateGsynthaseGaffectsGnicotinamideG
adenineGdinucleotideGbiosynthesisGandGcausesGearlyGageingUGPlantgCellSG2008SGYWSGYfWfTYb 11.6 87

58 qeficiencyGofGmitochondrialGfumaraseGactivityGinGtomatoGplantsGimpairsGphotosynthesisGviaGanGeffectG
onGstomatalGfunctionUGPlantgJournalSG2007SGbWSGXWfZTXWc 6.9 236

(2007-2009)
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57 ciYXnVnsrXGexpressionGinfluencesGglucoseGaccumulationGinGpotatoGtubersUGPlantgMoleculargBiologySG
2007SGcZSGdXfTZW 4.6 56

56 ₃itaminGoXGbiosynthesisGinGplantsGrequiresGtheGessentialGironGsulfurGclusterGproteinSGTuvpUG
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG2007SGXWaSGXfcZdTaY 11.5 82

55 nlterationGofGorganicGacidGmetabolismGinGnrabidopsisGoverexpressingGtheGmaizeGpaG–nqPTmalicG
enzymeGcausesGacceleratedGsenescenceGduringGextendedGdarknessUGPlantgPhysiologySG2007SGXabSGcaWTbY 6.6 94

54 ×educedGexpressionGofGsuccinylTcoenzymeGnGligaseGcanGbeGcompensatedGforGbyGupTregulationGofGtheG
gammaTaminobutyrateGshuntGinGilluminatedGtomatoGleavesUGPlantgPhysiologySG2007SGXabSGcYcTZf 6.6 133

53 –nqTdependentGisocitrateGdehydrogenaseGmutantsGofGnrabidopsisGsuggestGtheGenzymeGisGnotG
limitingGforGnitrogenGassimilationUGPlantgPhysiologySG2007SGXaaSGXbacTbe 6.6 69

52 éilencingGofGtheGmitochondrialGascorbateGsynthesizingGenzymeGyTgalactonoTXSaTlactoneG
dehydrogenaseGaffectsGplantGandGfruitGdevelopmentGinGtomatoUGPlantgPhysiologySG2007SGXabSGXaWeTYY 6.6 153

51
–onsupervisedGconstructionGandGapplicationGofGmassGspectralGandGretentionGtimeGindexGlibrariesG
fromGtimeTofTflightGgasGchromatographyTmassGspectrometryGmetaboliteGprofilesUGMethodsging
MoleculargBiologySG2007SGZbeSGXfTZe

1.4 104

50 tlycolyticGenzymesGassociateGdynamicallyGwithGmitochondriaGinGresponseGtoGrespiratoryGdemandGandG
supportGsubstrateGchannelingUGPlantgCellSG2007SGXfSGZdYZTZe 11.6 215

49 –aturalGgeneticGvariationGforGimprovingGcropGqualityUGCurrentgOpiniongingPlantgBiologySG2006SGfSGXfcTYWY 9.9 177

48 PagezangGanGinteractiveGontologyGtoolGtoGgenerateSGdisplaySGandGannotateGoverviewGgraphsGforG
profilingGexperimentsUGBMCgBioinformaticsSG2006SGdSGbZb 3.6 276

47 pombinedGtranscriptGandGmetaboliteGprofilingGofGnrabidopsisGleavesGrevealsGfundamentalGeffectsGofG
theGthiolTdisulfideGstatusGonGplantGmetabolismUGPlantgPhysiologySG2006SGXaXSGaXYTYY 6.6 88

46 zitochondrialGuncouplingGproteinGisGrequiredGforGefficientGphotosynthesisUGProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG2006SGXWZSGXfbedTfY 11.5 196

45
TomatoGaromaticGaminoGacidGdecarboxylasesGparticipateGinGsynthesisGofGtheGflavorGvolatilesG
YTphenylethanolGandGYTphenylacetaldehydeUGProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaSG2006SGXWZSGeYedTfY

11.5 297

44 nrabidopsisGseedGdevelopmentGandGgerminationGisGassociatedGwithGtemporallyGdistinctGmetabolicG
switchesUGPlantgPhysiologySG2006SGXaYSGeZfTba 6.6 305

43 TwoGnrabidopsisGthreonineGaldolasesGareGnonredundantGandGcompeteGwithGthreonineGdeaminaseGforG
aGcommonGsubstrateGpoolUGPlantgCellSG2006SGXeSGZbcaTdb 11.6 69

42
vntegratedGanalysisGofGmetaboliteGandGtranscriptGlevelsGrevealsGtheGmetabolicGshiftsGthatGunderlieG
tomatoGfruitGdevelopmentGandGhighlightGregulatoryGaspectsGofGmetabolicGnetworkGbehaviorUGPlantg
PhysiologySG2006SGXaYSGXZeWTfc

6.6 361

41 zetabolicGregulationGunderlyingGtomatoGfruitGdevelopmentUGJournalgofgExperimentalgBotanySG2006SG
bdSGXeeZTfd 7 245

