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Nanoscale dynamics of peptidoglycan assembly during the cell cycle of Streptococcus pneumoniae.
Current Biology, 2021, 31, 2844-2856.e6.
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Substitutions in PBP2b from [2-Lactam-resistant Streptococcus pneumoniae Have Different Effects on
Enzymatic Activity and Drug Reactivity. Journal of Biological Chemistry, 2017, 292, 2854-2865.

Penicillin-Binding Proteins and {2-Lactam Resistance. , 2017, , 177-211. 3
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Agents and Chemotherapy, 2015, 59, 609-621. :

The Elongation of Ovococci. Microbial Drug Resistance, 2014, 20, 215-221.

<i>In vitro<[i> Reconstitution of Peptidoglycan Assembly from the Gram-Positive Pathogen
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Inhibition of Streptococcus pneumoniae Penicillin-Binding Protein 2x and Actinomadura R39
DD-Peptidase Activities by Ceftaroline. Antimicrobial Agents and Chemotherapy, 2013, 57, 661-663.

Reconstitution of Membrane Protein Complexes Involved in Pneumococcal Septal Cell Wall Assembly. 05 14
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Peptidoglycan Assembly Machines: The Biochemical Evidence. Microbial Drug Resistance, 2012, 18,
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influences peptidoglycan chain length. FEBS Journal, 2012, 279, 2071-2081. )

Cooperativity of peptidoglycan synthases active in bacterial cell elongation. Molecular Microbiology,
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Identification of FtsW as a transporter of lipid-linked cell wall precursors across the membrane. 78 255
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Optimization of conditions for the glycosyltransferase activity of penicillind€binding proteind€f la from
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Central Domain of DivIB Caps the C-terminal Regions of the FtsL/DivIC Coiled-coil Rod. Journal of 3.4 37
Biological Chemistry, 2009, 284, 27687-27700. :
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Penicillin-Binding Proteins and 12-Lactam Resistance. , 2009, , 145-170.

Penicillin-binding proteins and 12-lactam resistance. FEMS Microbiology Reviews, 2008, 32, 361-385. 8.6 475

The different shapes of cocci. FEMS Microbiology Reviews, 2008, 32, 345-360.
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Roles of Pneumococcal DivIB in Cell Division. Journal of Bacteriology, 2008, 190, 4501-4511.
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penicillina€binding proteins during the cell cycle. Molecular Microbiology, 2003, 50, 845-855. 2.5 118

Expression and purification of FtsW and RodA from Streptococcus pneumoniae, two membrane
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