
Quanhu Sheng

ListhofhPublicationshbyhCitations

Source:hhttps:xxexalyvcomxauthorupdfx1893511xquanhuushengupublicationsubyucitationsvpdf

Version:h2y24uy4u26h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyvcomvhForh

thehlatesthversionhofhthishpublicationhlistthvisiththehlinkhgivenhabovev

ThehthirdhcolumnhishthehimpacthfactorhpIFqhofhthehjournalthandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlev

125
papers

3,438
citations

36
h-index

53
g-index

141
ext. papers

4,367
ext. citations

7
avg, IF

5.22
L-index



k Paper IF Citations

125 vdvancedNheatNmapNandNclusteringNanalysisNusingNheatmaphcNBioMedkResearchkInternationalaN2014aN
gefiaNnmkeim 3 150

124 LargeNscaleNcomparisonNofNgeneNexpressionNlevelsNbyNmicroarraysNandNRNvseqNusingNTxβvNdatacN
PLoSkONEaN2013aNmaNelfikg 3.7 149

123 ProteinNphosphorylationNandNexpressionNprofilingNbyNYinbyangNmultidimensionalNliquidN
chromatographyNVYinbyangNMyLxWNmassNspectrometrycNJournalkofkProteomekResearchaN2007aNkaNgjebkg 5.6 116

122 xlinicalNandNwiologicalNInsightsNIntoNxombinedNPostbNandNPrebxapillaryNPulmonaryNHypertensioncN
JournalkofkthekAmericankCollegekofkCardiologyaN2016aNkmaNgjgjbgjhk 15.1 111

121 ThreebstageNqualityNcontrolNstrategiesNforNyNvNrebsequencingNdatacNBriefingskinkBioinformaticsaN2014aN
fjaNmlnbmn 13.4 106

120  indingNtheNlostNtreasuresNinNexomeNsequencingNdatacNTrendskinkGeneticsaN2013aNgnaNjnhbn 8.5 105

119 IlluminaNhumanNexomeNgenotypingNarrayNclusteringNandNqualityNcontrolcNNaturekProtocolsaN2014aNnaNgkihbkg18.8 101

118 InNvivoNbaseNeditingNrescuesNHutchinsonbβilfordNprogeriaNsyndromeNinNmicecNNatureaN2021aNjmnaNkembkfi 50.4 92

117
vNRandomizedNPhaseNIINNeoadjuvantNStudyNofNxisplatinaNPaclitaxelNWithNorNWithoutNzverolimusNinN
PatientsNwithNStageNIIdIIINTriplebNegativeNwreastNxancerNVTNwxWoNResponsesNandNLongbtermNOutcomeN
xorrelatedNwithNIncreasedN requencyNofNyNvNyamageNResponseNβeneNMutationsaNTNwxNSubtypeaN
vRNStatusaNandNKiklcNClinicalkCancerkResearchaN2017aNghaNiehjbieij

12.9 79

116
ProteomicNanalysisNwithNintegratedNmultipleNdimensionalNliquidNchromatographydmassN
spectrometryNbasedNonNelutionNofNionNexchangeNcolumnNusingNpHNstepscNAnalyticalkChemistryaN2005aN
llaNjlnhbn

7.8 68

115
vNhighbthroughputNapproachNforNsubcellularNproteomeoNidentificationNofNratNliverNproteinsNusingN
subcellularNfractionationNcoupledNwithNtwobdimensionalNliquidNchromatographyNtandemNmassN
spectrometryNandNbioinformaticNanalysiscNMolecularkandkCellularkProteomicsaN2004aNhaNiifbjj

7.6 66

114 TheNhumanNplasmaNproteomeoNanalysisNofNxhineseNserumNusingNshotgunNstrategycNProteomicsaN2005aN
jaNhiigbjh 4.8 65

113 HeatmaphoNanNimprovedNheatmapNpackageNwithNmoreNpowerfulNandNconvenientNfeaturescNBMCk
BioinformaticsaN2014aNfjaNPfk 3.6 64

112
vNcomparativeNproteomicNstrategyNforNsubcellularNproteomeNresearchoNIxvTNapproachNcoupledNwithN
bioinformaticsNpredictionNtoNascertainNratNliverNmitochondrialNproteinsNandNindicationNofN
mitochondrialNlocalizationNforNcatalasecNMolecularkandkCellularkProteomicsaN2005aNiaNfgbhi

