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70 De MinimisRisk: A Proposal for a New Category of Research Risk. American Journal of Bioethics, 2011, 11,
1-7. 0.5 27

71
Evidence of geneâ€“environment interaction for the IRF6 gene and maternal multivitamin
supplementation in controlling the risk of cleft lip with/without cleft palate. Human Genetics, 2010,
128, 401-410.

1.8 65
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83 Phylogenetic and evolutionary relationships and developmental expression patterns of the zebrafish
twist gene family. Development Genes and Evolution, 2009, 219, 289-300. 0.4 15

84 Evidence that TGFA influences risk to cleft lip with/without cleft palate through unconventional
genetic mechanisms. Human Genetics, 2009, 126, 385-394. 1.8 44
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