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controlled drought stress. Molecular Plant, 2012, 5, 401-17

RNA interference of LIN5 in tomato confirms its role in controlling Brix content, uncovers the
539 influence of sugars on the levels of fruit hormones, and demonstrates the importance of sucrose 6.6 185
cleavage for normal fruit development and fertility. Plant Physiology, 2009, 150, 1204-18

Fructose 2,6-bisphosphate activates pyrophosphate: fructose-6-phosphate 1-phosphotransferase
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