7.6 62

111 MultibperspectiveNqualityNcontrolNofNIlluminaNexomeNsequencingNdataNusingNQxhcNGenomicsaN2014aN
fehaNhghbm 4.3 61

110
 ullyNautomaticNseparationNandNidentificationNofNphosphopeptidesNbyNcontinuousNpHbgradientNanionN
exchangeNonlineNcoupledNwithNreversedbphaseNliquidNchromatographyNmassNspectrometrycNJournalk
ofkProteomekResearchaN2009aNmaNfhhbif

5.6 56

109 vNbayesianNapproachNtoNproteinNinferenceNproblemNinNshotgunNproteomicscNJournalkofkComputationalk
BiologyaN2009aNfkaNffmhbnh 1.7 55
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108
QuantitativeNphosphoproteomeNprofilingNofNWnthabmediatedNsignalingNnetworkoNindicatingNtheN
involvementNofNribonucleosidebdiphosphateNreductaseNMgNsubunitNphosphorylationNatNresidueN
serineNgeNinNcanonicalNWntNsignalNtransductioncNMolecularkandkCellularkProteomicsaN2007aNkaNfnjgbkl

7.6 54

107 vNmicrobRNvNexpressionNsignatureNforNhumanNNv LyNprogressioncNJournalkofkGastroenterologyaN
2016aNjfaNfeggbhe 6.9 53

106 HighbcoverageNproteomeNanalysisNrevealsNtheNfirstNinsightNofNproteinNmodificationNsystemsNinNtheN
pathogenicNspirocheteNLeptospiraNinterroganscNCellkResearchaN2010aNgeaNfnlbgfe 24.7 52

105 ProteinQuantNSuiteoNaNbundleNofNautomatedNsoftwareNtoolsNforNlabelbfreeNquantitativeNproteomicscN
RapidkCommunicationskinkMasskSpectrometryaN2008aNggaNhmghbhi 2.2 49

104 HighbResolutionNMappingNofNRNvNPolymerasesNIdentifiesNMechanismsNofNSensitivityNandNResistanceN
toNwzTNInhibitorsNinNtVmpgfWNvMLcNCellkReportsaN2016aNfkaNgeehbfk 10.6 48

103 wzTNbromodomainNproteinsNregulateNenhancerNfunctionNduringNadipogenesiscNProceedingskofkthek
NationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaaN2018aNffjaNgfiibgfin 11.5 45

102 VeryNlowblevelNheteroplasmyNmtyNvNvariationsNareNinheritedNinNhumanscNJournalkofkGeneticskandk
GenomicsaN2013aNieaNkelbfj 4 45

101 MultiRankSeqoNmultiperspectiveNapproachNforNRNvseqNdifferentialNexpressionNanalysisNandNqualityN
controlcNBioMedkResearchkInternationalaN2014aNgefiaNgimene 3 44

100 vNfullyNautomatedNgbyNLxbMSNmethodNutilizingNonlineNcontinuousNpHNandNRPNgradientsNforNglobalN
proteomeNanalysiscNElectrophoresisaN2007aNgmaNihffbn 3.6 43

99 wuildSummaryoNusingNaNgroupbbasedNapproachNtoNimproveNtheNsensitivityNofNpeptidedproteinN
identificationNinNshotgunNproteomicscNJournalkofkProteomekResearchaN2012aNffaNfinibjeg 5.6 42

98 RnaSeqSampleSizeoNrealNdataNbasedNsampleNsizeNestimationNforNRNvNsequencingcNBMCkBioinformatics
aN2018aNfnaNfnf 3.6 41

97 MultibperspectiveNqualityNcontrolNofNIlluminaNRNvNsequencingNdataNanalysiscNBriefingskinkFunctionalk
GenomicsaN2017aNfkaNfnibgei 4.9 41

96  astNandNaccurateNidentificationNofNsemibtrypticNpeptidesNinNshotgunNproteomicscNBioinformaticsaN
2008aNgiaNfegbn 7.2 40

95 QuantitativeNcomparisonNofNsarcomericNphosphoproteomesNofNneonatalNandNadultNratNheartscN
AmericankJournalkofkPhysiologykzkHeartkandkCirculatorykPhysiologyaN2008aNgnjaNHkilbjk 5.2 39