40 PlantGmetabolomicsgGtowardsGbiologicalGfunctionGandGmechanismUGTrendsgingPlantgScienceSG2006SGXXSGbWeTXc13.1 319
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39 éucroseGtransporterGyeéUTXGandGyeéUTYGinhibitionGaffectsGtomatoGfruitGdevelopmentGinGdifferentG
waysUGPlantgJournalSG2006SGabSGXeWTfY 6.9 179

38 TheGmitochondrialGelectronGtransferGflavoproteinGcomplexGisGessentialGforGsurvivalGofGnrabidopsisGinG
extendedGdarknessUGPlantgJournalSG2006SGadSGdbXTcW 6.9 116

37 tasGchromatographyGmassGspectrometryTbasedGmetaboliteGprofilingGinGplantsUGNaturegProtocolsSG
2006SGXSGZedTfc 18.8 1409

36 pomprehensiveGmetabolicGprofilingGandGphenotypingGofGinterspecificGintrogressionGlinesGforGtomatoG
improvementUGNaturegBiotechnologySG2006SGYaSGaadTba 44.5 619

35
ponversionGofGzapzanGtoGallowGtheGanalysisGofGtranscriptGdataGfromGéolanaceousGspeciesgGeffectsGofG
geneticGandGenvironmentalGalterationsGinGenergyGmetabolismGinGtheGleafUGPlantgMoleculargBiologySG
2006SGcWSGddZTfY

4.6 110

34 éubcellularGpyrophosphateGmetabolismGinGdevelopingGtubersGofGpotatoGOéolanumGtuberosumPUGPlantg
MoleculargBiologySG2006SGcYSGXcbTdf 4.6 22

33 tzqmpéoUqogGtheGtolmGzetabolomeGqatabaseUGBioinformaticsSG2005SGYXSGXcZbTe 7.2 1064

32 tpTzéGlibrariesGforGtheGrapidGidentificationGofGmetabolitesGinGcomplexGbiologicalGsamplesUGFEBSg
LettersSG2005SGbdfSGXZZYTd 3.8 504

31 zetabolicGprofilingGofGleavesGandGfruitGofGwildGspeciesGtomatogGaGsurveyGofGtheGéolanumG
lycopersicumGcomplexUGJournalgofgExperimentalgBotanySG2005SGbcSGYfdTZWd 7 208

30
vnhibitionGofGdeGnovoGpyrimidineGsynthesisGinGgrowingGpotatoGtubersGleadsGtoGaGcompensatoryG
stimulationGofGtheGpyrimidineGsalvageGpathwayGandGaGsubsequentGincreaseGinGbiosyntheticG
performanceUGPlantgCellSG2005SGXdSGYWddTee

11.6 67

29 TheGcriticalGroleGofGnrabidopsisGelectronTtransferGflavoproteingubiquinoneGoxidoreductaseGduringG
darkTinducedGstarvationUGPlantgCellSG2005SGXdSGYbedTcWW 11.6 191

28 qeficiencyGofGaGplastidialGadenylateGkinaseGinGnrabidopsisGresultsGinGelevatedGphotosyntheticGaminoG
acidGbiosynthesisGandGenhancedGgrowthUGPlantgPhysiologySG2005SGXZdSGdWTeY 6.6 56

27 sruitGcarbohydrateGmetabolismGinGanGintrogressionGlineGofGtomatoGwithGincreasedGfruitGsolubleG
solidsUGPlantgandgCellgPhysiologySG2005SGacSGaYbTZd 4.9 113

26 rnhancedGphotosyntheticGperformanceGandGgrowthGasGaGconsequenceGofGdecreasingGmitochondrialG
malateGdehydrogenaseGactivityGinGtransgenicGtomatoGplantsUGPlantgPhysiologySG2005SGXZdSGcXXTYY 6.6 300

25 βoomingGinGonGaGquantitativeGtraitGforGtomatoGyieldGusingGinterspecificGintrogressionsUGScienceSG2004SG
ZWbSGXdecTf 33.3 407

24 xineticsGofGlabellingGofGorganicGandGaminoGacidsGinGpotatoGtubersGbyGgasGchromatographyTmassG
spectrometryGfollowingGincubationGinGOXZPpGlabelledGisotopesUGPlantgJournalSG2004SGZfSGcceTdf 6.9 113

23 qevelopmentalGanalysisGofGcarbohydrateGmetabolismGinGtomatoGOyycopersiconGesculentumGcvUG
zicroTTomPGfruitsUGPhysiologiagPlantarumSG2004SGXYWSGXfcTYWa 4.6 48

22 zetaboliteGprofilinggGfromGdiagnosticsGtoGsystemsGbiologyUGNaturegReviewsgMoleculargCellgBiologySG
2004SGbSGdcZTf 48.7 622

(2004-2006)
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21 ueardGitGthroughGtheGgrapevinelGnonGandGsugarGcrossTtalkgGtheGné×GstoryUGTrendsgingPlantgScienceSG
2004SGfSGbdTf 13.1 96