94 SystematicNassessmentNofNsurveyNscanNandNMSgbbasedNabundanceNstrategiesNforNlabelbfreeN
quantitativeNproteomicsNusingNhighbresolutionNMSNdatacNJournalkofkProteomekResearchaN2014aNfhaNgeknbln5.6 38

93 TransferNRNvNdetectionNbyNsmallNRNvNdeepNsequencingNandNdiseaseNassociationNwithN
myelodysplasticNsyndromescNBMCkGenomicsaN2015aNfkaNlgl 4.5 37

92 xomprehensiveNprofilingNofNphosphopeptidesNbasedNonNanionNexchangeNfollowedNbyNflowbthroughN
enrichmentNwithNtitaniumNdioxideNVv zTWcNJournalkofkProteomekResearchaN2010aNnaNijmjbni 5.6 37

91
ProteomicNanalysisNofNSvRSNassociatedNcoronavirusNusingNtwobdimensionalNliquidNchromatographyN
massNspectrometryNandNonebdimensionalNsodiumNdodecylNsulfatebpolyacrylamideNgelN
electrophoresisNfollowedNbyNmassNspectroemtricNanalysiscNJournalkofkProteomekResearchaN2004aNhaNjinbjj

5.6 37

(2004-2007)
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90
xhronicNrhinosinusitisNinNelderlyNpatientsNisNassociatedNwithNanNexaggeratedNneutrophilicN
proinflammatoryNresponseNtoNpathogenicNbacteriacNJournalkofkAllergykandkClinicalkImmunologyaN2019aN
fihaNnnebfeegcek

11.5 37

89 xomparativeNstudyNofNexomeNcopyNnumberNvariationNestimationNtoolsNusingNarrayNcomparativeN
genomicNhybridizationNasNcontrolcNBioMedkResearchkInternationalaN2013aNgefhaNnfjkhk 3 36

88 LargebscaleNidentificationNofNhumanNbiliaryNproteinsNfromNaNcholesterolNstoneNpatientNusingNaN
proteomicNapproachcNRapidkCommunicationskinkMasskSpectrometryaN2005aNfnaNhjknblm 2.2 36

87 HumanNPvHNisNcharacterizedNbyNaNpatternNofNlipidbrelatedNinsulinNresistancecNJCIkInsightaN2019aNiaN 9.9 36

86  irstNinsightNintoNtheNhumanNliverNproteomeNfromNPROTzOMzVSKYWbLIVzRVHuWNfceaNaNpubliclyN
availableNdatabasecNJournalkofkProteomekResearchaN2010aNnaNlnbni 5.6 35

85 HighbsensitivityNanalysisNofNhumanNplasmaNproteomeNbyNimmobilizedNisoelectricNfocusingN
fractionationNcoupledNtoNmassNspectrometryNidentificationcNJournalkofkProteomekResearchaN2005aNiaNfgkjblh5.6 34

84 yualNinhibitionNofNendothelialNmiRbngabhpNandNmiRbimnbhpNreducesNrenalNinjurybassociatedN
atherosclerosiscNAtherosclerosisaN2019aNgmgaNfgfbfhf 3.1 33

83 QuantitativeNdetectionNofNsingleNaminoNacidNpolymorphismsNbyNtargetedNproteomicscNJournalkofk
MolecularkCellkBiologyaN2011aNhaNhenbfj 6.3 32

82 wioinformaticNanalysisNofNendogenousNandNexogenousNsmallNRNvsNonNlipoproteinscNJournalkofk
ExtracellularkVesiclesaN2018aNlaNfjekfnm 16.4 30

81 QuantitativeNproteomicsNrevealNupbregulatedNproteinNexpressionNofNtheNSzTNcomplexNassociatedN
withNhepatocellularNcarcinomacNJournalkofkProteomekResearchaN2012aNffaNmlfbmj 5.6 30

80 xoncurrentNquantificationNofNproteomeNandNphosphoproteomeNtoNrevealNsystembwideNassociationNofN
proteinNphosphorylationNandNgeneNexpressioncNMolecularkandkCellularkProteomicsaN2009aNmaNgmenbgk 7.6 28

79 RNvseqNbyNTotalNRNvNLibraryNIdentifiesNvdditionalNRNvsNxomparedNtoNPolyVvWNRNvNLibrarycNBioMedk
ResearchkInternationalaN2015aNgefjaNmkgfhe 3 26

78 xomprehensiveNevaluationNofNextracellularNsmallNRNvNisolationNmethodsNfromNserumNinNhighN
throughputNsequencingcNBMCkGenomicsaN2017aNfmaNje 4.5 25

77 RNvseqPSoNvNWebNToolNforNzstimatingNSampleNSizeNandNPowerNforNRNvseqNzxperimentcNCancerk
InformaticsaN2014aNfhaNfbj 2.4 25

76 LargeNscaleNphosphoproteomeNprofilesNcomprehensiveNfeaturesNofNmouseNembryonicNstemNcellscN
MolecularkandkCellularkProteomicsaN2011aNfeaNMffeceeflje 7.6 25

75 PatternsNofNolfactoryNdysfunctionNinNchronicNrhinosinusitisNidentifiedNbyNhierarchicalNclusterNanalysisN
andNmachineNlearningNalgorithmscNInternationalkForumkofkAllergykandkRhinologyaN2019aNnaNgjjbgki 6.3 24

74 wetaNcellNsecretionNofNmiRbhljNtoNHyLNisNinverselyNassociatedNwithNinsulinNsecretioncNScientifick
ReportsaN2019aNnaNhmeh 4.9 23

73 OptimizationNofNSearchNznginesNandNPostprocessingNvpproachesNtoNMaximizeNPeptideNandNProteinN
IdentificationNforNHighbResolutionNMassNyatacNJournalkofkProteomekResearchaN2015aNfiaNikkgblh 5.6 23

Quanhu Sheng

4



72 PrefractionationNofNproteomeNbyNliquidNisoelectricNfocusingNpriorNtoNtwobdimensionalNliquidN
chromatographyNmassNspectrometricNidentificationcNJournalkofkProteomekResearchaN2005aNiaNfgjkbki 5.6 23

71 PracticabilityNofNdetectingNsomaticNpointNmutationNfromNRNvNhighNthroughputNsequencingNdatacN
GenomicsaN2016aNfelaNfkhbn 4.3 23

70 TargetingNMYxNbexpressingNtriplebnegativeNbreastNcancerNwithNwzTNandNMzKNinhibitorscNSciencek
TranslationalkMedicineaN2020aNfgaN 17.5 22

69 beRwPoNbindingNestimationNforNhumanNRNvbbindingNproteinscNNucleickAcidskResearchaN2019aNilaNegk 20.1 22

68 QuantitativeNassessmentNofNcellNpopulationNdiversityNinNsinglebcellNlandscapescNPLoSkBiologyaN2018aN
fkaNegeekkml 9.7 22

67 IxanoNanNoptimizedNionbcurrentbbasedNquantificationNprocedureNwithNenhancedNquantitativeNaccuracyN
andNsensitivityNinNbiomarkerNdiscoverycNJournalkofkProteomekResearchaN2014aNfhaNjmmmbnl 5.6 21

66 xomparisonNofNtriplebnegativeNbreastNcancerNmolecularNsubtypingNusingNRNvNfromNmatchedN
freshbfrozenNversusNformalinbfixedNparaffinbembeddedNtissuecNBMCkCanceraN2017aNflaNgif 4.8 20

65 HyperoxiaNInjuryNinNtheNyevelopingNLungNIsNMediatedNbyNMesenchymalNzxpressionNofNWntjvcN
AmericankJournalkofkRespiratorykandkCriticalkCarekMedicineaN2020aNgefaNfginbfgkg 10.2 20

64 MonitoringNnewlyNsynthesizedNproteinsNoverNtheNadultNlifeNspanNofNxaenorhabditisNeleganscNJournalk
ofkProteomekResearchaN2015aNfiaNfimhbni 5.6 19

63 MicroRNvsNandNtRNvbderivedNfragmentsNpredictNtheNtransformationNofNmyelodysplasticNsyndromesN
toNacuteNmyeloidNleukemiacNLeukemiakandkLymphomaaN2017aNjmaNfbfj 1.9 18

62 TheNdiscrepancyNamongNsingleNnucleotideNvariantsNdetectedNbyNyNvNandNRNvNhighNthroughputN
sequencingNdatacNBMCkGenomicsaN2017aNfmaNkne 4.5 18

61 IsolationNofNHighbdensityNLipoproteinsNforNNonbcodingNSmallNRNvNQuantificationcNJournalkofk
VisualizedkExperimentsaN2016aN 1.6 18