20 rnzymesGofGglycolysisGareGfunctionallyGassociatedGwithGtheGmitochondrionGinGnrabidopsisGcellsUGPlantg
CellSG2003SGXbSGYXaWTbX 11.6 305

19 nGbypassGofGsucroseGsynthaseGleadsGtoGlowGinternalGoxygenGandGimpairedGmetabolicGperformanceGinG
growingGpotatoGtubersUGPlantgPhysiologySG2003SGXZYSGYWbeTdY 6.6 121

18 qeGnovoGaminoGacidGbiosynthesisGinGpotatoGtubersGisGregulatedGbyGsucroseGlevelsUGPlantgPhysiologySG
2003SGXZZSGceZTfY 6.6 64

17
zetabolicGprofilingGofGtransgenicGtomatoGplantsGoverexpressingGhexokinaseGrevealsGthatGtheG
influenceGofGhexoseGphosphorylationGdiminishesGduringGfruitGdevelopmentUGPlantgPhysiologySG2003SG
XZZSGeaTff

6.6 298

16 ×educedGexpressionGofGaconitaseGresultsGinGanGenhancedGrateGofGphotosynthesisGandGmarkedGshiftsG
inGcarbonGpartitioningGinGilluminatedGleavesGofGwildGspeciesGtomatoUGPlantgPhysiologySG2003SGXZZSGXZYYTZb 6.6 175

15
nntisenseGrepressionGofGcytosolicGphosphoglucomutaseGinGpotatoGOéolanumGtuberosumPGresultsGinG
severeGgrowthGretardationSGreductionGinGtuberGnumberGandGalteredGcarbonGmetabolismUGPlantaSG2002
SGYXaSGbXWTYW

4.7 67

14 étarchGcontentGandGyieldGincreaseGasGaGresultGofGalteringGadenylateGpoolsGinGtransgenicGplantsUGNatureg
BiotechnologySG2002SGYWSGXYbcTcW 44.5 156

13
sructoseGYScTbisphosphateGactivatesGpyrophosphategGfructoseTcTphosphateGXTphosphotransferaseG
andGincreasesGtrioseGphosphateGtoGhexoseGphosphateGcyclingGinGheterotrophicGcellsUGPlantaSG2001SG
YXYSGYbWTcZ

4.7 184

12 TheGcontributionGofGplastidialGphosphoglucomutaseGtoGtheGcontrolGofGstarchGsynthesisGwithinGtheG
potatoGtuberUGPlantaSG2001SGYXZSGaXeTYc 4.7 72

11 uighT×esolutionGzetabolicGPhenotypingGofGteneticallyGandGrnvironmentallyGqiverseGPotatoGTuberG
éystemsUGvdentificationGofGPhenocopiesUGPlantgPhysiologySG2001SGXYdSGdafTdca 6.6 157

10 zetabolicGprofilingGallowsGcomprehensiveGphenotypingGofGgeneticallyGorGenvironmentallyGmodifiedG
plantGsystemsUGPlantgCellSG2001SGXZSGXXTYf 11.6 877

9 zolecularGandGoiochemicalGTriggersGofGPotatoGTuberGqevelopmentUGPlantgPhysiologySG2001SGXYdSGXabfTXacb6.6 219

8
nntisenseGinhibitionGofGplastidialGphosphoglucomutaseGprovidesGcompellingGevidenceGthatGpotatoG
tuberGamyloplastsGimportGcarbonGfromGtheGcytosolGinGtheGformGofGglucoseTcTphosphateUGPlantg
JournalSG2000SGYZSGaZTbZ

6.9 123

7 uelloGdarknessSGmyGoldGfriendgGZTxetoacylTpoenzymeGnGéynthaseaGisGaGbranchGpointGinGtheGregulationG
ofGtriacylglycerolGsynthesisGinGnrabidopsisGbyGreTchannelingGfattyGacidsGunderGcarbonGstarvation 1

6 xingdomTwideGanalysisGofGtheGevolutionGofGtheGplantGtypeGvvvGpolyketideGsynthaseGsuperfamily 1

5 PodGindehiscenceGinGcommonGbeanGisGassociatedGtoGtheGfineGregulationGofGPvzαoYcGandGaG
nonTfunctionalGabscissionGlayer 4

4 TheGtenomeGofGtheGpharophyteGnlgaPeniumGmargaritaceumoearsGsootprintsGofGtheGrvolutionaryG
 riginsGofGyandGPlants 3
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3 PortraitGofGaGgenusgGtheGgeneticGdiversityGofβea 1

2 ×egulationGofGPlantGPrimaryGzetabolismGâ��GuowG×esultsGsromG–ovelGTechnologiesGnreGrxtendingG
 urGUnderstandingGsromGplassicalGTargetedGnpproachesUGCriticalgReviewsgingPlantgSciencesSXTYW 5.6 0

1 teneticGarchitectureGofGseedGglycerolipidsGinGnsianGcultivatedGriceUGPlantvgCellgandgEnvironmentS 8.4 3
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