60
PreprocessingNsignificantlyNimprovesNtheNpeptidedproteinNidentificationNsensitivityNofN
highbresolutionNisobaricallyNlabeledNtandemNmassNspectrometryNdatacNMolecularkandkCellulark
ProteomicsaN2015aNfiaNiejbfl

7.6 18

59
InterimNanalysisNofNanNopenblabelNrandomizedNcontrolledNtrialNevaluatingNnasalNirrigationsNinN
nonbhospitalizedNpatientsNwithNcoronavirusNdiseaseNgefncNInternationalkForumkofkAllergykandk
RhinologyaN2020aNfeaNfhgjbfhgm

6.3 18

58 ProteomicNchangesNinNtheNphotoreceptorNouterNsegmentNuponNintenseNlightNexposurecNJournalkofk
ProteomekResearchaN2010aNnaNfflhbmf 5.6 17

57
PerformanceNInvestigationNofNProteomicNIdentificationNbyNHxydxIyN ragmentationsNinNxombinationN
withNHighdLowbResolutionNyetectorsNonNaNTribridaNHighb ieldNOrbitrapNInstrumentcNPLoSkONEaN2016aN
ffaNeefkefke

3.7 17

56 HeterozygosityNRatioaNaNRobustNβlobalNβenomicNMeasureNofNvutozygosityNandNItsNvssociationNwithN
HeightNandNyiseaseNRiskcNGeneticsaN2016aNgeiaNmnhbnei 4 16

55 lncRNvNexpressionNinNtheNauditoryNforebrainNduringNpostnatalNdevelopmentcNGeneaN2016aNjnhaNgefbgfk 3.8 16

(2016-2005)
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54
yevelopmentNandNValidationNofNaNMicroRNvNPanelNtoNyifferentiateNwetweenNPatientsNwithN
RheumatoidNvrthritisNorNSystemicNLupusNzrythematosusNandNxontrolscNJournalkofkRheumatologyaN
2020aNilaNfmmbfnk

4.1 15

53 TheNLandscapeNofNSmallNNonbxodingNRNvsNinNTriplebNegativeNwreastNxancercNGenesaN2018aNnaN 4.2 14

52 RNvNSequencingNofN ormalinb ixedaNParaffinbzmbeddedNSpecimensNforNβeneNzxpressionN
QuantificationNandNyataNMiningcNInternationalkJournalkofkGenomicsaN2016aNgefkaNnmhlhfe 2.5 14

51 yynamicsNofNZebrafishNHeartNRegenerationNUsingNanNHPLxbzSIbMSdMSNvpproachcNJournalkofk
ProteomekResearchaN2018aNflaNfheebfhem 5.6 12

50 yelicateNanalysisNofNpostbtranslationalNmodificationsNonNyishevelledNhcNJournalkofkProteomekResearch
aN2012aNffaNhmgnbhl 5.6 11

49 InflammatoryNheterogeneityNinNaspirinbexacerbatedNrespiratoryNdiseasecNJournalkofkAllergykandk
ClinicalkImmunologyaN2021aNfilaNfhfmbfhgmcej 11.5 11

48 plhNIsNRequiredNforNOvarianN ollicleNyevelopmentNandNRegulatesNaNβeneNNetworkNInvolvedNinN
xellbtobxellNvdhesioncNIScienceaN2018aNmaNghkbgin 6.1 11

47 βenomicNPositionalNyissectionNofNRNvNzditomesNinNTumorNandNNormalNSamplescNFrontierskinkGenetics
aN2019aNfeaNgff 4.5 10

46 yetectionNofNinternalNexonNdeletionNwithNexonNyelcNBMCkBioinformaticsaN2014aNfjaNhhg 3.6 10

45 yifferentialNprebmalignantNprogramsNandNmicroenvironmentNchartNdistinctNpathsNtoNmalignancyNinN
humanNcolorectalNpolypsccNCellaN2021aNfmiaNkgkgbkgmecegk 56.2 10

44 vNwayesianNvpproachNtoNProteinNInferenceNProblemNinNShotgunNProteomicsN2008aNfklbfme 10

43 StatebwasedNLiverNyistributionoNwroadNSharingNWithNLessNHarmNtoNVulnerableNandNUnderservedN
xommunitiesNxomparedNWithNxoncentricNxirclescNLiverkTransplantationaN2019aNgjaNjmmbjnl 4.5 9

42 yeNnovoNidentificationNandNquantificationNofNsingleNaminobacidNvariantsNinNhumanNbraincNJournalkofk
MolecularkCellkBiologyaN2014aNkaNigfbhh 6.3 9

41 OnNtheNestimationNofNfalseNpositivesNinNpeptideNidentificationsNusingNdecoyNsearchNstrategycN
ProteomicsaN2009aNnaNfnibgei 4.8 9

40 PlasmaNmiRNvsNimproveNtheNpredictionNofNcoronaryNatherosclerosisNinNpatientsNwithNrheumatoidN
arthritiscNClinicalkRheumatologyaN2021aNieaNggffbggfn 3.9 9

39 TumorbSpecificNMajorNHistocompatibilitybIINzxpressionNPredictsNwenefitNtoNvntibPybfdLfNTherapyNinN
PatientsNWithNHzRgbNegativeNPrimaryNwreastNxancercNClinicalkCancerkResearchaN2021aN 12.9 8

38 OfmQuantoNaNsemiautomaticNstrategyNforNquantitativeNanalysisNofNhighbresolutionNfkOdfmONlabeledN
datacNBioMedkResearchkInternationalaN2014aNgefiaNnlfmjl 3 7

37 TheNzndogenousNPlasmaNSmallNRNvomeNofNRheumatoidNvrthritiscNACRkOpenkRheumatologyaN2020aNgaNnlbfej3.5 7
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36 scRNvwatchQxoNmultibsamplesNqualityNcontrolNforNsingleNcellNRNvbseqNdatacNBioinformaticsaN2019aNhjaNjhekbjhem7.2 6

35 vNplatformNtoNstandardizeaNstoreaNandNvisualizeNproteomicsNexperimentalNdatacNActakBiochimicakEtk
BiophysicakSinicaaN2009aNifaNglhbn 2.8 6

34 xomparativeNTranscriptomicsNofNaNPatientbyerivedNzndothelialNxellsNRevealsNNovelNPathwaysN
vssociatedNWithNType´ g´ yiabetesNMellituscNJACCkBasickTokTranslationalkScienceaN2019aNiaNjklbjli 8.7 5

33 yirectedNsolutionsNtoNaddressNdifferencesNinNaccessNtoNliverNtransplantationcNAmericankJournalkofk
TransplantationaN2018aNfmaNgklebgklm 8.7 5

32 LongitudinalNstabilityNofNchronicNrhinosinusitisNendotypescNClinicalkandkExperimentalkAllergyaN2019aN
inaNfkhlbfkie 4.1 5

31 vcquisitionNofNaneuploidyNdrivesNmutantNpjhbassociatedNgainbofbfunctionNphenotypescNNaturek
CommunicationsaN2021aNfgaNjfmi 17.4 5

30 SWvTHbMSNinNproteomicsoNcurrentNstatuscNInternationalkJournalkofkComputationalkBiologykandkDrugk
DesignaN2015aNmaNfng 0.4 3

29 SRMwuilderoNaNuserbfriendlyNtoolNforNselectedNreactionNmonitoringNdataNanalysiscNJournalkofk
BioinformaticskandkComputationalkBiologyaN2011aNnNSupplNfaNjfbkg 1 3

28
vNcomputationalNapproachNtoNcharacterizingNbondNlinkagesNofNglycanNisomersNusingNmatrixbassistedN
laserNdesorptiondionizationNtandemNtimebofbflightNmassNspectrometrycNRapidkCommunicationskink
MasskSpectrometryaN2008aNggaNhjkfbn

2.2 3

27 xomparisonNofNaNproteomicNapproachNwithNaNmicroarraybbasedNapproachNtoNdetectNexonsNinNtheN
mouseNgenomecNNaturekGeneticsaN2006aNhmaNfgghbi 36.3 3

26 xirculatingNmicrobialNsmallNRNvsNareNalteredNinNpatientsNwithNrheumatoidNarthritiscNAnnalskofkthek
RheumatickDiseasesaN2020aNlnaNfjjlbfjki 2.4 3

25 xlinicalNandNgeneticNassociationsNwithNprostacyclinNresponseNinNpulmonaryNarterialNhypertensioncN
PulmonarykCirculationaN2018aNmaNgeijmniefmmeejii 2.7 3

24 vNpeptidebretrievalNstrategyNenablesNsignificantNimprovementNofNquantitativeNperformanceNwithoutN
compromisingNconfidenceNofNidentificationcNJournalkofkProteomicsaN2017aNfjgaNglkbgmg 3.9 2

23 PervasiveNSmallNRNvsNinNxardiometabolicNResearchoNβreatNPotentialNvccompaniedNbyNwiologicalNandN
TechnicalNwarrierscNDiabetesaN2020aNknaNmfhbmgg 0.9 2

22 vnnoβenoNannotatingNgenomebwideNpragmaticNfeaturescNBioinformaticsaN2020aNhkaNgmnnbgnef 7.2 2

21 yupxheckeroNaNbioconductorNpackageNforNcheckingNhighbthroughputNgenomicNdataNredundancyNinN
metabanalysiscNBMCkBioinformaticsaN2014aNfjaNhgh 3.6 2

20
PharmacologicalNblockadeNofNtheNzPhNprostaglandinNzNreceptorNinNtheNsettingNofNtypeNgNdiabetesN
enhancesN˛†bcellNproliferationNandNidentityNandNrelievesNoxidativeNdamagecNMolecularkMetabolismaN
2021aNjiaNfefhil

8.8 2

19 xancerbspecificNexpressionNquantitativeNlociNareNaffectedNbyNexpressionNdysregulationcNBriefingskink
BioinformaticsaN2018aN 13.4 2

(2018-2019)
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18 xomparativeNanalysisNofNmyometrialNandNvascularNsmoothNmuscleNcellsNtoNdetermineNoptimalNcellsN
forNuseNinNdrugNdiscoverycNPharmacologicalkResearchaN2019aNfikaNfeigkm 10.2 1

17 NonbcanonicalNRNvbyNvNdifferencesNandNotherNhumanNgenomicNfeaturesNareNenrichedNwithinNveryN
shortNtandemNrepeatscNPLoSkComputationalkBiologyaN2020aNfkaNefeelnkm 5 1

16 NβSPzRLoNaNsemibautomatedNframeworkNforNlargeNscaleNnextNgenerationNsequencingNdataNanalysiscN
InternationalkJournalkofkComputationalkBiologykandkDrugkDesignaN2015aNmaNgeh 0.4 1

15 SerumNProteomeNxhangesNinNHealthyNSubjectsNwithNyifferentNβenotypesNofNNOSfvPNinNtheNxhineseN
PopulationcNJournalkofkDiabeteskResearchaN2013aNgefhaNhjlkhe 3.9 1

14 vNstreamlinedNsolutionNforNprocessingaNelucidatingNandNqualityNcontrolNofNcyclobutaneNpyrimidineN
dimerNsequencingNdatacNNaturekProtocolsaN2021aNfkaNgfnebggfg 18.8 1

13 ImmubMelaoNvnNopenNresourceNforNexploringNimmunotherapybrelatedNmultidimensionalNgenomicN
profilesNinNmelanomacNJournalkofkGeneticskandkGenomicsaN2021aNimaNhkfbhkm 4 1

12 ProfileNofNPodocyteNTranslatomeNyuringNyevelopmentNofNTypeNgNandNTypeNfNyiabeticNNephropathyN
UsingNPodocytebSpecificNTRvPNmRNvNRNvbseqcNDiabetesaN2021aNleaNghllbghne 0.9 1

11 scMRMvoNsingleNcellNmultiresolutionNmarkerbbasedNannotationcNNucleickAcidskResearchaN2021aN 20.1 1

10 vNpanbcancerNimmunogenomicNatlasNforNimmuneNcheckpointNblockadeNimmunotherapyccNCancerk
ResearchaN2021aN 10.1 1

9 zditPredictoNPredictionNofNRNvNeditableNsitesNwithNconvolutionalNneuralNnetworkcNGenomicsaN2021aN
ffhaNhmkibhmlf 4.3 0

8 zlucidationNofNphysicobchemicalNprinciplesNofNhighbdensityNlipoproteinbsmallNRNvNbindingN
interactionsccNJournalkofkBiologicalkChemistryaN2022aNfefnjg 5.4 0

7 ReplycNLiverkTransplantationaN2019aNgjaNnlfbnlh 4.5
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